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All the aims of the present invention have been met by the embodiments as set 
out below. 

The present inventors identified a range of specific nucleotide sequences which 
are involved in the molecular pathways eventually leading to programmed cell 

5 death.The present inventors were able to identify via macro array screening a range of 
genes involved in a pathway eventually leading to programmed cell death in the yeast 
SaccharomycBS cerevisiae. As explained in Example 2, genes showing a difference of 
a factor 5 or more in expression as a result of Sax-induced cell death, were identified 
as differentially expressed candidate genes. Some of these genes are clearly down- 

10 regulated in a Sax-expressing strain, while other genes show an upregulated 
expression (Table 1 ). Example 3 describes a further experiment wherein the results of 
differential expression were analysed using the Pathways™ software and differentially 
expressed nucleic acid sequence were identified. 

According to a first embodiment, the invention relates to the use of a nucleic 

15 acid molecule encoding a polypeptide which is involved in a pathway eventually leading 
to programmed cell death of yeast or fungi and which nucleic acid sequence is selected 
from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 1 8, 20, 22, 24, 26, 28, 30, 32, 34, 36, 

20 38, 40, 42, 44, 46. 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 

82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 1 12, 1 14, 116, 118, 
120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 
184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 

25 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 

248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 
280, 282, 284, 286, 288. 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310. 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336. 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 

30 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 
408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 
440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 
472, 474, 476, 478, 480, 482, or 484, or encoding a functional equivalent, 
derivative or bioprecursor of said protein; 

35 (b) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% similar, preferably more than 75% or 80% similar, more 
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preferably more than 85%, 90% or 95% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10. 12, 
14, 16, 18. 20, 22, 24, 26, 28, 30, 32, 34. 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 
58. 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80. 82, 84, 86, 88, 90, 92, 94, 96, 98. 100. 
5 102, 104, 106, 108, 110, 112. 114. 116. 118, 120, 122, 124, 126, 128, 130, 132, 

134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156. 158. 160, 162, 164, 
166, 168, 170, 172, 174, 176, 178, 180, 182, 184. 186. 188, 190, 192, 194, 196, 
198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 
230, 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 

1 0 <^ 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 
294. 296, 298. 300. 302, 304, 306. 308, 310, 312, 314, 316, 318, 320, 322. 324. 
326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 
358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 
390, 392, 394, 396. 398, 400, 402, 404, 406, 408. 410. 412, 414, 416, 418. 420. 

15 422. 424, 426, 428, 430, 432, 434, 436, 438, 440. 442, 444, 446, 448, 450, 452, 

454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; 
(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, more 
preferably more than 85%, 90% or 95% identical and most preferably more than 

20 97% identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 
10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 
54, 56, 58. 60. 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88. 90, 92, 94, 96, 
98, 100. 102, 104, 106, 108, 110, 112, 114, 116, 118, 120, 122. 124. 126, 128. 130. 
132, 134, 136, 138, 140, 142, 144, 146, 148, 150. 152, 154, 156, 158, 160, 162, 

25 164, 166, 168, 170, 172, 174, 176, 178. 180, 182, 184, 186, 188, 190, 192, 194, 
196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 
228, 230, 232, 234, 236, 238, 240. 242. 244. 246, 248, 250. 252, 254, 256. 258. 
260, 262. 264, 266, 268, 270, 272, 274, 276, 278. 280, 282, 284. 286, 288, 290, 
292, 294. 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318. 320. 322. 

30 324, 326, 328, 330, 332, 334. 336, 338, 340, 342, 344, 346, 348. 350, 352, 354, 
356, 358. 360. 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386. 
388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 
420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452. 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 

35 484; 
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(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ ID 
NOs 1. 3, 5, 7, 9, 11, 13. 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 
45, 47, 49, 51, 53, 55. 57, 59, 61, 63, 65, 67, 69, 71, 73, 75, 77, 79, 81, 83, 85. 87, 
89, 91, 93, 95, 97, 99. 101. 103, 105, 107, 109, 111. 113, 115, 117, 119, 121, 123, 

5 125, 127. 129. 131, 133, 135, 137, 139, 141, 143, 145. 147. 149. 151, 153, 155, 
157, 159, 161. 163, 165, 167, 169, 171, 173, 175, 177, 179, 181. 183, 185, 187, 
189, 191, 193, 195, 197, 199, 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 
221 , 223, 225, 227, 229. 231 , 233, 235. 237. 239, 241 , 243, 245, 247, 249, 251 , 
253, 255, 257, 259, 261, 263, 265, 267, 269, 271, 273, 275, 277, 279, 281, 283, 

10 285, 287, 289, 291, 293, 295,*297, 299, 301. 303, 305, 307, 309, 311, 313, 315, 
, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 347, 
349, 351 , 353, 355, 357, 359, 361 , 363, 365, 367, 369, 371 , 373, 375, 377, 379, 
381, 383, 385, 387, 389, 391, 393, 395, 397, 399. 401, 403, 405, 407, 409, 411, 
413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 441, 443, 

1 5 445, 447, 449, 451 , 453 or 455; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 75 
or 80% identical, more preferably more than 85%, or 90% or 95% identical and 
most preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 

20 35, 37, 39, 41 , 43, 45, 47, 49, 51 , 53, 55, 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 77, 

79, 81, 83, 85, 87, 89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 109, 111, 113. 115, 
117, 119, 121, 123, 125. 127, 129, 131, 133, 135, 137, 139, 141, 143, 145. 147, 
149, 151, 153, 155, 157, 159, 161, 163, 165, 167, 169. 171, 173,175, 177, 179, 
181, 183, 185, 187, 189. 191, 193, 195, 197. 199. 201. 203, 205. 207, 209, 211, 

25 213, 215, 217, 219, 221, 223. 225, 227, 229, 231, 233, 235, 237, 239, 241, 243, 
245, 247, 249, 251, 253, 255, 257, 259, 261, 263, 265, 267, 269, 271, 273, 275, 
277, 279, 281, 283, 285, 287, 289, 291, 293, 295. 297, 299, 301, 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 
341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 

30 373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393. 395, 397, 399, 401, 403, 
405, 407, 409, 411, 413, 415, 417, 419. 421, 423, 425, 427, 429, 431, 433. 435, 
437, 439, 441 , 443, 445, 447, 449, 451 , 453 or 455; 

(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic acid 
sequences as specified in a) to e); and 

35 (g) the complement of any of the nucleic acid sequences as specified in a) to f), 
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for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

Sequence similarity searches were performed using the BLAST software 
package version 2. Identity and similarity percentages were calculated using 
5 BLOSUM62 as a scoring matrix. 

As known in the art, -similarity" between two polypeptides is determined by 
comparing the amino acid sequence and its conserved amino acid substitutes of one 
polypeptide to the sequence of a second polypeptide. Moreover, also known in the art 
is "identity" which means the degree of sequence relatedness between two polypeptide 
10 or two polynucleotide sequences as determined by the identity of the match between 
two strings of such sequences. Both identity and similarity can be readily calculated. 
While there exist a number of methods to measure identity and similarity between two 
polynucleotide or polypeptide sequences, the terms "identity" and "similarity" are well 
known to skilled artisans (Carillo and Lipton, 1988). Methods commonly employed to 

15 determine identity or similarity between two sequences include, but are not limited to, 
those disclosed in "Guide to Huge Computers (Bishop, 1 994) and Carillo and Lipton 
(1988). Preferred methods to determine identity are designed to give the largest match 
between the two sequences tested. Methods to determine identity and similarity are 
codified in computer programs. Preferred computer program methods to determine 

20 identity and similarity between two sequences include, but are not limited to, GCG 
program package (Devereux etal., 1984), BLASTP, BLASTN and FASTA (Altschul et 
al, 1990). 

The nucleic acid sequences to be used according to this aspect of the invention 
from Saccharomyces cerevisiae are defined in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 
25 17, 19, 21, 23. 25, 27. 29. 31, 33, 35, 37, 39, 41, 43, 45, 47, 49. 51. 53, 55, 57. 59, 61,' 
63, 65, 67, 69, 71, 73. 75. 77, 79. 81, 83, 85, 87, 89, 91. 93, 95, 97, 99, 101, 103, 105, 
107, 109, 111, 113. 115, 117, 119, 121, 123, 125. 127, 129. 131, 133, 135, 137, 139^ 
141, 143. 145. 147. 149, 151. 153, .155, 157, 159, 161. 163, 165, 167, 169, 171, 173, 
175. 177. 179. 181, 183, 185, 187, 189. 191, 193. 195. 197, 199, 201, 203, 205, 207, 
209, 211. 213. 215, 217, 219, 221, 223. 225. 227, 229. 231, 233, 235, 237, 239, 241, 
243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 263, 265, 267, 269, 271, 273, 275, 
277. 279. 281 . 283, 457, 459, 461 , 463, 465. 467, 469, 471 and 473 . 

The invention also relates to nucleic acid sequences from Candida albicans, as 
represented by the SEQ ID NOs 285, 287, 289, 291, 293, 295, 297, 299. 301, 303 
35 305, 307. 309. 311, 313, 315. 317, 319. 321. 323. 325, 327, 329, 331. 333. 335. 337.' 
339. 341. 343. 345. 347. 349, 351, 353. 355. 357. 359, 361, 363, 365. 367, 369, 371, 



30 
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373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 
407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 
441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 , and 483. 

The expression "a pathway eventually leading to programmed cell death" refers 
5 to a sequence of steps ultimately leading to cell death and which can be triggered at 
various steps in this pathway by various agents, such as Bax, Bak, CED4, hydrogen 
peroxide, diamide and famesol. 

The yeast or fungi according to the invention may be, but are not restricted to, 
pathogenic yeast or fungi. As such, yeast or fungi may cause infections in healthy 
1 0 individuals as well as in immunocompromised patients. 

The expression "treating diseases associated with yeast and fungr not only 
refers to diseases or infections caused by said organisms but also refers to allergic 
reactions caused by said organisms, such as the so-called "professional diseases" in, 
for instance, bakery and brewery and that are caused by yeast or fungi which are 
1 5 commonly known as "non-pathogenic". 

The invention further relates to the use of nucleic acid sequence homologues of 
SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 
43, 45, 47, 49, 51 , 53, 55, 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 77, 79, 81 , 83, 85. 87, 
89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 117, 119, 121, 123, 125. 
20 127, 129. 131, 133, 135, 137, 139, 141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 
161. 163. 165, 167, 169, 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 
195, 197, 199, 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 221, 223, 225, 227, 
229, 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 
263, 265, 267, 269, 271, 273, 275, 277, 279, 281, 283, 285, 287, 289, 291, 293, 295. 
25 297, 299, 301, 303, 305, 307, 309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 
331, 333, 335, 337, 339, 341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 
365, 367, 369, 371 , 373, 375, 377, 379, 381 , 383, 385, 387, 389, 391 , 393, 395, 397, 
399, 401, 403, 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 
433, 435, 437, 439, 441 , 443, 445, 447, 449, 451 , 453, 455, 457, 459, 461 , 463. 465. 
30 467, 469, 471 , 473, 475, 477, 479, 481 or 483 but isolated from other yeast and fungi 
strains which are also involved in a pathway eventually leading to programmed cell 
death. 

According to the invention, these sequences and their homologues in other 
yeast and fungi as well as the polypeptides which they encode represent novel 
35 molecular targets which can be incorporated into an assay to selectively identify 
compounds capable of inhibiting or activating expression of such polypeptides. 
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Furthermore, the invention also relates to the potential use of said sequences in 
alleviating diseases or conditions associated with yeast or fungi infections, such as 
diseases caused by Candida spp., Aspergillus spp., Microsporum spp., Trichophyton 
spp., Fusarium spp., Zygomycetes spp., Botritis spp., Cladosporium spp., Malassezia 

5 spp., Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
and Sporothrix schenckii. 

According to another embodiment, the invention also relates to a nucleic acid 
sequence encoding a polypeptide which is involved in a pathway eventually leading to 

1 0 programmed cell death of yeast or fungi selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310. 
312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 
354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 

15 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 
428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 
480, 482 or 484, or encoding a functional equivalent, derivative or bioprecursor of 
said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence which 
20 is more than 70% similar, preferably more than 75% or 80% similar, more 

preferably more than 85%, 90% or 95% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 
292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 
328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 
25 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 
406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 
442, 444, 446, 448, 450, 452, 454, 476. 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, more 

30 preferably more than 85%, 90% or 95% identical and most preferably more than 
97% identical to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 
290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356. 358, 360, 362, 364, 
366, 368. 370. 372, 374, 376. 380. 382. 384, 386, 388, 390, 392, 394, 398, 402, 

35 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436. 438, 
440, 442, 444, 446, 448, 450. 452, 454, 476, 478, 480, 482 or 484; 
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(d) a nucleic acid mplecule comprising a sequence as represented in any of SEQ ID 
NO 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 309, 311, 313, 
315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 
347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369. 371, 373, 375, 377, 

5 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 409, 
411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431. 433, 435, 437, 439, 441, 
443, 445. 447, 449, 451 , 453, 455, 475. 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
75% or 80% identical, more preferably more than 85%, 90% or 95% identical and 

10 most preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NO 285, 287, 289, 291 , 293, 295, 297, 299, 301 , 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339. 
341. 343, 345. 347. 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 
373, 375, 377, 379, 381 , 383, 385, 387, 389, 391 , 393, 395, 397, 399, 401 , 403, 

15 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433. 435, 
437, 439, 441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 or 483; and, 

(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic acid 
sequences as specified in a) to e), and 

(g) the complement of any of the nucleic acid sequences as specified in a) to f). 

20 According to a more specific embodiment, these nucleic acid sequences are 
derived from Saccharomyces cerevisiae, Candida albicans or Aspergillus fumigatus. 

A nucleic acid sequence according to the invention may comprise an mRNA 
sequence or alternatively a DNA sequence and preferably a cDNA sequence. A nucleic 
acid sequence according to the invention may also comprise any modified nucleotide 
25 known in the art. 

The present invention further relates to a nucleic acid molecule capable of 
selectively hybridising to at least one of the nucleic acid molecules according to the 
invention, or the complement thereof. 

The term "selectively hybridising" or "specifically hybridising means hybridising 
30 under conditions wherein sequences can be detected which are homologues of the 
sequences of this invention, but which are for instance derived from heterologous cells 
or organisms, and wherein said sequences do not hybridize with known sequences. In 
< a preferred embodiment, mammalian homologues can be detected. It is well known to 
the person skilled in the art which methods for hybridisation can be used and which 
35 conditions are necessary for selectively or specifically hybridising. Preferably, 
hybridization under high stringency conditions can be applied (Sambrook et al., 1989). 
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As such, the present invention also relates to the use of the nucleic acid 
sequences of the invention for detecting homologues in heterologous organisms 
including but not limited to mammalian organisms. 

The term "nucleic acid sequence" also includes the complementary sequence 
5 to any single stranded sequence given, or the antisense version thereof. 

The invention also relates to mRNA, DNA or cDNA versions of the nucleic acid 
molecules of the invention. 

The present invention more particularly relates to an antisense molecule 
comprising a nucleic acid sequence capable of hybridizing to any of the above defined 
1 0 nucleic acid sequences. 

Polynucleotides according to the invention may be inserted into vectors in an 
antisense orientation in order to provide for the production of antisense RNA. Antisense 
RNA or other antisense nucleic acids may also be produced by synthetic means. 

The present invention also advantageously provides nucleic acid sequences of 
15 at least approximately 10 contiguous nucleotides of a nucleic acid according to the 
invention and preferably from 10 to 50 nucleotides. These sequences may, 
advantageously be used as probes or primers to initiate replication, or the like. Such 
nucleic acid sequences may be produced according to techniques well known in the 
art, such as by recombinant or synthetic means. The probes will hybridise specifically 
20 with any of the nucleic acid molecules of the invention. The primers will specifically 
amplify any of the nucleic acid molecules of the invention. 

The probes or primers according to the invention may also be used in 
diagnostic kits or the like for detecting the presence of a nucleic acid according to the 
invention. These tests generally comprise contacting the probe with the sample under 
25 hybridising conditions and detecting the presence of any duplex or triplex formation 
between the probe and any nucleic acid in the sample. 

According to the present invention these probes may be anchored to a solid 
support. Preferably, they are present on an array so that multiple probes can 
simultaneously hybridize to a single biological sample. The probes can be spotted onto 
30 the array or synthesized in situ on the array. (Lockhart et a/., 1996). A single array can 
contain more than 100, 500 or even 1,000 different probes in discrete locations. Such 
arrays can be used to screen for compounds interacting with said probes. 

Advantageously, the nucleic acid sequences, according to the invention may be 
produced using recombinant or synthetic means, such as for example using PCR 
35 cloning mechanisms which generally involve making a pair of primers, which may be 
from approximately 10 to 50 nucleotides to a region of the gene which is desired to be 
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cloned, bringing the primers into contact with mRNA, cDNA, or genomic DNA from the 
yeast or fungal cell, performing a polymerase chain reaction under conditions which 
bring about amplification of the desired region, isolating the amplified region or 
fragment and recovering the amplified DNA. Generally, such techniques as defined 
5 herein are well known in the art, such as described in Sambrook et a/. (1989). These 
techniques can be used to clone homologues of the nucleic acid sequences of the 
invention in other organisms. 

The nucleic acids or oligonucleotides according to the invention may carry a 
revealing label. Suitable labels include radioisotopes such as ^P, or ^S, enzyme 

10 labels or other protein labels such as biotin or fluorescent markers. Such labels may be 
added to the nucleic acids or oligonucleotides of the invention and may be detected 
using techniques known in the art. 

According to another embodiment of the invention, the nucleic acid sequences 
according to the invention as defined above may, advantageously, be included in a 

15 suitable expression vector which may be transformed, transfected or infected into a 
host cell. In such an expression vector the nucleic acid is operably linked to a control 
sequence, such as a suitable inducible promoter, or the like, to ensure expression of 
the proteins according to the invention in a suitable host cell. The expression vector 
may also comprise a reporter molecule. The expression vector may advantageously be 

20 a plasmid, cosmid, virus or other suitable vector which is known to those skilled in the 
art. The expression vector and the host cell defined herein also form part of the present 
invention. Preferably the host cell is a lower eukaryotic cell such as a yeast cell or a 
fungal cell. Yeast and fungal cells are particularly advantageous because they provide 
the necessary post-translational modifications to the expressed proteins of the 

25 invention, similar to those of the natural proteins from which they are derived. These 
modifications confer optimal conformation of said proteins, which when isolated may 
advantageously be used in kits, methods or the like. 

The invention further relates to any nucleic acid as defined above for use as a 
medicament. 

30 Nucleotide sequences according to the invention are particularly advantageous 

for providing selective therapeutic targets for treating yeast or fungi-associated 
infections. For example, an antisense nucleic acid capable of binding to the nucleic 
acid sequences according to the invention may be used to selectively inhibit expression 
of the corresponding polypeptides, leading to impaired growth or death of yeast and 

35 fungi with reductions of associated illnesses or diseases. 
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According to another embodiment, the invention also relates to the use of a 
polypeptide which is involved in a pathway eventually leading to programmed cell 
death of yeast or fungi, said polypeptide being selected from : 
(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 2, 
5 4, 6, 8, 10, 12, 14, 16, 18. 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 

50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 
94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 
128, 130, 132, 134, 136, 138. 140. 142. 144, 146, 148, 150, 152, 154, 156, 158, 
160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 
10 192, 194, 196, 198, 200, 202, 204, 206. 208, 210, 212, 214, 216, 218, 220, 222, 

224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 254. 
256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 
288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 
320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 
15 352, 354, 356, 358, 360, 362, 364, 366, 368, 370. 372. 374, 376, 378, 380, 382, 

384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 
416, 418, 420, 422, 424, 426, 428, 430. 432, 434, 436, 438, 440, 442, 444, 446, 
448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480, 482, or 484, or encoding a functional equivalent, derivative or bioprecursor of 
20 said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 75% or 80% similar, more preferably more than 85%, 90% or 
95% similar and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 
25 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56. 58, 60, 62, 64, 66, 68, 70, 72, 
74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98. 100, 102, 104, 106, 108, 110, 112, 
114, 116, 118, 120, 122, 124, 126, 128, 130. 132, 134, 136, 138, 140, 142, 144, 
146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170. 172. 174. 176, 
178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208. 
30 210. 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 
242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 
274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328. 330, 332, 334, 336, 
338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 
35 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398. 400, 
402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426. 428. 430, 432, 
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434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456. 458,. 460, 462, 464, 
466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 

5 or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 
28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70. 
72, 74, 76, 78, 80, 82, 84, 86, 88, 90. 92. 94, 96, 98, 100, 102, 104, 106, 108. 110, 
112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142. 

10 144, 146. 148. 150. 152, 154, 156, 158. 160, 162, 164, 166, 168, 170, 172. 174. 

176, 178, 180, 182, 184, 186, 188, 190, 192. 194, 196. 198, 200, 202, 204, 206. 
208. 210, 212. 214, 216, 218. 220. 222, 224, 226, 228, 230, 232, 234, 236, 238, 
240, 242, 244. 246, 248, 250, 252, 254, 256, 258, 260, 262, 264. 266, 268, 270, 
272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 

15 304, 306, 308, 310. 312, 314, 316, 318, 320. 322, 324, 326, 328, 330, 332, 334, 
336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 
368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 390. 392, 394, 396, 398, 
400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430. 
432, 434, 436, 438, 440, 442, 444, 446. 448, 450, 452, 454, 456, 458, 460, 462, 

20 464, 466, 468, 470, 472. 474. 476, 478. 480, 482, or 484; and, 

(d) a functional fragment of any of said proteins as defined in a) to c), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

The term "functional fragment" of a protein means a truncated version of the 
25 original protein or polypeptide referred to. The truncated protein sequence can vary 
widely in length; the minimum size being a sequence of sufficient size to provide a 
sequence with at least a comparable function and/or activity of the original sequence 
referred to, while the maximum size is not critical. In some applications, the maximum 
size usually is not substantially greater than that required to provide the desired activity 
30 and/or function(s) of the original sequence. A functional fragment can also relate to a 
subunit with similar function as said protein. Typically, the truncated amino acid 
sequence will range from about 5 to about 60 amino acids in length. More typically, 
however, the sequence will be a maximum of about 50 amino acids in length, 
preferably a maximum of about 60 amino acids. It is usually desirable to select 
35 sequences of at least about 1 0, 1 2 or 1 5 amino acids. 
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Functional fragments include those comprising an epitope which is specific or 
unique for the proteins according to the invention. Epitopes may be determined using, 
for example, peptide scanning techniques as described in Geysen et ai (1996). 
Preferred functional fragments have a length of at least, for example, 5, 1 0, 25, 50, 75, 
5 100,1 25, 1 50, 1 75 or 200 amino acids. 

The polypeptides to be used according to this aspect of the invention from 
Saccharomyces cerevisiae, are represented by SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 
18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 
64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 

10 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 
142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 
244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 

15 278, 280, 282, 284, 458, 460, 462, 464, 466, 468, 470, 472 and 474 . Also according to 
the invention is the use of the polypeptides from Candida albicans as represented by 
the SEQ ID NOs 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 
346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 

20 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 
414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 
448, 450, 452, 454, 456, 476, 478, 480, 482 and 484. 

The polypeptide or protein according to the invention may also include variants 
of any of the polypeptides of the invention as specified above having conservative 

25 amino acid changes. 

The nucleic acid molecules or the polypeptides of the invention may be 
provided in a pharmaceutical^ acceptable carrier, diluent or excipient therefor. 

The present invention also relates to a vaccine for immunizing a mammal 
against infections caused by yeast and fungi comprising at least one (recombinant) 

30 nucleic acid molecule or at least one (recombinant) polypeptide of the invention in a 
pharmaceutical^ acceptable carrier. 

Pharmaceutical^ acceptable carriers include any carrier that does not itself 
induce the production of antibodies harmful to the individual receiving the composition. 
Suitable carriers are typically large, slowly metabolizing macromolecules such as 

35 proteins, polysaccharides, polylactic acids, polyglycolic acids, polymeric amino acids, 
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amino acid copolymers; and inactive virus particles. Such carriers are well known to 
those of ordinary skill in the art. 

A "vaccine" is an immunogenic composition capable of eliciting protection 
against infections caused by yeast or fungi, whether partial or complete. A vaccine may 
5 also be useful for treatment of an individual, in which case it is called a therapeutic 
vaccine. 

Said vaccine compositions may include prophylactic as well as therapeutic 
vaccine compositions. 

The term "therapeutic" refers to a composition capable of treating infections 

1 0 caused by yeast or fungi. 

Some of the pathways leading to apoptosis are conserved between mammalian 
cells and yeast or fungi. Therefore, targets which are part of such a conserved pathway 
may be used to stimulate or inhibit the apoptosis in mammalian cells. E.g. stimulation 
of apoptosis is desirable in the treatment of tumor cells/tissues. 

15 According to another embodiment, the present invention provides a method of 

identifying compounds which selectively inhibit, induce or interfere with the 
expression/production of the polypeptides encoded by the nucleotide sequences of the 
invention, or compounds which selectively inhibit, activate or interfere with the 
functionality of polypeptides expressed from the nucleotide sequences according to the 

20 invention, or which selectively inhibit, induce or interfere with the metabolic pathways in 
which these polypeptides are involved. Compounds may carry agonistic or antagonistic 
properties. The compounds to be screened may be of extracellular, intracellular, 
biologic or chemical origin. 

Such a screening method may comprise the following steps (a) contacting a 

25 compound to be tested with cells having a mutation which results in overexpression or 
underexpression of at least one of the polypeptides as defined in claim 2, in addition to 
contacting wild type cells with said compound, (b) monitoring the growth, death rate or 
activity of said mutated cells compared to said wild type cells; wherein differential 
growth or activity of said mutated cells is indicative of selective action of said 

30 compound on a polypeptide in the same or a parallel pathway, (c) alternatively 
monitoring the growth, death rate or activity of said mutated cells compared to mutated 
cells which were not contacted with the compound to be tested, wherein differential 
growth or activity of said mutated yeast of fungi cells is indicative of selective action of 
said compound on a polypeptide in the same or a parallel pathway, (d) alternatively 

35 monitoring changes in morphologic and/or functional properties of components in said 
mutated cells caused by the addition of the compound to be tested. 
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The term "cells" as used above relates to any type of cells such as, but not 
limited to bacterial, yeast, fungal, plant or human cells: 

Compounds found using this approach may additionally be tested on their 
efficiency in killing or inhibiting the growth of wild type cells in order to confirm their 
5 utility as medicament for treating wild type pathogenic strains/tumor cells. 

According to the invention, the term -mutation" includes point mutations, 
deletions, insertions, duplications or any modification in the nucleic acid encoding said 
polypeptide, or at a different location in the genome of said cells, influencing the 
expression of said nucleic acid or polypeptide. In case point mutations occur, the 
10 number of nucleotides will be identical compared to the original sequence; only a 
change in nucleotide sequence can be observed. This stands in contrast with the other 
listed mutations where the number of the nucleotides will be different from the number 
observed in the wild type sequence and consequently will also reflect in a change of 
the nucleotide sequence. 

Changes in morphologic and/or functional properties of cell components which 
can be monitored include for example morphological and molecular changes such as 
abnormal cell morphology, nuclear fragmentation, DNA breakage or changes in the 
expression of certain enzymes such as caspases, as well as monitoring changes in 
membrane potential or activity of mitochondria and release of cytochrome c from 
20 mitochondria. All these changes can be monitored on the whole cell which is contacted 
to the compound to be tested. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression or functionality of polypeptides involved in a pathway 
eventually leading to programmed cell death of yeast and fungi or In metabolic 

25 pathways in which said polypeptides are involved, which method comprises (a) 
contacting a compound to be tested with yeast or fungal cells transformed, transfected 
or infected with an expression vector comprising an antisense sequence of at least one 
of the nucleic acid sequences as defined in claim 1, which expression results in 
underexpression of said polypeptide, in addition to contacting one or more wild type 

30 cells with said compound, (b) monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to said wild type cells; wherein 
differential growth or activity of said transformed, transfected or infected yeast or fungal 
cells is indicative of selective action of said compound on a polypeptide in the same or 
a parallel pathway, (c) alternatively monitoring the growth, death rate or activity of said 

35 transformed, transfected or infected cells compared to transformed, transfected or 
infected cells which were not contacted with the compound to be tested, wherein 
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differential growth or activity of said mutated yeast or fungi cells is indicative of 
selective action of said compound on a polypeptide in the same or a parallel pathway, 
(d) alternatively monitoring changes in morphologic and/or functional properties of 
components in said transformed, transfected or infected cells caused by the addition of 
5 the compound to be tested. 

Alternative methods for identifying compounds which selectively modulate 
expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
compounds are involved, may comprise the use of any other method known in the art 

1 0 resulting in gene activation, gene inactivation, gene modulation or gene silencing. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression of polypeptides which are involved in a pathway 
eventually leading to programmed cell death of yeast or fungi which method comprises 
(a) contacting host cells transformed, transfected or infected with an expression vector 

15 comprising a promoter sequence of a nucleic acid molecule as defined in claim 1 joined 
in frame with a reporter gene and (b) monitoring increased or decreased expression of 
said reporter gene caused by the addition of the compound, being tested. This enables 
to analyse the influence of the compound onto all/most aspects of transcriptional 
activation. Alternatively additional tests can routinely be performed to test the influence 

20 of the compound onto mRNA stability, translation and protein stability. All these 
aspects influence the concentration of corresponding proteins and consequently 
influence the effect of these on the metabolism of the cell. 

The invention further relates to a method of identifying compounds which bind 
to or modulate the properties of polypeptides which are involved in a pathway 

25 eventually leading to programmed cell death of yeast or fungi, which method comprises 
(a) contacting a compound to be tested with at least one of the polypeptides as defined 
in claim 2, (b) detecting the complex formed between the compound to be tested and 
said polypeptide, (c) alternatively, examining the diminution/increase of complex 
formation between said polypeptide and a receptor/binding partner, caused by the 

30 addition of the compound being tested, (c) alternatively, examining the alteration in the 
functional activity of the polypeptide, caused by the addition of the compound being 
tested. 

Detection of the complex formation can be performed using several 
approaches. First, binding of a compound onto a polypeptide can be studied using 
35 classical binding tests: one of the binding partners, compound or polypeptide is labeled 
and interaction of both is measured. Most of these tests comprise following steps: 
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incubating both binding partners in conditions where binding is allowed, separation of 
free label from bound label present in the complex formed between both partners, and 
measuring the number of labeled complexes formed. Separation of free and bound 
label can be performed via filtration, centrifugation or other means as known by the 
5 person skilled in the art. Other techniques allow visualisation of complex formation 
without the need of such a separating step. For example, test systems using SPA 
(scintillation proximity assay) beads are based on the principle that radioactive 3 H can 
only be measured when present in scintillation fluid. SPA beads contain scintillation 
fluid and can be coated with one of the binding partners. When this bead is approached 

10 and binds the other binding partner which is radioactively labeled, a signal will be 
detected allowing the complex to be visualised. Binding of the radioactive compound 
onto the scintillation bead is needed in order to result in a detectable signal; non-bound 
radioactive partners that stay free into the solution will not result in a detectable signal. 
The protein or peptide fragments according to the invention employed in such a 

15 method may be for example in solution or coated on suspended beads as described 
above. Alternatively, these can be affixed to a solid support, borne on a cell or phage 
surface or located intracellular^. 

When protein or peptide fragments are coated on solid supports, they can be 
tested for their binding affinity for large numbers of compounds. These can be used in 

20 different kinds of high throughput screenings in order to identify compounds having 
suitable binding affinity to the polypeptides according to the invention. Platform 
technologies or technologies based on SPR (see below) can be applied. 

One may measure for example, the formation of complexes between the 
proteins of the invention and the compound being tested. Alternatively, one may 

25 examine the diminution or increase of complex formation between the protein 
according to the invention and a receptor/binding partner caused by the compound 
being tested. 

Proteins which interact with the polypeptide of the invention may be identified 
by investigating protein-protein interactions using the two-hybrid vector system first 
30 proposed by Chien ef a/. (1991). 

This technique is based on functional reconstitution in vivo of a transcription 
factor which activates a reporter gene. More particularly the technique comprises 
providing an appropriate host cell with a DNA construct comprising a reporter gene 
under the control of a promoter regulated by a transcription factor having a DNA 
35 binding domain and an activating domain, expressing in the host cell a first hybrid DNA 
sequence encoding a first fusion of a fragment or all of a nucleic acid sequence 
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according to the invention and either said DNA binding domain or said activating 
domain of the transcription factor, expressing in the host at least one second hybrid 
DNA sequence, such as a library or the like, encoding putative binding proteins to be 
investigated together with the DNA binding or activating domain of the transcription 
5 factor which is not incorporated in the first fusion; detecting any binding of the proteins 
to be investigated with a protein according to the invention by detecting for the 
presence of any reporter gene product in the host cell; optionally isolating second 
hybrid DNA sequences encoding the binding protein. 

An example of such a technique utilizes the GAL4 protein in yeast. GAL4 is a 

1 0 transcriptional activator of galactose metabolism in yeast and has a separate domain 
for binding to activators upstream of the galactose metabolising genes as well as a 
protein-binding domain. Nucleotide vectors may be constructed, one of which 
comprises the nucleotide residues encoding the DNA binding domain of GAL4. These 
binding domain residues may be fused to a known protein encoding sequence, such as 

15 for example the nucleic acids according to the invention. The other vector comprises 
the residues encoding the protein-binding domain of GALA These residues are fused 
to residues encoding a test protein. Any interaction between polypeptides encoded by 
the nucleic acid according to the invention and the protein to be tested leads to 
transcriptional activation of a reporter molecule in a GAL-4 transcription deficient yeast 

20 cell into which the vectors have been transformed. Preferably, a reporter molecule such 
as B-galactosidase is activated upon restoration of transcription of the yeast galactose 
metabolism genes. Alternatively, other reporter proteins can be used such as EGFP 
(enhanced green fluorescent protein), or hEGFP. This latter has a decreased lifetime 
enabling the system to screen for compounds improving the interaction of studied 

25 binding partners. 

The two-hybrid approach was first developed for yeast, and is an ideal 
screening system when looking for compounds active in killing yeast or fungi. Indeed, 
proteins expressed in this system will most probably carry the correct modifications as 
found in the pathogenic yeast strains. In addition, compounds active in this test system 

30 allow to screen and select compounds which are able to enter the cell, this selection is 
not possible when using in vitro test systems. When compounds are needed to target 
mammalian cells, modification of the studied proteins can be different, changing the 
structure of corresponding proteins. Moreover working with yeast might block certain 
compounds to enter the cell, which are nQrmally able to traverse the mammalian cell 

35 membrane. Consequently, working with mammalian two-hybrid system for this purpose 
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will give already an immediate selection of the compounds that may enter mammalian 
cells. 

Alternative in vitro methods can be used to investigate protein - protein 
interactions. Protein interaction analysis in vitro can shed light on their role in the intact 
5 cell by providing valuable information on specificity, affinity, and structure-function 
relation ship. Significant process in this respect has become with the advent, in the last 
few years, of commercially available biosensor technology. This allows to study 
macromolecular interactions in real-time, providing a wealth of high-quality data that 
can be used for kinetic analysis, affinity measurements, competition studies, etc. A 

10 major advantage of biosensor analysis is that there is no requirement for labeling one 
of the interacting components and then separating bound from free molecules- a fact 
that simplifies experimental procedures and provides more accurate measurements. 
The principle of surface plasmon resonance (SPR) is based on the detection of a 
change of the refractive index of the medium when a compound or protein binds to an 

15 immobilised partner molecule. For the SPR technology, one needs to load one of the 
interacting partners to the chip surface, followed by the superfusion of the second 
binding partner or more molecules. The second partner can be available as purified 
product, but alternatively a complex suspension containing this partner can also be 
used. Interaction of two or more compounds can be analysed, alternatively, 

20 compounds can be identified interfering or increasing this binding affinity towards each 
other. 

SPR is not restricted to protein-protein interactions; any macromolecule with a 
suitable size will change the refractive index of the medium in contact with the 
biosensor surface and therefore give a signal. Studies have been done with protein- 

25 DNA interactions, as well as protein-lipid interactions. Moreover intact viruses, abd 
even cells, can also be injected over the biosensor surface, in order to analyse their 
binding to receptors, lectins, and so on. 

Alternatively, NMR is also an excellent tool for a detailed study of protein- 
protein or DNA-protein interactions. Isotope edited or isotope filtered experiments 

30 whereby one compound is isotopically labeled with 15N or 13C are an ideal way to 
study these complexes. This method does not allow high throughput analysis of 
compounds interfering or enhancing molecular interactions. Nevertheless, medium or 
low throughput systems can be used to confirm results obtained by the high throughout 
assays or in cases where none of the binding partners are labeled. Other techniques 

35 which can be used to study interactions are: overlay, ligand blotting, band-shift, co- 
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immuno-precipitation, size exclusion chromatography and microcalorimetry (In. "Protein 
trageting Protocols" Ed. Clegg R.A. Humana Press, Totowa, New Yersey). 

Compounds modulating pathways leading to apoptosis may change the activity 
of the polypeptide of the invention. Therefore screening tests may be setup looking for 
5 altered protein activity of the polypeptide of the invention. Based on the amino acid 
sequence a possible function of the polypeptide might be envisaged; activities can be 
confirmed and corresponding activity test can be started. 

Alternatively additional tests can be performed to test the influence of the 
compound onto protein stability, post-translational modification, precursor processing 
10 and protein translocation. All these aspects influence the concentration and/or activity 
of corresponding proteins and consequenly influence the effect of these onto the 
metabolism of the cell. Also here, medium or low throughput systems can be used to 
confirm results obtained by the high throughout assays. 

In cases compounds need to be found to target tumor cells, screening assays 
15 will have to be used focused on the stimulation of the apoptotic pathway. This invention 
therefore also relates to in vitro and in vivo model systems comprising tumor tissue or 
cells expressing the polypeptides according to the invention which can be used to 
screen for therapeutic agents. In vivo modelsystems allow to test for compound 
efficacity but also the toxicity of these compounds can be tested. The compounds 
20 identified using any of the methods described in the invention not only include 
compounds which exert their effect in promoting cell death of yeast and fungi, but also 
include compounds which prevent or delay cell death. The latter compounds can be 
used to prevent or delay apoptosis of endogenic yeast or fungi in humans and other 
mammals which may be caused by pathogens or toxic environmental components. 
25 According to a preferred aspect of the invention, the yeast or fungi according to 

any of the methods described, are chosen from Saccharomyces cerevisiae, 
Schizosaccharomyces pombe, Candida albicans, or Aspergillus fumigatus. 

The invention also relates to a compound identified using any of the methods of 
the invention. 

30 Compounds identifiable or identified using a method according to the invention, 

may advantageously be used as a medicament. The invention also relates to a method 
for treating diseases associated with yeast or fungi comprising admixing a compound 
obtainable by a method of the invention with a suitable pharmaceutical^ acceptable 
carrier. 

35 The compounds of the invention can be used for the preparation of a 

medicament to treat diseases or conditions associated with yeast and fungi infections, 
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for instance Candida spp., Aspergillus spp., Microsporum spp., Trichophyton spp., 
Fusarium spp., Zygomycetes spp., Botritis, spp., Cladosporium spp., Malassezia spp., 
v Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
5 and Sporothrix schenckii infections. 

These compounds may also advantageously be included in a pharmaceutical 
composition together with a pharmaceutical^ acceptable carrier, diluent or excipient 
therefor. 

A medicament according to the invention not only relates to fungistatic 
10 compounds for treating humans or mammals but also relates to fungicides for treating 
plants. 

The invention also relates to genetically modified yeast or fungi in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids or polypeptides of the invention, which overexpression or 

15 underexpression of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified yeast or fungi. These genetically modified organisms may 
have a positive effect on the endogenic flora of humans and other mammals. The 
genetically modified yeast or fungi can be included in a pharmaceutical composition or 
can be used for the preparation of a medicament for prophylactic or therapeutic use. 

20 Also according to the invention is the use of a compound obtainable by a 

method of the invention for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

According to another embodiment, the invention also relates to an isolated 
protein which is involved in a pathway for programmed cell death of yeast or fungi 

25 selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428. 430, 432, 434. 

436. 438, 440, 442, 444, 446, 448. 450, 452, 454, 476, 478, 480, 482, or 484 or 
encoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 75% or 80% similar, more preferably more than 85%, 90 or 

35 95% similar and most preferably more than 90% similar to any of the amino acid 

sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 



WO 01/02550 PCTYBE00/00077 

■ 

23 

306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452 
5 454, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 
or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 
10 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 

344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 
380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 
418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 476, 478, 480, 482, or 484; and, 
15 (d) a functional fragment of any of said proteins as defined in a) to c). 

According to the invention, the polypeptides as defined above may be used as 
a medicament. 

Also encompassed within the present invention are antibodies, monoclonal or 
polyclonal, capable of specifically binding to one or more epitopes of the proteins of the 

20 invention. The term "specific binding" implies that there is substantially no cross- 
reaction of the antibody with other proteins. 

The antibodies according to the invention may be produced according to 
techniques which are known to those skilled in the art. Monoclonal antibodies may be 
prepared using conventional hybridoma technology as described by Kohler and 

25 Milstein (1979). Polyclonal antibodies may also be prepared using conventional 
technology well known to those skilled in the art, and which comprises inoculating a 
host animal, such as a mouse, with a protein or epitope according to the invention and 
recovering the immune serum. The present invention also includes fragments of whole 
antibodies which maintain their binding activity, such as for example, Fv, F(ab') and 

30 F(ab') 2 fragments as well as single chain antibodies. 

Antibodies according to the invention may also be used in a method of 
detecting the presence of a polypeptide according to the invention, which method 
comprises reacting the antibody with a sample and identifying any protein bound to 
said antibody. A kit may also be provided for performing said method which comprises 

35 an antibody according to the invention and means for reacting the antibody with said 
sample. 
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The antibodies according to the invention may be used as a medicament or 
may be comprised in a pharmaceutical composition. According to a more specific 
embodiment, the antibodies may be used in the preparation of a medicament for 
treating diseases associated with yeast and fungi such as, but not restricted to, 
5 Candida albicans, Aspergillus spp., Fusarium spp., Botritis, spp., Cladosporium spp. 

The invention also relates to a method of preventing infection with yeast or 
fungi, comprising administering a composition containing at least one polypeptide of 
the invention to a mammal in effective amount to stimulate the production of protective 
antibody or protective T-cell response. 
10 According to another embodiment, the invention relates to a genetically 

modified mammalian cell or non-human organism in which modification results in the 
overexpression or underexpression of at least one of the nucleic acids of the invention 
or a human homologue thereof or at least one of the polypeptides of the invention or a 
human homologue thereof, which overexpression or underexpression of said nucleic 
15 acid or polypeptide prevents or delays apoptosis of said genetically modified 
mammalian cell or in said genetically modified non-human organism. 

Human homologues according to the invention can be obtained by selective 
hybridisation of the yeast and Candida nucleic acid molecules of the invention against 
human genome or cDNA libraries according to methods well known in the art 
20 (Sambrook et al„ 1989). Human polypeptide homologues are obtained from the 
corresponding human nucleic acid homologous nucleotide sequences. 

The invention also relates to a method for identifying compounds for stimulating 
or inhibiting apoptosis comprising the use of at least one of the nucleic acid sequences 
of the invention or a human homologue thereof and/or at least one of the polypeptides 
25 of the invention or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism as described in the invention. 

The invention further relates to the compounds identifiable according to the 
above-described method and its use as a medicament. 

The invention further relates to a method for preparing a pharmaceutical 
30 composition for treating proliferative disorders or for preventing apoptosis in certain 
diseases comprising admixing a compound according to claim 40 or 41 with a suitable 
pharmaceutical^ acceptable carrier. 

The expression "proliferative disorders" or "proliferative diseases" refers to an 
abnormality within a patient or animal such as cancer. Normal cells start to proliferate 
35 due to a change in the coding or non-coding sequence of the DNA resulting in a 
swollen or distended tissue. Mutation may arise without obvious cause. An abnormal 
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benign or malignant mass of tissue is formed that is not inflammatory. Cells of pre- 
existent tissue start to divide unexpectedly and resulting cell mass possesses no 
physiologic function. 

The expression "apoptosis" or "apoptosis-related diseases" includes diseases 
5 such as autoimmunity diseases, ischemia, diseases related with viral infections or 
neurodegenerations. 

The invention also relates to the use of compounds obtainable by the above 
described methods for the preparation of a medicament for treating proliferative 
disorders or for preventing apoptosis in certain disorders. 
1 0 According to another embodiment, the invention relates to the use of a nucleic 

acid molecule or a polypeptide described in the invention or human homologues 
thereof for treating proliferative disorders or for the prevention of apoptosis in certain 
diseases. 

The invention also relates to a pharmaceutical composition for use as a 
15 medicament for treating proliferative disorders or for the prevention of apoptosis in 
certain diseases comprising a nucleic acid molecule of the invention or a human 
homologue thereof or a polypeptide of the invention or a human homologue thereof 
together with a pharmaceutical^ acceptable carrier diluent or excipient therefor. 

The invention also relates to a vaccine for immunizing mammals against 
20 proliferative disorders or for preventing apoptosis in certain diseases comprising least 
one nucleic acid molecule of the invention or a human homologue thereof or at least 
one* polypeptide of the invention or a human analogue thereof in a pharmaceutically 
acceptable carrier. 

* 

The invention also relates to the use of an antibody of the invention capable of 
25 binding to at least one of the polypeptides of the invention or a human homologue 
thereof for the preparation of a medicament for treating proliferative disorders or for the 
prevention of apoptosis in certain diseases. 

According to yet another embodiment, the invention relates to an expression 
vector comprising a human homologue of a nucleic acid sequence of the invention. 
30 Said expression vector may comprise an inducible promoter and may further comprise 
a sequence encoding a reporter molecule. 

The invention also relates to a host cell transformed, transfected or infected with 
any of the above described vectors. 

According to another embodiment the invention relates to a nucleic acid 
35 molecule comprising a human homologue of at least one of the nucleic acid sequences 
described in the invention. 
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The invention also relates to an antisense molecule comprising a nucleic acid 
sequence capable of selectively hybridising to a nucleic acid molecule which is a 
human analogue of the invention. 
5 The invention also relates to a polypeptide encoded by the nucleic acid 

molecule comprising said human homologues of the nucleic acids described in the 
invention. 

The invention, now being generally described, may be more clearly understood 
by reference to the following examples, which are included merely for purposes of 
10 illustration of certain aspects and embodiments of the present invention and are not 
v intended to limit the invention. The contents of all references referred to in this text are 
hereby incorporated by reference. 
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FIGURE AND TABLE LEGENDS 
Figure 1. Saccharomyces cerevisiae sequences based on information obtained from 

the Saccharomyces Genome Database (SGD) (SEQ ID Nos 1 to 284) 
Figure 2. Candida albicans sequences (SEQ ID Nos 285 to 456). 
5 Figure 3 . Yeast genome macroarray containing a total of 6144 gene ORFs spotted 

on 2 nylon membrane filters. The filters are cut in the upper right comer for 
orientation and the DNA is on the labelled side of the filter. Each filter 
contains 2 fields and each field is divided into 8 grids, organised in 24 rows 
and 8 columns. 

1 0 The spots represent the genome wide expression profile without (A) and 

with (B) Bax modulated expression (Example 2). 
Figure 4. Results from a second experiment analogous and analysed as described in 
the examples section (Example 3). 

15 Table 1. Genes modulated by Bax expression in S. cerevisiae. This list includes all 

the genes for which mRNA levels changed more than fivefold in a first 
experiment (see Example 2). The factor by which the transcript level was 
affected, is expressed as the Qt value. A Qt value higher than 1 
indicates upregulation while a Qt value lower than 1 indicates a 

20 downtegulation.For instance, a Qt of 0.5 indicates a two-fold lower 

transcript level of a particular mRNA due to Bax expression in S. 
cerevisiae. Upregulation or downregulation of a specific mRNA is stated 
when Qt had a value of at least five or at most 0,21 , respectively. 

25 Table 2. Genes modulated by Bax expression in S. cerevisiae. This list 

includes all the genes for which mRNA levels changed significantly in 
a second experiment (see Example 3). In this experiment, the Qt 
values were calculated using the Pathways Software (Research 
Genetics). 
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EXAMPLES 

Example 1 . Differential gene expression analysis upon Bax-induced cell death 
Materials and media 

Bacterial strain Escherichia coli MC1061 (Casadaban and Cohen, 1980) was 
used for the construction and the amplification of plasmids. Yeast strains were grown 
under normal conditions on standard media (Sherman et a/., 1979). The 
Saccharomyces cereviseae strain INVSd (Invitrogen®) was transformed by means of 
the lithium acetate method (Schiestl and Gietz, 1989) with YIpUTyL orYlpUTYLMuBax, 
after linearisation in the Ty 8 element (Zhu, 1986). 



Cloning of mouse BAXcDNA 

Mouse Bax cDNA, encoding the mouse Bax-a protein, was cloned by Pfu DNA 
polymerase (Stratagene®) chain reaction amplification (PCR) from an EL4/13.18 
thymoma cDNA library (BCCM™/LMBP-LIB15) by making use of the primers: 
15 S'-ATGGACGGGTCCGGGAGCAG-S' and 

5'-TCAGCCCATCTTCTTCCAGATGGTGAG-3\ 

The resulting PCR product was cloned in a W/ncll-openend pUC19 according to 
standard procedures (Sambrook J. et a/., 1 989). 

20 Plasmid constructions 

The 2p ori and the URA3 marker gene were removed from pUT332 (Gatignol et 
a/., 1990) by successive digestions with C/al and Sg/ll. A SamHI-H/ndlll GAL1 
promoter fragment was ligated into the Bflr/II-H/ndlll-opened plasmid._A Xba\-Fsp\ FLP 
terminator fragment was inserted into this Xdal-H/ndlll(blunted)-opened plasmid so that 
25 the plasmid YIpUT was obtained. Insertion of a blunted EcoRI-BsaAl Ty 8 element in 
the Kpnl-Aafll-opened and blunted YIpUT resulted in the plasmid YIpUTy. Subsequent 
insertion of the LEU2 marker gene, as a blunted BsaAI-Bs/GI fragment, in the BamHI- 
openend and blunted YIpUTy resulted in the plasmid YIpUTyL. 

Mouse Bax cDNA was excised from pUC19 by digestion with Xba\ and H/ndlll 
30 and subcloned into the Abal-Mndlll-opened plasmid YIpUTyL, obtaining the final 
expression plasmid YIpUTyLMuBax. 

The plasmid YIpUTyLMuBax has been deposited in the BCCM™/LMBP culture 
collection as p5CTyGALmBax with accession number 3871 under restricted use. 



WO 01/02550 PCT/BEOO/00077 

29 

GeneFilters 

The Yeast GeneFilters™ were purchased from Research Genetics Inc. 
(Huntsville, AL, USA). 

The Yeast GeneFilters™ are hybridization ready nylon membranes containing a 
5 total of 6144 gene ORFs (Open Reading Frames) individually amplified by PCR and 
spotted on 2 nylon membrane filters (Filter I and II). The filters are cut in the upper right 
corner and the DNA is on the labeled side of the filter. 

Filter I contains 3072 ORFs organized into two fields (fields 1 and 2). Each field 
contains 1536 ORFs divided into 8 grids (A, B f C, D f E, F, G and H). The grids are 
1 0 organized in 24 rows and 8 columns. 

Filter II contains 3072 ORFs organized in two fields (field 3 and 4). Fields 3 and 
4 are organized in the same way as fields 1 and 2. 

The Yeast ORF target 

15 The yeast filters consist of over 6000 PCR products corresponding to 6144 

yeast ORFs derived from the SGD. The PCR reactions used ORF specific primer pairs 
designed to amplify the entire open reading frame. The primers were generated from 
unique sequences containing the start codon ATG and termination codon (kindly 
provided by M. Cherry at Stanford Genome Center). Thus the PCR product contains 

20 the complete open reading frame including the start and stop codons. These products 
were purified and resuspended at 50 nanograms per microliter in a colored solution to 
allow the printing to be monitored. A robotic device was used to spot approximately 
1/10 of a microliter of the denatured PCR product solution on a positively charged 
nylon membrane. The DNA was then UV cross-linked to the membrane. r 

25 

Results 

Induction of Bax-expression In yeast cells 

S. cerevsiae cells (strain INVSd) were transformed with the expression 
30 plasmid YIpUTyLMuBax or the parental plasmid YIpUTyL as a negative control. 
Alternative yeast strains (such as W303-1A (Thomas and Rothstein, 1989)) with 
equivalent properties are known in the art and can also be used. 

The Ty 8 element of both plasmids allowed a stable multi-copy integration in the 
genome of the yeast cell. Southern analysis of the cells containing YIpUTyLMuBax 
35 revealed the integration of 5 GAL1 -controlled Bax-cassettes near Ty elements. 
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The yeast cells containing YIpUTyLMuBax and the yeast cells containing 
YIpUTyL were grown overnight in in 10 ml minimal glucose-containing medium. The 
precultures were then further diluted to an ODeoo of 0,2 in 100 ml minimal glucose- 
containing medium and grown until an ODeoo of 1 was reached. Subsequently, the 
5 yeast cells containing YIpUTyL were washed and a dilution thereof was transferred into 
100 ml galactose-containing medium and incubated for 15 hours. After this additional 
period the cultures reached an ODeoo of 1 . The yeast cells containing YipUTyLMuBax 
were also washed and transferred into 100 ml galactose-containing medium and 
incubated for 1 5 hours. 

10 

RNA isolation 

Total RNA was isolated using RNApure™ Reagent (Genhunter Corporation 
Nashville, TN, USA) according to the GenHunter protocol. 1.5 10 9 cells were 

15 concentrated in a microcentrifuge tube and 1ml RNApure™ Reagent was added 
together with 1 g of glass pearls. The yeast cells were broken by thorough mixing 
during five 2-minutes periods, and placed on ice in-between to avoid RNA digestion. 
Chloroform (150 pi) was added to the lysate and centrifuged for 10 min at 4°C and at 
15000 rpm. The supernatant was transferred to a new tube and the RNA was 

20 precipitated with an equal volume of isopropanol. After 10 min incubation on ice, the 
RNA was pelleted by centrifugation and the pellet was washed with 70% ice-cold 
ethanol. The dried RNA pellet was resuspended in 50 pi RNAse free dH 2 0. 

First strand cDNA synthesis In the presence of cc-^P dCTP 

25 Probes with high specific activity were prepared by first strand cDNA synthesis 

using total RNA isolated from INVSd YIpUTyLMuBax or INVSd YIpUTyL yeast cells 
and incorporation of a-^P dCTP as follows: 2 pi (1 pg/ml) of Oligo dT was added to 20 
pg of total RNA in a maximal volume of 8 pi RNase-free dH 2 0 and incubated at 70°C 
for 10 min. After cooling down on ice for 1 min, the following components were added: 

30 6 pi 5x concentrated First Strand Buffer (GIBCO-BRL) 

1pl0,1MDTT 

1 pi RNase Block (40 units/pl) (Stratagene) 
1 ,5 pi 20 mM dXTP-solution (X = A, G and T) (Pharmacia) 
1 ,5 pi Superscript™ Reverse Transcriptase (200 units/pl) (GIBCO-BRL) 
35 1 0 pi a- 33 ? dCTP (1 OmCi/ml, 3000 Ci/mmol) (Amersham) 
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and incubated for 2 h at 37°C during which first strand cDNA synthesis took 

place. 

Unincorporated label was separated from the probe on a Sephadex G-50 column 
(Pharmacia). The radioactivity incorporated in the probe was measured by liquid 
5 scintillation. The specific activity of the probes was 3 or 5 10 8 cpm/pg for both the 
INVSdYlpUTyL and the IN VSc1 YIpUTyLMuBax probe. 

Additionally, the length of first strand cDNA probes was controlled on an 
alkaline 2% agarose gel using standard electrophoresis techniques, and resulted in the 
detection, via stimulated phosphorescence autoradiography, of the bulk of the 
1 0 fragments around 500 bp. 

Hybridisation with the S. cerevislae Yeast GeneFilters™ and signal detection 



15 



20 



The Yeast GeneFilters™ were successively hybridised with the a-^P dCTP 
labelled cDNA probes using the MicroHyb™ solution provided by the manufacturer 
(Research Genetics Inc., Huntsville, AL, USA). This solution was applied as well in the 
prehybridisation step as during hybridisation. The MicroHyb solution contains 
formamide to allow hybridisation to occur at lower temperatures. 

The hybridisation experiment was performed essentially as follows: during 
prehybridisation, the Yeast GeneFilters™ were placed in a hybridisation flask (35x250 
mm) filled with 5 or 10 ml MicroHyb™ solution (42°C) containing 5 pi polydA (0,5 or 1 
pg/ml) and incubated for 24 hours at 42°C whilst rotating (10 rpm). After disposal of the 
prehybridisation solution, the denatured (3 min at 100°C) cDNA was added in 5 ml 
prewarmed MicroHyb solution and again incubated overnight at 42°C whilst rotating. 
Following two wash steps of 20 min in wash buffer (2x SSC, 1% SDS) at 50°C, a third 
wash step was performed in a second wash buffer (0,5x SSC, 1% SDS)' for an 
additional 15 min at room temperature. The Yeast GeneFilters™ were placed in a 
Phosphorlmager™ cassette with storage phosphorscreen. After 4 days of development 
the screen was developed and scanned using the Phosphorlmager™ 455 SI from 
30 Molecular Dynamics. The results of these can be seen in Figure 3. 

In-between the hybridisation experiments, the filters were stripped off by 
incubation in 500 ml of a 0,5% SDS solution (prewarmed to near boiling temperature) 
during at least 1 hour at room temperature. 

35 Example 2. Quantification of Hybridisation Signals 



25 



WO 01/02550 



PCTYBE00/00077 



10 



32 

Quantification of the hybridisation signals was done using the ImageQuant™ 
4.1 software tool from Molecular Dynamics (Sunnyvale, CA). The quantification was 
performed per grid of the Yeast GeneFilters™, and by drawing a roster of 24 columns 
and 8 rows onto each grid of each filter. As such, each rectangle of the roster 
corresponds to a spot on the Yeast GeneFilters™. Subsequently, from each grid a 
volume-report (quantification) was drawn up and the data were transferred to a 
Microsoft™ Excel sheet. Also for each grid a correction factor was calculated. Signals 
neighboring big and dark spots were separately quantified. For each grid, a 
background level was calculated. 



Statistical processing of quantification results 

The statistical processing of the results was accomplished in Microsoft™ Excel. 
For each grid, the following statistical functions were separately defined: 

1 . The frequency of occurrence of the values in a precisely defined intensity 
15 range(data range), established between 1000 and 61000, split up in intervals of 5000. 

2. The frequency in terms of percentage. 

3. The cumulated frequency in terms of percentage. 

These numeric values were used for the graphical display of the cumulated 
frequency in terms of percentage. 
rf 20 Subsequently, the results of the two experiments (hybridization with cDNA from 

YIpUTyL containing INVSd cells and hybridization with cDNA from YIpUTyLMuBax 
containing INVSd cells) were integrated by determination of a second range of 
statistical functions: 

1 . The average of the values of the two experiments for each spot on the filter. 
25 2. The standard deviation on this average. This is a measure for the 

distribution of the values around this average. 
3. The standard deviation in terms of percentage. 

The quotient of the values of the second experiment (Bax expression) against 
the values from the first experiment (control) was determined. This immediately ave the 
30 factor by which the expression of a specific gene is changed upon Bax induction. 

In order to process all these data and to be able to discriminate between 
differences in gene expression, a gene showing a standard deviation in terms of 
percentage of at least 90% and a difference of a factor 5 in expression as a result of 
Bax induction, was identified as a differentially expressed candidate gene. (Table 1). 
35 Requantification of these candidates confirmed their selection. 
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When the expression pattern of all 6144 genes is compared in the two 
experiments, it could be concluded that the expression profile of 142 genes (this is 2,3 
%) has been changed with at least of factor 5. An overview of these genes as well as 
the factors with which they are up- or down-regulated is shown in Table 1 . The 
5 sequences of these genes and the amino acid sequences which they encode are 
shown in Figure 1 . 



Example 3 . Quantification of Hybridisation Signals using the Pathways™ 
software 

10 Quantification of the hybridisation signals was done using the Pathways ™ 

Software (Research Genetics) and these signals were normalised against all data 
points. Comparison of these normalised data revealed differentially expressed 
candidate genes. Visual inspection of the hybridisation spots confirmed their selection. 
An overview of these genes as well as the factors with which they are up- or down- 

1 5 regulated is shown in Table 2. 

Surprisingly, using this Software package for analysing the results in this 
example and when compared to the results of example 2, some additional genes were 
found which expression are up-or down-regulated upon Bax expression in S. 
cerevisiae. 

20 The sequences of up- and down regulated genes and the corresponding amino 

acid sequences from Examples 2 and 3 are shown in Figure 1 . 

Example 4 Search for homologues in Candida albicans 

Sequence similarity searches against public and commercial sequence 

25 databases were performed with the BLAST software package (Altschul et a!., 1990) 
version 2. Both the original nucleotide sequence and the six-frame conceptual 
translations were used as query sequences. The used public databases were the 
EMBL nucleotide sequence database (Stoesser ef aA, 1998), the SWISS-PROT protein 
sequence database and its supplement TrEMBL (Bairoch and Apweiler, 1998), and the 

30 ALCES Candida albicans sequence database (Stanford University, University of 
Minesota). The commercial sequence database used was the PathoSeq™ microbial 
genomic database (Incyte Pharmaceuticals Inc., Palo Alto, CA, USA). 

Sequence similarity searches were performed using the BLAST software 
package version 2, The identity between 2 sequences was calculated as percentage 

35 identical residues, the similarity percentage between two sequences was calculated 
using BLOSUM62 as a scoring matrix. 
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* 

Example 5 . Screening for compounds modulating expression of polypeptides 
involved In induction of cell death of C. albicans 

The method proposed is based on observations (Sandbaken et a/., 1990; 
5 Hinnebusch and Uebman 1991; Ribogene PCT WO 95/11969, 1995) suggesting that 
underexpression or overexpression of any component of a process (e.g. translation) 
could lead to altered sensitivity to an inhibitor of a relevant step in that process. Such 
an inhibitor should be more potent against a cell limited by a deficiency in the 
macromolecule catalyzing that step and/or less potent macromolecule, as compared to 
1 0 the wild type (WT) cell. 

Mutant yeast strains, for example, have shown that some steps of translation 
are sensitive to the stoichiometry of macromolecules involved. (Sandbaken et a/., 
1990). Such strains are more sensitive to compounds which specifically perturb 
translation (by acting on a component that participates in translation) but are equally 
1 5 sensitive to compounds with other mechanisms of action. 

This method thus not only provides a means to identify whether a test 
compound perturbs a certain process but also an indication of the site at which it exerts 
its effect. The component which is present in altered form or amount in a cell whose 
growth is affected by a test compound is potentially the site of action of the test 
20 compound. 

The assay to be set up involves measurement of growth or death rate of an 
isogenic strain which has been modified Only in a certain specific allele, relative to a 
wild type (WT) Candida albicans strain, in the presence of R-compounds. Strains can 
be ones in which the expression of a specific protein is impaired upon induction of anti- 
25 sense or strains which carry disruptions in an essential gene. An in silico approach to 
find novel genes in Candida albicans will be performed. A number of essential genes 
identified in this way will be disrupted (in one allele) and the resulting strains can be 
used for comparative growth and/or death rate screening. 

30 Example 6 . Assay for High Throughput screening for drugs 

35 pi minimal medium (S medium + 2% galactose + 2% maltose) is transferred 
in a transparent flat-bottomed 96 well plate (MW96) using an automated pipetting 
system (Multidrop, Labsystems). A 96-channel pipettor (Hydra, Robbins Scientific) 
transfers 2.5 pi of R-compound at 10" 3 M in DMSO from a stock plate into the assay 
35 plate. 
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The selected Candida albicans strains (mutant and parent (CAM) strain) are 
stored as glycerol stocks (15%) at -70°C. The strains are streaked out on selective 
plates (SD medium) and incubated for two days at 30°C. For the parent strain, CAI-4, 
the medium is always supplemented with 20 pg/ml uridine. A single colony is scooped 
5 up and resuspended in 1 ml minimal medium (S medium + 2% galactose + 2% 
maltose). Cells are incubated at 30°C for 8 hours while shaking at 250 rpm. A 10 ml 
culture is inoculated at 250.000 cells/ml. Cultures are incubated at 30°C for 24 hours 
while shaking at 250 rpm. Cells are counted in Coulter counter and the final culture (S 
medium + 2% galactose + 2% maltose) is inoculated at 20.000 to 50.000 cells/ml. 
10 Cultures are grown at 30°C while shaking at 250 rpm until a final ODeoo of 0.24 (+/- 
0.04) is reached. 

200 M> of this yeast suspension is added to all wells of MW96 plates containing 
R-compounds in a 450 pi total volume. MW96 plates are incubated (static) at 30°C for 
48 hours. 

1 5 Optical densities are measured after 48 hours. 

Test growth is expressed as a percentage of positive control growth for both 
mutant (x) and wild type (y) strains. The ratio (x/y) of these derived variables is 
calculated. 
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Table 1. 



ORF 


I 

at 


r 

I Sequence ID Number 


YAR061W 


7.80 


SEQ ID NO 1 


YAR073W 


11.19 


SEQ ID NO 3 


YBL048W 


5.07 


SEQ ID NO 5 


YBL051C 


5.22 


SEQ ID NO 7 


YBL066C 


6.04 


SEQ ID NO 9 


YBL078C 


6.94 


SEQ ID NO 1 1 


YBR072W 


26.56 


SEQ ID NO 13 


YBR073W 


5.46 


SEQ ID NO 15 


YBR086C 


7.14 


SEQ ID NO 17 


YBR093C 


11.05 


SEQ ID N0 19 


YBR181C 


0.15 


SEQ ID NO 21 


YCL007C 


20.99 


SEQ ID NO 23 


YCL016C 


23767.57 , 


SEQ ID NO 25 


YCR052W 


10.51 


SEQ ID NO 27 


YCR064C 


14.91 


SEQ ID NO 29 


YCR073WA 


5.92 


SEQ ID NO 31 


YDL010W 


5.31 


SEQ ID NO 33 


YDL036C 


5.34 


SEQ ID NO 35 


YDL083C 


0.16 


SEQ ID NO 37 


YDL125C 


6.80 


SEQ ID NO 39 


YDL133CA 


0.21 


SEQ ID NO 41 


YDL136W 


0.20 


SEQ ID NO 43 


YDL167C 


6.37 


SEQ ID NO 45 


YDL184C 


0.21 


SEQ ID NO 47 


YDL191W 


0.17 


SEQ ID NO 49 


YDR103W 


6.26 


SEQ ID NO 51 


YDR238C 


5.75 


SEQ ID NO 53 


YDR259C 


9.68 


SEQ ID NO 55 


YDR294C 


8.38 


SEQ ID NO 57 


YDR430C 


5.66 


SEQ ID NO 59 


YDR438W 


6.47 


SEQ ID NO 61 


YDR450W 


0.16 


SEQ ID NO 63 


YDR471W 


0.11 


SEQ ID NO 65 


YDR486C 


5.27 


SEQ ID NO 67 


YDR499W 


6.14 


SEQ ID NO 69 


YDR507C 


6.34 


SEQ ID NO 71 


YDR51 5W 


5.42 


SEQ ID NO 73 


YDR51 8W 


6.15 


SEQ ID NO 75 


YDR51 9W 


5.57 


SEQ ID NO 77 


YER102W 


0.19 


SEQ ID NO 79 


YER153C 


5.63 


SEQ ID NO 83 


YFL014W 


41.08 


SEQ ID NO 85 


YFL015C 


5.62 


SEQ ID NO 87 


YFR022W 


9.44 


SEQ ID NO 89 


YGL011C 


6.14 


SEQ ID NO 91 


YGL031C 


0.11 


SEQ ID NO 93 


YGL032C 


0.14 


SEQ ID NO 95 


YGL043W 


10.74 


SEQ ID NO 97 


YGL102C 


0.15 


SEQ ID NO 99 


YGL103W 


0.17 


SEQ ID NO 101 


YGL130W 


8.35 


SEQ ID NO 103 
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YGL147C 


0.08 


YGL213C 


6.02 


YGL235W 


6.23 


YGL260W 


6.61 


YGR085C 


0.16 


YGR118W 


0.17 


YGR142W 


8.91 


YGR236C 


12.72 


YGR277C 


6.27 


YGR284C 


5.95 


YGR285C . 


5.84 


YHR010W 


0.20 


YHR021C 


0.16 


YHR141C 


0.10 


YHR217C 


7.6 


YIL112W 


11.15 


YIL115C 


7.67 


YIL148W 


0.13 


YIL150C 


6.83 


YIL167W 


6.66 


YJL034W 


11.61 


YJL035C 


14.48 


YJL070C 


5.29 


YJL078C 


5.16 


YJL179W 


0.19 


YJL180C 


0.14 


YJL181W 


0.21 


YJL187C 


0.17 


YJL188C 


0.1 


YJL189W 


0.08 


YJL190C 


0.09 


YJL197W 


0.13 


YJL198W 


0.2 


YJR049C 


0.17 


YKR094C 


0.14 


YLR040C 


10.13 


YLR048W 


8.55 


YLR088W 


6.09 


YLR159W 


0.18 


YLR167W 


0.06 


YLR232W 


7.4 


YLR233C 


7.63 


YLR234W 


5.68 


YLR238W 


6.74 


YLR241W 


6.48 


YLR321C 


12.17 


YLR322W 


5.54 


YLR325C 


0.06 


YLR344W 


0.12 


YLR367W 


0.19 


YLR393W 


7.05 


YLR423C 


8.61 


YML026C 


0.11 


YML063W 


0.16 
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SEQ ID NO 105 
SEQIDNO107 
SEQ ID NO 109 
SEQ ID NO 111 
SEQ ID NO 113 
SEQ ID NO 115 
SEQ ID N0 117 
SEQ ID NO 119 
SEQ ID NO 121 
SEQ ID NO 123 
SEQ ID NO 125 
SEQ ID NO 127 
SEQ ID NO 129 
SEQ ID NO 131 
SEQ ID NO 133 
SEQ ID NO 135 
SEQ ID NO 137 
SEQ ID NO 139 
SEQ ID NO 141 
SEQ ID NO 143 
SEQ ID NO 145 
SEQ ID NO 147 
SEQ ID NO 149 
SEQ ID NO 151 
SEQ ID NO 153 
SEQ ID NO 155 
SEQ ID NO 157 
SEQ ID NO 159 
SEQ ID NO 161 
SEQ ID NO 163 
SEQ ID NO 165 
SEQ ID NO 167 
SEQ ID NO 169 
SEQ ID NO 171 
SEQ ID NO 173 
SEQ ID NO 175 
SEQ ID NO 177 
SEQ ID NO 179 
SEQ ID NO 181 
SEQ ID NO 183 
SEQ ID NO 185 
SEQ ID NO 187 
SEQ ID NO 189 
SEQ ID NO 191 
SEQ ID NO 193 
SEQ ID NO 195 
SEQ ID NO 197 
SEQ ID NO 199 
SEQ ID NO 201 
SEQ ID NO 203 
SEQ ID NO 205 
SEQ ID NO 207 
SEQ ID NO 209 
SEQ ID NO 211 
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YMI 


1 


qfh in Kin OIQ 


YMI 1 QflP 


0-*f 1 


QFO in ND OIK 




D.4D 


otU IU IMU c \ f 


VMD1 1 or* 
Ymnl loO 


C 4Q 


CCn IO Klf \ 04 ft 

otU IU NU 219 


VMD4 v1o\A/ 
Ylviril4oVV 


n no 
U.Uo 


obU ID NO 221 


YMm /4U 


0.75 


OCA 1 1™\ M/~\ AAA 

hbQ ID NO 223 


Vft/IDi fH \Af 

YMHlylW 


ft EC 

9.56 


SEQ ID NO 225 


YMn2oQW 


0.13 


SEQ ID NO 227 


\/KII OC*llAf 


5.19 


*> f™ *■* ■ ****** 

SEQ ID NO 229 


YIML0D7W 


0.12 


SEQ ID NO 231 


YNL075W 


0.16 


SEQ ID NO 233 ! 


YNL096C 


0.14 


SEQ ID NO 235 


YNL162W 


0.07 


f^f - *^ IP* k 1 A ****** 

SEQ ID NO 237 


YNL1 78W 


**. ^ * 
0.11 


**> P - ***1 IPS k\ | **. ***»» 

SEQ ID NO 239 


V/KII 4 AAA 

YNL1 82C 


**. a **. 

0.18 


SEQ ID NO 241 


YNL1 90W 


0.07 


SEQ ID NO 243 


YNL208W 


f™ P*.^T 

5.87 


SEQ ID NO 245 


\/KII 0<4 AUt 

YNL210W 


*\ aa 
0.02 


SEQ ID NO 247 


YUL031C 


5.32 


SEQ ID NO 249 


YOL048C 


14.34 


SEQ ID NO 251 


YOR010C 


7.27 


SEQ ID NO 253 


YOR019W 


P" .4 /"*. 

5.19 


SEQ ID NO 255 


YOR027W 


y> **** 

6.03 


SEQ ID NO 257 


YOR031W 


*■* a p~ 
5.35 


SEQ ID NO 259 


YOR096VY 


0.12 


SEQ ID NO 261 


YOR248W 


0.18 


** *. & ****** 
SEQ ID NO 263 


YOR293W 


** ^ 4 
0.11 


SEQ ID NO 265 


i vnO l^w 


n 10 

U. I*£ 


OCA ir\ MO OC7 

otU IU IMO ^b/ 


YOR369C 


0.21 


SEQ ID NO 269 


YPL047W 


5.09 


SEQ ID NO 271 


YPL090C 


0.1 


SEQ ID NO 273 


YPL137C 


10.41 


SEQ ID NO 275 


YPL159C 


5.61 


SEQ ID NO 277 


YPL175W 


5.95 


SEQ ID NO 279 


YPL180W 


7.68 


SEQ ID NO 281 


YPL218W 


6.26 


SEQ ID NO 283 


YPR102C 


0.17 


SEQ ID NO 285 
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Table 2. 



ORF 


Qt 


Sequence ID Number 


YGR236C 


7.25 


SEQ ID NO 119 

^^^^^^ ■ I 1 \J 


YDR442W 


0.049 


SEQ ID NO 459 


YGR182C 


0.602 


SEQ ID NO 467 


YGR106C 


0.478 


SEQ ID NO 465 


YKR040C 


2.23 


SEQ ID NO 471 


YJL188C 


0.075 


SEQ ID NO 161 


YOR096W 


0.067 


SEQ ID NO 261 


YOR293W 


0 107' 


SEO ID NO 265 


YDR450W 


0 056 


SEO ID NO 63 


YML026C 


0 051 


SEO ID NO 20Q 


YHR021C 


0.114 


SEO ID NO 129 

wU\« Ik/ liV/ 1 £9 


YLR167W 


0 033 


SEO ID NO 183 

WUU Ik/ 1 Tl 1 oo 


YGL147C 


0 061 


SEO ID NO 105 

wkM Ik/ liU IvJ 


YGR085C 


0 107 


SEO ID NO 463 

wLVj( Ik/ I1W HOO 


YOR312C 


0 083 


SEO ID NO 267 

vUU Ik/ 1 vV«/ C\Jl 


YOL127W 


0.101 


SEQ ID NO 473 


YHR010W 


0.077 


SEQ ID NO 127 


YDR471W 


0.046 


SEQ ID NO 65 


YDL191W 


0.128 


SEQ ID NO 49 


YDL1 36W 


0.125 


SEQ ID NO 43 


YLR325C 


0.061 


SEQ ID NO 199 


YJL189W 


0.07 


SEQ ID NO 163 


YIL148W 


0.145 


SEQ ID NO 139 


YHR141C 


0.069 


SEQ ID NO 131 


YBL003C 


0.119 


SEQ ID NO 457 


YDR529C 


0.352 


SEQ ID NO 461 


YGR183C 


0.781 


SEQ ID NO 469 
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CLAIMS 



1 . Use of a nucleic acid molecule encoding a polypeptide which is involved 
in a pathway eventually leading to programmed cell death of yeast or fungi and which 
5 nucleic acid sequence is selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as 
represented in any of SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 
26, 28. 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50. 52, 54, 56, 58, 60, 62, 64, 
66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 

10 104, 106, 108, 110. 112, 114, 116, 118, 120. 122, 124, 126, 128, 130, 132, 

134, 136. 138. 140, 142, 144, 146. 148. 150, 152, 154, 156, 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 
194, 196. 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 
224, 226, 228, 230, 232, 234, 236. 238, 240, 242, 244, 246, 248, 250, 252. 

15 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 

284, 286. 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 
314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338. 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 
374, 376, 378, 380, 382, 384, 386, 388, 390. 392, 394, 396, 398, 400, 402, 

20 404, 406, 408, 410, 412, 414, 416, 418. 420, 422, 424, 426, 428, 430, 432, 

434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 
464, 466, 468, 470, 472, 474, 476, 478, 480. 482. or 484, or encoding a 
functional equivalent, derivative or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
25 which is more than 70% similar, preferably more than 80% similar, more 

preferably more than 90% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ 10 NOs 2, 4, 6, 8, 
10, 12, 14, 16. 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 
50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 

30 90, 92, 94, 96, 98, 100. 102, 104, 106, 108, 110, 112, 114, 116. 118. 120. 

122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 180, 
182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 
212, 214, 216, 218, 220, 222, 224, 226. 228, 230, 232, 234, 236, 238, 240, 

35 242. 244. 246, 248. 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 

272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 
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10 



15 



20 



25 



30 



35 



302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 
332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 390. 
392, 394, 396, 398, 400, 402, 404, 406. 408, 410, 412, 414, 416, 418, 420, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 
482, or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 
preferably more than 90% identical and most preferably more than 97% 
identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 
8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 
48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 
88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 
120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 
150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 178, 
180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 
240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 
270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 
300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328, 
330, 332, 334, 336. 338, 340, 342, 344. 346, 348, 350, 352, 354, 356. 358, 
360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 
390. 392, 394, 396, 398, 400, 402, 404, 406, 408, 410. 412. 414, 416. 418, 
420. 422, 424, 426, 428. 430, 432, 434. 436, 438, 440, 442, 444, 446, 448, 
450, 452, 454, 456, 458, 460. 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480. 482, or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of 
SEQ ID NOs 1, 3. 5, 7. 9, 11. 13, 15, 17. 19, 21. 23, 25, 27, 29. 31, 33, 35 
37, 39, 41, 43, 45, 47. 49. 51. 53, 55. 57, 59, 61, 63. 65. 67, 69, 71. 73, 75 
77, 79. 81. 83, 85, 87, 89, 91, 93, 95, 97, 99, 101. 103, 105, 107. 109, 111 
113, 115, 117, 119, 121, 123, 125, 127, 129, 131. 133, 135. 137, 139, 141 
143, 145. 147. 149, 151, 153, 155, 157, 159. 161, 163. 165, 167, 169, 171 
173. 175, 177, 179, 181, 183, 185, 187, 189, 191. 193, 195. 197, 199, 201 
203, 205, 207, 209, 211. 213. 215. 217, 219, 221, 223, 225, 227, 229, 231 
233, 235, 237, 239. 241, 243. 245, 247, 249. 251, 253. 255, 257, 259. 261 
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263, 265. 267, 269, 271, 273, 275, 277, 279, 281, 283, 285, 287, 289, 291 
293, 295, 297, 299, 301 , 303, 305, 307, 309, 31 1 , 31 3, 31 5, 31 7, 31 9, 321 
323, 325, 327, 329, 331 , 333, 335, 337, 339, 341 , 343, 345, 347, 349, 351 
353, 355, 357, 359, 361 , 363, 365, 367, 369, 371 , 373, 375, 377, 379, 381 
5 383, 385, 387, 389, 391 , 393, 395, 397, 399, 401 , 403, 405, 407, 409, 41 1 

413, 415. 417. 419. 421. 423, 425, 427, 429, 431, 433, 435, 437, 439, 441 
443, 445. 447, 449. 451, 453, 455. 457. 459. 461. 463, 465, 467. 469, 471 
473, 475, 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more 
10 than 80% identical, more preferably more than 90% identical and most 

preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13. 15, 17, 19. 21. 23, 25, 27, 29, 
31, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 55, 57, 59, 61, 63, 65, 67, 69, 
71, 73. 75, 77, 79, 81, 83, 85, 87. 89, 91, 93, 95, 97, 99, 101, 103, 105. 107, 

15 109, 111, 113, 115, 117, 119, 121, 123, 125, 127, 129, 131, 133, 135, 137, 

139, 141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 161, 163, 165, 167, 
169. 171, 173, 175, 177, 179, 181. 183. 185. 187, 189, 191, 193, 195, 197, 
1 99, 201 , 203, 205, 207, 209, 21 1 , 21 3. 21 5, 21 7. 21 9, 221 . 223, 225, 227. 
229, 231, 233, 235, 237, 239, 241, 243. 245, 247, 249, 251, 253, 255, 257, 

20 259, 261 , 263, 265, 267, 269, 271 , 273, 275, 277, 279, 281 , 283, 285, 287, 

289, 291. 293, 295, 297, 299, 301, 303. 305, 307, 309. 31 1. 313, 315, 317. 
319, 321. 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 347, 
349, 351, 353, 355, 357, 359. 361, 363, 365. 367, 369. 371, 373, 375, 377, 
379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 

25 409, 41 1 , 41 3, 41 5, 41 7, 41 9, 421 , 423, 425, 427, 429, 431 , 433, 435. 437, 

439, 441 , 443, 445, 447, 449, 451 , 453, 455, 457, 459, 461 , 463, 465, 467, 
469, 471 , 473, 475, 477, 479, 481 or 483; and 

» 

(f) a nucleic acid sequence encoding a functional fragment of any of the 
nucleic acid sequences as specified in a) to e), 

30 (g) the complement of any of the nucleic acid sequences as specified in a) to f), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 



2. Use of a polypeptide which is involved in a pathway eventually leading 
35 to programmed cell death of yeast or fungi, said polypeptide being selected from : 
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(a) a protein having an amino acid sequence as represented in any of SEQ ID 
NOs 2, 4, 6, 8. 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 
42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 
82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 

5 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 

146, 148. 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198. 200, 202, 204, 
206, 208, 210, 212, 214, 216. 218, 220, 222, 224, 226, 228, 230, 232, 234, 
236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 

10 266, 268, 270, 272. 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 

296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 
356, 358, 360, 362. 364. 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 
386. 388. 390, 392, 394. 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 

15 41 6, 41 8, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 

446, 448, 450, 452. 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 
476, 478, 480, 482, or 484, or encoding a functional equivalent, derivative or 
bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
20 preferably more than 80% similar, more preferably more than 90% similar 

and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 
26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56. 58, 60, 62, 64, 
66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96. 98, 100. 102, 

25 104. 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 

134, 136, 138. 140. 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 
194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 
224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246. 248, 250, 252, 

30 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276. 278, 280, 282, 

284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 
314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 
344, 346. 348. 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 
374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 

35 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 
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434, 436, 438. 440, 442, 444, 446, 448. 450, 452, 454, 456, 458, 460, 462, 
464, 466. 468. 470, 472, 474, 476. 478, 480, 482, or 484; 



10 



5 



(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% 
identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 
24, 26. 28. 30, 32. 34. 36. 38. 40, 42, 44, 46, 48, 50. 52, 54, 56, 58, 60, 62, 
64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92. 94. 96, 98, 100, 
102, 104. 106. 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 
132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 



162, 164, 166, 168, 170, 172, 174, 176, 178, 180. 182, 184. 186. 188. 190, 
192, 194, 196, 198, 200, 202, 204, 206, 208, 210. 212. 214. 216. 218, 220, 
222, 224, 226, 228. 230, 232, 234. 236, 238, 240, 242, 244, 246, 248, 250, 
*, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 



462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; and, 
(d) a functional fragment of any of said proteins as defined in a) to c), 
for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

25 

3. A pharmaceutical or fungicidal composition comprising a nucleic acid 
molecule as defined in claim 1 or a polypeptide as defined in claim 2 together with a 
pharmaceutically acceptable carrier diluent or excipient therefor. 

30 4. A vaccine for immunizing a mammal against yeast or fungal infections 

comprising at least one nucleic acid molecule as defined in claim 1 or at least one 
polypeptide as defined in claim 2 in a pharmaceutically acceptable carrier. 

5. A genetically modified yeast or fungus in which modification results in 
35 the overexpression or underexpression of at least one of the nucleic acids as defined in 
claim 1 or the polypeptides as defined in claim 2, which overexpression or 



15 




20 
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underexpression of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified yeast or fungus. 

6. A method of identifying compounds which selectively modulate 
5 expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells having a 
mutation which results in overexpression or underexpression of at least one 

10 of the polypeptides as defined in claim 2, in addition to contacting wild type 

cells with said compound, 

(b) monitoring the growth, death rate or activity of said mutated cells compared 
to said wild type cells; wherein differential growth or activity of said mutated 
yeast or fungi cells is indicative of selective action of said compound on a 

* 

1 5 polypeptide in the same or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said mutated 
cells compared to mutated cells which were not contacted with the 
compound to be tested, wherein differential growth or activity of said 
mutated yeast of fungi cells is indicative of selective action of said 

20 compound on a polypeptide in the same or a parallel pathway, 

■ • 

(d) alternatively monitoring changes in morphologic andfor functional properties 
of components in said mutated cells caused by the addition of the 
compound to be tested. 

25 7. A method of identifying compounds which selectively modulate 

expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast and fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells transformed, 
30 transfected or infected with an expression vector comprising an antisense 

sequence of at least one of the nucleic acid sequences as defined in claim 
1, which expression results in underexpression of said polypeptide, in 
addition to contacting one or more wild type cells with said compound, 

(b) monitoring the growth, death rate or activity of said transformed, transfected 
35 or infected cells compared to said wild type cells; wherein differential growth 

or activity of said transformed, transfected or infected yeast or fungal cells is 
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indicative of selective action of said compound on a polypeptide in the same 
or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to transformed, 

5 transfected or infected cells which were not contacted with the compound to 

be tested, wherein differential growth or activity of said mutated yeast of 
fungi cells is indicative of selective action of said compound on a 
polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties 
10 of components in said transformed, transfected or infected cells. caused by 

the addition of the compound to be tested. 

8. A method of identifying compounds which bind to or modulate the 
properties of polypeptides which are involved in a pathway eventually leading to 

1 5 programmed cell death of yeast or fungi, which method comprises: 

(a) contacting a compound to be tested with at least one of the polypeptides as 
defined in claim 2, 

(b) detecting the complex formed between the compound to be tested and said 
polypeptide, 

20 (c) alternatively, examining the diminution of complex formation between said 

polypeptide and a binding partner, caused by the addition of the compound 
being tested. 

(d) alternatively, examining the alteration in the functional activity of the 
polypeptide, caused by the addition of the compound being tested. 

25 

9. A method of identifying compounds which selectively modulate 
expression of polypeptides which are involved in a pathway eventually leading to 
programmed cell death of yeast or fungi which method comprises: 

(a) contacting host cells transformed, transfected or infected with an expression 
30 vector comprising a promoter sequence of a nucleic acid molecule as 

defined in claim 1 joined in frame with a reporter gene, 

(b) monitoring increased or decreased expression of said reporter gene caused 
by the addition of the compound being tested. 
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10. A method according to any of claims 6 to 9 wherein said yeast or fungus 
is chosen from Saccharomyces cerevisiae, Schizosaccharomyces pombe, Candida 
albicans, or Aspergillus fumigatus. 

5 1 1 . A compound identifiable according to the method of any of claims 6 to 9. 

12. A compound according to claim 1 1 for use as a medicament. 

13. A method for preparing a pharmaceutical composition for treating 
10 diseases associated with yeast or fungi comprising admixing a compound according to 

claim 12 with a suitable pharmaceutical^ acceptable carrier. 

14. Use of a compound according to claim 11 or 12 for the preparation of a 
medicament for treating diseases associated with yeast and fungi. 

15 

15. Use of a compound according to claim 1 1 or 12 or a genetically modified 
organism as defined in claim 5 for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

20 16. Use of a compound according to claim 12 where the yeast or fungus is 

chosen from Candida spp., Aspergillus spp. f Microsporum spp. f Trichophyton spp., 
Fusarium spp., Zygomycetes spp., Botritis, spp., Cladosporium spp., Malassezia spp., 
Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsutatum, Paracoccidioides brasiliensis t Cryptococcus neoformans, 

25 and Sporothrix schenckii. 

17. A nucleic acid sequence encoding a polypeptide which is involved in a 
pathway for programmed cell death of yeast or fungi selected from: 

30 (a) a nucleic acid encoding a protein having an amino acid sequence as 

represented in any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 

35 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
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454, 476, 478, 480, 482 or 484, or encoding a functional equivalent, derivative 
or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% similar, preferably more than 80% similar, more 

5 preferably more than 90% similar and most preferably more than 97% similar to 

any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 
296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 
330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 
370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 
10 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 

444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 
preferably more than 90% identical and most preferably more than 97% 

15 identical to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 

290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 
366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 

* 

404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438. 
20 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ 
ID NOs 285, 287, 289, 291, 295, 297, 299, 301, 303, 305, 307, 309, 311, 315, 
317, 319, 321. 323, 325, 327, 329, 331, 337, 341, 343, 345, 347, 351, 353, 355, 
357, 359, 361 , 363, 365, 367, 369, 371 , 373, 375, 379, 381 , 383, 385, 387, 389, 

25 391 , 393. 397. 401 . 403, 405, 407, 409, 41 1 . 41 5, 41 7, 421 . 423, 425, 427. 429. 

431 , 433, 435, 437, 439, 441 , 443, 445, 447, 449, 451 , 453, 475, 477, 479, 481 
or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
80% identical, more preferably more than 90% identical and most preferably 

30 more than 97% identical to any of the nucleic acid sequences shown in SEQ ID 

NOs 285, 287, 289, 291 , 295, 297, 299, 301 , 303. 305, 307, 309. 31 1 , 31 5, 31 7. 
31 9, 321 , 323, 325, 327, 329, 331 , 337, 341 . 343. 345, 347, 351 . 353, 355, 357, 
359, 361 . 363, 365, 367, 369, 371 , 373, 375, 379, 381 , 383. 385, 387, 389, 391 , 
393, 397. 401 , 403, 405, 407, 409, 41 1 , 41 5, 41 7, 421 , 423, 425, 427, 429, 431 , 
35 433, 435, 437, 439, 441, 443. 445, 447, 449, 451, 453, 475. 477. 479. 481 or 

483; and. 
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(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic 
acid sequences as specified in a) to e), 

(g) the complement of any of the nucleic acid sequences as specified in a) to e). 

5 1 8. A nucleic acid according to claim 1 6 characterized in that it is derived 

from Candida albicans. 

19. A nucleic acid molecule capable of selectively hybridizing to a nucleic 
acid sequence as defined in claim 1 or the complement thereof. 



10 



20. A nucleic acid sequence according to any of claim 17 to 19 which is 

mRNA 



21. A nucleic acid sequence according to any of claims 17 to 19 which is 

15 DNA. 

22. A nucleic acid sequence according to any of claims 17 to 19 which is 

cDNA. 

20 23. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridizing to the nucleic acid sequences according to any of claims 17 to 
22. 

24. An isolated protein which is involved in a pathway for programmed cell 
25 death of yeast or fungi selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 

436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484, or 
encoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 80% similar, more preferably more than 90% similar and 

35 most preferably more than 97% similar to any of the amino acid sequences 

shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 
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310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 
352, 354, 356, 358, 360, 362, 364, 366, 368. 370, 372, 374, 376, 380, 382, 384, 
386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 41 0, 41 2, 41 6. 41 8, 422, 424. 
426, 428. 430, 432, 434, 436, 438, 440. 442, 444, 446, 448, 450, 452, 454, 476. 
5 478, 480, 482 or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% identical 
and most preferably more than 97% identical to any of the amino acid 
sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 

10 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 

346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
454, 476, 478, 480, 482 or 484; and, 

15 (d) a functional fragment of any of said proteins as defined in a) to c) 

25. An expression vector comprising a nucleic acid sequence according to 
any of claims 17 to 23. 

20 26. An expression vector according to claim 25 which comprises an 

inducible promoter. 

27. An expression vector according to daim 25 or 26 which comprises a 
sequence encoding a reporter molecule. 

25 

28. A host cell transformed, transfected or infected with the vector of any of 
claims 25 to 27. 

* 

29. A nucleic acid molecule according to any of claims 17 to 23 for use as a 
30 medicament. 

30. A polypeptide according to claim 24 for use as a medicament. 

31 . An antibody capable of specifically binding to a polypeptide according to 
35 claim 24. 
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32. An antibody according to claim 31 for use as a medicament. 

33. A pharmaceutical composition comprising an antibody according to 
claim 31 or 32. 

5 

34. Use of an antibody according to claim 31 or 32, or an antibody capable 
of binding to at least one of the polypeptides as defined in claim 2, for the preparation 
of a medicament for treating diseases associated with yeast and fungi. 

1 0 35. Use of an antibody according to claim 34 where the fungus is Candida 

albicans. 

36. A nucleic acid probe which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 

15 selectively hybridises with any of said nucleic acid molecules. 

37. A nucleic acid primer which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 
selectively amplifies any of said nucleic acid molecules. 

20 

38. A genetically modified mammalian cell or non-human organism in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids as defined in claim 1 or a human homologue thereof or at least one of the 
polypeptides as defined in claim 2 or a human homologue thereof, which 

25 overexpression or underexpression of said nucleic acid or polypeptide prevents or 
delays apoptosis of said genetically modified mammalian cell or in said genetically 
modified non-human organism. 

39. A method for identifying compounds for stimulating or inhibiting 
30 apoptosis comprising the use of at least one of the nucleic acid sequences as defined 

in claim 1 or a human homologue thereof and/or at least one of the polypeptides as 
defined in claim 2 or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism according to claim 38. 

35 40. A compound identifiable according to the method of claim 39. 
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41 . A compound according to claim 40 for use as a medicament. 

42. A method for preparing a pharmaceutical composition for treating 
proliferative disorders or for preventing apoptosis in certain diseases comprising 

5 admixing a compound according to claim 40 or 41 with a suitable pharmaceutical^ 
acceptable carrier. 

43. Use of a compound according to claim 40 or 41 for the preparation of a 
medicament for treating proliferative disorders or for preventing apoptosis in certain 

10 disorders. 

44. Use of a nucleic acid molecule selected from any of the nucleic acid 
molecules as defined in claim 1 or a human homologue thereof for treating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

15 

45. Use of a polypeptide selected from any of the polypeptides as defined in 
claim 2 or a human homologue thereof for treating proliferative disorders or for the 
prevention of apoptosis in certain diseases. 

20 46. A pharmaceutical composition for use as a medicament for treating 

proliferative disorders or for the prevention of apoptosis in certain diseases comprising 
a nucleic acid molecule as defined in claim 1 or a human homologue thereof or a 
polypeptide as defined in claim 2 or a human homologue thereof together with a 
pharmaceutical^ acceptable carrier diluent or excipient therefor. 

25 

47. A vaccine for immunizing mammals against proliferative disorders or for 
preventing apoptosis in certain diseases comprising least one nucleic acid molecule as 
defined in claim 1 or a human homologue thereof or at least one polypeptide as defined 
in claim 2 or a human analogue thereof in a pharmaceutical^ acceptable carrier. 

30 

48. Use of an antibody according to claim 31 or 32 or an antibody capable 
of binding to at least one of the polypeptides as defined in claim 2 or a human 
homologue thereof for the preparation of a medicament for treating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

35 
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49. An expression vector comprising a human homologue of a nucleic acid 
sequence as defined in claim 1 . 

50. An expression vector according to claim 49 which comprises an 
inducible promoter. 

5 

51. An expression vector according to claim 49 or 50 which comprises a 
sequence encoding a reporter molecule. 

52. A host cell transformed, transfected or infected with the vector of any of 
10 claims 49 to 51 . 

53. A nucleic acid molecule comprising a human homologue of at least one 
of the nucleic acid sequences as defined in claim 1 . 

15 54. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridising to the nucleic acid molecule of claim 53. 

* 

55. A polypeptide encoded by a nucleic acid molecule according to claim 

53. 

20 
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glQ- 1: 

» 

YAR061W, 704 bp, CDS: 501-704 (SEQ ID NO 1) 

AAAATTTGGCACTTCAGAGCTTATCGTATCTTCTCCCGGAGTTCCTCAAGACTTATACTT 
CAGCCCGTTTAGGAATGCATAAAAGCAAATAGGATTCGTTACAACTGCTGCAGGACTCTT 
TAGGACTGCATCAAGGTAAGCCTCGCTGCACCTAAACGCAAAATGTGGTTGTAACCTT^ 
TAATTTTTTTCTTGAACTTGTTGAGTCGTAATAAATCGTTTC 

AATGTAATGGAATCGGCGTTACTCGCATGTGCAGATATCAGCGACAAAAAGTGTTGTAGG 
GACGTTTCGATACCAAAATTTCCTAAATACAGCGCAGGAACATCACTACGCTAAACAAAT 
CGTAGCGCATACATCTGATCGAAAAAAGACAGTTCCCAAAACAATGACATATGAAGAGAC 
CAGCATCAAAATTTTCATCATTAACAGCATGGCTAAAAGTTATTGTTO 

CCTGATTGACGAACCAAGAAATGCCTTATCACTATTTATTTTTGGCACTCTTCACCTACC 
TGGCCACGTCCAATGTTGTTTCAGGAAGTACAC7VAGCATGCCTGCCAGTGGGCCCGAGGA 
AAAATGGGATGAATGTCAACTTTTATAAATACTCATTACTGGATTCAACAACGTATTCCT 
ACCCGCAATATATGACTTCTGGATATGCCTCGAATTGGAATTAG 

YAR061W, 67 aa (SEQ ID NO 2) 

MPYHYLFLALFTYLATSNWSGSTQACLPVGPRKNGMNWFYKYSLLDS 
GYASNWN 

YAR073W, 1712 bp, CDS: 501-1712 (SEQ ID NO 3) 

AGTGGCTCATGATCTGTAAATGATCGGTTGACCGCAGTATTATATAATAACATCCGTATA 

AGTACATATACTACCATGTCTGTTCTCTACATTGCTTTTTATTCAAGATTATTGGTT^ 

CTAACCGCCGCGCCGCGCAGGTACCCCGCGCATCTCTTCTTCTCGAAGAAAGCGGAAAAA 

ACAAAAAAAAAAGTATAAATAGTGGAGTCTTTTCCCATTTAACATTTAGAAA 

AATGGAAATTTCTTGCCGAACATTTAACCGGAGACCCTTGGCGGCTTTTTCT 

tgg<x:tagtacattttacctagtatgctgggaacttttt^ 

TTGCCTTACTTTTCTTATCATTTTTTATATAACCAATTTCAAAAATA - 
ATAGACGCATTTTGTTTATTACAAATTAAAAGAATCAAATA^ 

CTCCACAAGTAGCGAAAGCAATGGCCGCCATTAGAGACTACAAGACCGCACTAGATCTTA 
CCAAGAGCCTACCAAGACCGGATTOTTTGTCAGTGCAGGAACTGATGGACTCCAAGATCA 
GAGGTGGGTTGGCTTATAACGATTTTTTAATCTTACCAGGTTTAGTCGATTTTGCGTCCT 

ctgaagttagcctacagaccaacx:taaccaggaatattactttaaacattccattagtat 

CCTCTCCAATGGACACTGTGAC(^AATCTGAAATGGCCACTTTTATGGCTCTGTTGGATG 

GTATCGGTTTCATTCACCATAACTGTACTCCAGAGGACCAAGCTGACATGGTCAGAAGAG 

TCAAGAACTATGAAAATGGGTTTATTAACAACCCTATAGTGATTTCTCCAACTACGACCG 

TTGGTGAAGCTAAGAGCATGAAGGAAAAGTATGGATTTGCAGGCTTCCCTGTCAC 

ATGGAAAGAGAAATGCAAAGTTC^TGGGTGCCATCACCTCTCGTGATATACAATTCGTTG 

AGGACAACTCTTTACTCGTTCAGGATGTCATGACCAAAAACCCTGTTACCGGCGCACAAG 

GTATCACATTATCAGAAGGTAACGAAATTCTAAAGAAAATCAAAAAGGGTAGGCTACTGG 

TTGTTGATGAAAAGGGTAACTTAGTTTCTATGCTTTC 

AGAAGTACCCATTAGCGTCCAAATCTGCCAACACCAAGCAACTGTTATGGGGTGCTTCTA 

TTGGGACTATGGACGCTGATAAAGAAAGACTAAGATTATTGGTAAAAGCTGGCTTGGATG 

TCGTCATATTGGATTCCTCTCAAGGTAACTCTATTTTCCAATTGAAC^TGATCAAAT.GGA 

TTAAAGAAACTTTCCCAGATTTGGAAATCATTGCTGGTAACGTTGTCA 

CTGCCAATTTGATTGCTGCCGGTGCGGACGGTTTGAGAATTGGTATGGGAACTGGCTCTA 

TTTGTATTACCCAAAAAGTTATGGCTTGTGGTAGGCCACAAGGTACAGCCGTCTACAACG 

TGTGTGAATTTGCTAACCAATTCGGTGTTCCATC 

ATTGGTCATATTATTACCAAAGCTTTGGCTCTTGGTTCTTCTACTGTTAT 
ATGTTGGCCGGTACTACCGAATCACCAGGTGA 

YAR073W, 403 aa (SEQ ID NO 4) 

MAAIRDYKTALDLTKSLPRPDGLSVQELMDSKIRGGLAYNDFLILPGLVDFASSEVSLQT 
KLTRNITLNIPLVSSPI^TVTESEMATFMALLDGIGFIHHNCTPEDQADMVRRVKNYEN^ 
FINNPIVISPTTWGEAKSMKEKYGFAGFPVTADGKRNAKLVGAITSRDIQFVEDNSLLV 
QDVMTKNPVTGAQGITLSEGNEILKKIKKGRLLVVDEKGNLVSMLSRTDLMKNQKYPLAS 
KSANTKQLLWGAS I GTMDADKERLRLLVKAGLDWI LDS SQGNS I FQLNMI KWIKETFPD 
LEIIAGNVVTKEQAANLIAAGADGLRIGMGTGSICITQKVMACGRPQGTAVYNVCEFANQ 
FGVPCMADGGVQKHWSYYYQSFGSWFFYCYDGWYVGRYYRITR 



WO 01/02550 



2/161 



PCT/BEOO/00077 



YBL048W, 812 bp, CDS: 501-812 (SEQ ID NO 5) 

GGGAGAAGCTTATCTTACTGTAGAAGAAAATGGGATTGCGTTACTCCATATATATTGAAA 
ATCCGTTATCTTCCCCATCATCATCGTATAAATCAATAAACGACCCGTTATTCCACTCTC 
AGCATCGATCGCAAAAAAACGTGAGCTTCATGACCTACGG 

ATCTTTC CAGTTCCTTC C AG ATTATTTCTAGAG ATTATAGGGGTAGGACCGG AACTGCTT 

ATTTAATGAACAAAGTTGTTAATGTCGTTGAAGGAAAGGTCGAGCAACGAAGAATC 

CTGGCGACTACTTAGTCTGTGATATTCTTTGTCATTGGTGCAAGAGGAA 

AATACTTGCAGAGCAGCAATGATGATCAGCAGTATAAGGAAGGAAAGTTTATCTTAGAGC 

TGAAAAACATTTGTAAATGTACTTGATGTCTTCCTTTG 

COTTTAGTGCTTTTTAGCGTATGATTCTTTTTAAG 

TGATTGGGTATATTTCTATTCGTGTTTC^ 

GGTCCAGTTGTTTTCAAGTAGCCTTTATTTTTTCATTG 

ATACTTTTTTTTATTCAAAGAAAATTAAACAGATAATCTCTTATGAG 

TTTTTTCTTACAGGGCCATTGACTTATGCCCTGAACGAGTCTTACTTTACTT^ 

TTTTCAATAATGTCGTGTTTCCCATGTTGTAA 

YBL048W, 103 aa (SEQ ID NO 6) 

MILFKNLVFLPSILIGYISIRVSLLVWVNWVLVWSSCFQVAFIFSLWYFILSIYTFFYSK 
KIKQIISYEPSYFVFSYRAIDLCPERVLLYFFCIFNNWFPML 

YBL051C, 2507 bp, CDS: 501-2507 (SEQ ID NO 7) 

GGGAAATATCAATTCCCGTATTTCAATGTTAGTAATTTGCCTTCGTAAATTACGGAATCA 
CATAGCTTTCATTTTGTTCCTTTGATATATTTCCCTACTACATACTCTTTTCAATAACTC 
TACAGGGTCTGACATTTTTAACTTTCAGGTT^ 

TCGTACAGAAGTTAGTTCAGATAAACTGCTTCGGTGCTGCCCACTTCTTATCATTACTTC 
AACTTTACCTTCCCTATACCTGTGTGTCCTTATTAATTCAAGTTAATCCGAGGTAATAGA 
TTAGGGTAACCTTCAATGATGTCACGAAACACGGATGCTGCAACTTTGCGATTTTTTCCT 
GGAAAAGAATAACAATTAAAGGCAGCCTTTCAGCTGAGATTACCAGCAGGTCTTTC^ 

TTAGCGCAAGAAGAAGTGTGATATAGTACTCATAGAGGCAGGCTACAGACTAGGGAAAGC 

GTGTTCAACAACAATAAGAAATGGAGACCAGTTCTTTTGAGAATGCTCCTCCTGCAGCCA 

TCAATGATGCTCAGGATAATAATATAAATACGGAGACTAATGACCAGGAAACAAATCAGC 

AATCTATCGAAACTAGAGATGCAATTGACAAAGAAAACGGTGTGCAAACGGAAACTGGTG 

AGAACTCTGCAAAAAATGCCGAACAAAACGTTTCTTCTACAAATTTGAATA^ 

CCAATGGTGCTTTGGACGATGATGTTATCCCAAATGCTATTGTTATTAAAAACATTCCGT 

TTGCTATTAAAAAAGAGCAATTGTTAGACATTATTGAAGAAATGGATCTTCCCCTTCC^ 

ATGCCTTCAATTACCACTTTGATAACGGTATTTTCAGAGGACTAGCCTTTGCGAATTTCA 

CCACTCCTGAAGAAACTACTCAAGTGATAACTTCTTTGAATGGAAAGGAAATCAGCGGGA 

GGAAATTGAAAGTGGAATATAAAAAAATGCTTCCCCAAGCTGAAAGAGAAAGAATCGAGA 

GGGAGAAGAGAGAGAAAAGAGGACAATTAGAAGAACAACACAGATCGTCATCTAATCTTT 

CTTTGGATTCTTTATCTAAAATGAGTGGAAGCGGAAACAATAATACTTCTAACAATC 

TATTCTCGACTCTAATGAACGGCATTAATGCTAATAGCATGATGAACAGTCCAATGAATA 

ATACCATTAACAATAACAGTTCTAATAACAACAATAGTGGTAACATCATTCTGAACCAAC 

CTTCACTTTCTGCCCAACATACTTCTTCATCGTTGTACCAAAGAAACGTTAATAATCAA^ 

CCCAGATGTCCACTGAGAGATTTTATGCGCCTTTACCATCAACTTCCACTTTGCCTCTCC 

CACCCCAACAACTGGACTTCAATGACCCTGACACTTTGGAAATTTATTCCCAATTATTC 

TATTTAAGGATAGAGAAAAGTATTATTACGAGTTGGCTTATCCCATGGGTATATCCGCTT 

CCCACAAGAGAATTATCAATGTTTTGTGCTCGTACTTAGGGCTAGTAGAAGTATATGATC 

CAAGATTTATTATTATCAGAAGAAAGATTCTGGATCATGCTAATTTACAATCTCATTTGC 

AACAACAAGGTCAAATGACATCTGCTCATCCTTTGCAGCCAAACTCCACTGGCGGCTCCA 

TGAATAGGTCACAATCTTATACAAGTTTGTTACAGGCCCATGCAGCAGCTGCAGCGAAT^ 

GTATTAGCAATCAGGCCGTTAACAATTCTTCCAACAGCAATACTATTAACAGTAATAACG 

GTAACGGTAACAATGTCATCATTAATAACAATAGCGCCAGCTCAACACCAAAAATTTCTT 

CACAGGGACAATTCTCCATGCAACCAACACTAACCTCACCTAAAATGAACATACACCATA 

GTTCTCAATACAATTCCGCAGACCAACCGCAACAACCTCAACCACAAACACAGCAAAATG 

TTCAGTCAGCTGCGCAACAACAACAATCTTTTTTAAGACAACAAGCTACTTTAAC 

CCTCAAGAATTCCATCCGGTTATTCTGCCAACCATTATCAAATCAATTCCGTTAATCCCT 

TACTGAGAAATTCTCAAATTTCACCTCCAAATTCACAAATCCCAATCAACAGCCAAACCC 
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TATCCCAAGCGCAACCACCAGCACAGTCCCAAACTCAACAACGGGTACCAGTGGCATACC 

AAAATGCTTCATTGTCTTCCCAGCAGTTGTACAACCTTAACGGCCCATCTTCAGCAAACT 

CACAGTCCCAACTGCTTCCACAGCACACAAATGGCTCAGTACATTCTAATTTC 

AGTCTTATCACGATGAGTCCATGTTGTCCGCACACAATTTGAATAGTGCCGACTTGA 

ATAAATCTTTGAGTCACTCTGGACTAGATGATGGCTTGGAACAGGGCTTGAATCGra 

TAAGCGGACTGGATTTACAAAACCAAAACAAGAAGAATCTATGGTAA 

YBL051C, 668 aa (SEQ ID NO 8) 

METS SFENAPPAAINDAQDNNINTETNDQETNQQS IETRDAI DKENGVQTETGENS AKNA 
EQNVSSTNLNNAPTNGALDDDVIPNAIVIKNI PFAIKKEQLLDI IEEMDLPLPYAFNYHF 
DNGIFRGLAFANFTTPEETTQVITSLNGKEISGRKLKVEYKKMLPQAERERIER^ 
GQLEEQHRSSSNLSLDSLSKMSGSGNNNTSNNQLFSTLMN^ 

SNNNNSGNI I LNQPSLS AQHTSSSLYQTNVNNQAQMSTERFYAPLPSTSTLPLPPQQLDF 

NDPDTLEIYSQLLLFKDREKYYYELAYPMGISASHKRIINVLCSYLGLVEVYDPRFIIIR 

RKILDHANLQSHLQQQGQMTSAHPLQPNSTGGSMNRSQSYTSLLQAHAAAAANSISNQAV 

NNSSNSNTINSNNGNGNNVIINNNSASSTPKISSQGQFSMQPTLTSPKMNIHHSSQYNSA 

DQPQQPQPQTQQNVQSAAQQQQSFLRQQATLTPSSRIPSGYSANHYQINSVNPLLRNSQI 

SPPNSQIPINSQTLSQAQPPAQSQTQQRVPVAYQNASLSSQQLYNLNGPSSANSQSQLLP 

QHTNGSVHSNFSYQSYHDESMLSAHNLNSADLIYKSLSHSGLDDGLEQGLNRSLSGLDLQ 
NQNKKNLW 

YBL066C, 3674 bp, CDS: 501-3674 (SEQ ID NO 9) 

ATCCCAAGAAGAAGATTAGACTGATTTTTACCTACCCTTCCACCGTCGGAAGAAACACOT 
CTGAAGTGTTAAGGGTAATCGACGCCTTGCAATTGACTGACAAGGAGGGCGTAGTAACTC 
CAATTAATTGGCAGCCAGCTGACGATGTCATTATTCCTCCCTCTGTCTCCAATGATGAGG 
CGAAGGCTAAATTTGGTCAATTTAATGAAATTAAACCCTATTTAAGATTCACCAAGTCGA 
AATAAGCTTTGAAATAAACGACTTTACTATATACAGGTATATGAAGTATCTCTAACTAAA 
ACTTTTATCTATCTTTCATTCTTATTATATCTCATCTCGTACGAAGGGCCGCTCATTGGA 
TCATTTTTCTTTACATACCGTAAAGGAATGGCGTTAAAAATATATATATGAAAATGCATG 
TAATAAACTCTCTGCAGAAACCTTAATGTCAAAGGTCCCGTATACAGATTATATTGGCTC 
TGCGTATACGCATTCTCGTCATGGTGAAGGATAATCGAGATTCTGACCAAGACCAAGATT 
TTAGTTCTGCTCACATGAAAAGACAACCGGAGCAGCAACAGTTGCAACAGCACCAGTTCC 
< CAAGTAAGAAACAACGAATATCTCACCATGATGACAGTCATCAAATCAACCATAGACCAG 
TTACCTCATGTACACATTGTAGACAGCACAAAATCAAATGCGATGCTAGTCAAAATTTCC 
CTCATCCTTGCTCCAGATGCGAAAAAATTGGTCTCCACTGTGAAATCAATCCTCAATTCA 
GGCCTAAGAAGGGCTCACAGTTGCAACTACTGAGACAAGATGTGGATGAAATCAAATCTA 
AACTCGATACTCTTCTGGCCAATGACAGCGTTTTCGTTCATCTTTTACAACA 
TGGGCAATAGCCTTTTGAATAAGCTCAATCTGCATCCAACTCCAACTCCGGGTACTATTA 
TCCCTAACCCAGATTCTTCTCCTTCCTCAGGTTCTCCAACTTCTTCCGCGGCTCAACGAG 
ATTCTAAGGTTTCAGTTCAAACTTATTTGTCCAGGGAACCCCAACTCTTAC 
AGGGCAGCAATACGAATAAATTTAAAGCAAATAATGAAGCATCTTCTCACATGACGTTGC 
GCGCATCTTCTTTAGCGCAAGATTCGAAAGGCTTGGTTGCAACAGAGCCAAATAAGCTGC 
CCCCGCTGCTAAATGACTCAGCATTGCCTAATAATTCAAAAGAATCTTTACCTCCTGCTT 
TGCAAATGGCTTTTTATAAGAACAACTCTGCAGGTAACACTCC 

CAATTCAAAAAACATATTCCCCTCATACTACGTCGACCACCGTTACAACGACAACAAATC 
AACCACCATTTGCAGCAACAAGCCACGTAGCAACAAATAACAATGCAGATAGGACGAAGA 
CGCCGGTAGTAGCCACCACCACGACTATGCCATTATTGCCTTCGCCGCATGCAAATGTAG 
ATGAGTTTGTACTGGGCGATATTAGTATTTCCATTGAAAAAGCGAATAGATTACACCATA 
TTTTCGTGACTAG^TATCTGCCGTATTTTC 

TATACTCCCAATCTCAGTTGCTTTTCTGGACCGTGATGTTGACGGCATGTCTGTC 
CTGAACCGACGATGTATTGCAAGCTAAGCTCTTTGATCAAGCAACTTGCCATAGAGACCT 
GCTGGATAAGAACACCTAGATCCACACATATTTCGCAAGCTTTGTTAATATTGTGCATTT 
GGCCTTTGCCTAACCAAAAAGTCCTAGATGATTGTTC 

AGTCACTGTCTTATCAATTAGGTTTGCACAGAGGTGAATTCATTTCTGAATTCACAAGAA 
CTCAAACATCAATGCCAAATGCAGAAAAGTGGAGAACTAGGACTTGGCTGGGAATATTTT 
TTGCCGAACTTTGTTGGGCGAGTATCCTTGGTTTGCC 

TATTAGAAAAAGCCTTATCCTGTGGTGACGAAGAATCAGAAGAAGATAACAATGACAGTA 
TTGACAATAACAACAATGATAAAAGGAACAAGAAAGACGAGCCGCACGTTGAAAGTAAAT 
ACAAACTACCGGGCAGTTTTAGAAGATTGCTCAGCCTG^ 

CTCATATCATTGGTTCTTCCACTTCCAGTCCTGATGGTTTATTGGAACCAAAGTATCGTG 
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CTGAGACACTGTCCATCTTGGGAAAAGAGTTAGATTTATT^ 

AGAGTGACGATACTGTCAACATTTATTTTCTTTATGTTAAATTAACTGTCTGTTC 

CATTCCTACCCGAAACACCTCCTACCGATCAAATTCCATATGTCACAGAGGCCTATCTAA 

CAGCTACTAAAATTGTCACTCTATTGAATAATCTTTTAGAAACACACCAATTAA 

TGCCTATTTATATTAGACAAGCTGCTACATTTTCTGCACTGATTCTCTOT 

TGACTCCTTTACTTCCTGACAAATATTTTGATTCAGCAAGGGAATC 

ATAGACTTTATAGAAATCAGTTAACTGCGTGGGCCACTAGTGTTGAGAATC 

GAACTGCAAGTATGTTAGAAAAACTGAACTTCGTACTGATCATGCATC 

TGGAAGAAGACGGTATTATTTCTAGGATGAGATCACATTTAACAGGGTCTCTATTCTATC 

ATTTGGTTTGGTGTGTTCACGAGGCGAGAAGAAGGGAAATGGATCC 

AAGCCTTAGAGAAAGCCGCTAAGAAAAGAAAATTTTCCTCAAATGGTATCTACAATGGCA 

CTTCGTCTACGGGTGGCATAACGGACAGAAAACTATATCCATTGCCACTATATAACCATA 

TCTCCAGAGATGACTTTGAAACTGTAACAAAAACAACACCAAGTGGAACCACTGTTACCA 

CTTTAGTTCCTACTAAGAATGCCTTAAAGCAGGCAGAAAAGCTAGCCAAGACAAATAACG 

GAGATTCTGACGGTTCTATAATGGAGATTAACGGGATACCTCTTTCCATGCTCGGGGAAA 

CAGGCAGCGTAAAATTTCAAAGTTTATTCGCTAATACCTCGAATAGTAACGATTATAATA 

ATAATAGGACGTTATTGGATGCGTCTAATGACATATCAATTCCCTCTAATTCAATTTATC 

CAGTGGCTTCTGTCCCCGCTTCGAATAACAATCCACAAAGTACTAAGGTAGACTATTATA 

GTAACGGACCTAGTGTAATTCCTGATCTCTCCATGAAAAGATCAGTAAGCACTCCCGTTA 

ATCATTTTCCTGCGTCCGTTCCAGGGTTAAGGAACCACCCCGTTGGCAACTTATCTAAT^ 

ATGTTACATTGGGAATAGACCACCCTATTCCAAGGGAGCACAGTAATTTACAAAATGTCA 

CCATGAATTATAATAATCAATTCAGCAACGCCAACGCGATTGGAAGATCACAAAGTAGTA 

TGTCCCATTCACGTACACCTTTGTTTCGGTCAATATATGACAGTTGGATTCCGC 
CCCCGGTCCTCTAA 

YBL066C, 1057 aa (SEQ ID NO 10) 

MVKDNRDSDQDQDFSSAHMKRQPEQQQLQQHQFPSKKQRISHHDDSHQINHRPVTSCTHC 
RQHKIKCDASQNFPHPCSRCEKIGLHCEINPQFRPKKGSQLQLIiRQDVDEIKSKLDTLLA 
NDSVFVHLLQQIPMGNSLLNKLNLHPTPTPGTIIPNPDSSPSSGSPTSSAAQRDSKVSVQ 
TYLSREPQLLQANQGSOTNKFKANNEASSHMTLRASSLAQD^ 

ALPNNSKESLPPALQMAFYKNNSAGNTPNGPFSPIQKTYSPHTTSTTVTTTTO 
SHVATNNNADRTKTP WATTTTMPLLPS PHANVDEFVLGDI S I S I EKANRLHHIFVTRYL 

PYFPIMYSNNATELYSQSQLLFWTVMLTACLSDPEPTMYCKLSSLIKQLAIETCWIRTPR 
STHISQALLILCIWPLPNQKVLDDCSYRFVGLAKSLSYQLGLHRGEFISEFTRTQTSMPN 
AEKMITRTWLGIFFAELCWASILGLPPTSQTDYTjLEKALSC 

KRNKKDEPHVESKYKLPGSFRRLLSLANFQAKLSHIIGSSTSSPDGLLEPKYRAETLSIL 

GKELDLLAKTLNFQSDDTVNIYTLYVKLTVCCFAFLPETPPTDQIPYVTEAYLTATKIVT 

LLNNLLETHQLIELPIYIRQAATFSALILFKLQLTPLLPDKYFDSARQSVVTIHRLYRNQ 

LTAWATSVENDI SRTASMLEKLNFVLIMHPEVFVEEDGI I SRMRSHLTGSLFYDLVWCVH 

EARRREMDPEYNKQALEKAAKKRKFSSNGIYNGTSSTGGITDRKLYPLPLYNHISRDDFE 

TVTKTTP SGTTVTTLVPTKNALKQAEKLAKTNNGDSDGS IME INGI PLSMLGETGSVKFQ 

SLFANTSNSNDYNNNRTLLDASNDISIPSNSIYPVASVPASNNNPQSTKVDYYSNGPSVI 

PDLSMKRSVSTPVNHFPASVPGLRNHPVGWLSNNOTLGIDHPIPREHSNLQ 

F SNANAIGRSQ S SMSHSRTPLFRS I YDSWI PRPTPVL 

YBL078C, 854 bp, CDS: 501-854 (SEQ ID NO 11) 

TAGTGGAGTACGAATTAGTTAAAGATACTATCGACTTTGAAGCCATTGTCAAAGAACATT 

TTGATATGTTAAGCAAGACCTGTAGATCCGACATTGCCAAATATGACGGC 

ACCCAATTGGTGATGAAGAACAATCTATTAATGACACCATTTTCAAATTAAAAGTGTTCA 

AATTATGAAAACAACTCATATAAATACGTACAAATTTTTCTCTACTCGAAGTGATAT^ 

TGTATATGTGTAAGTTTACGTTTAAGTTAGAGTCATGTAATGCTAACTGTCTCCACCGAT 

AATGTTGTATAATACCCGTGAAATCATAGCACATGATATATCATCACCCGGAGGCCGGTT 

ATTTTCGGCGGCGGCAAAAATATTTGGTATAATTATGGAAATACA 

AAAGGTTGAGGAGGGGATTGATAAGAGAATCTAATAATTGTAAAGTTGAGAAAATCATAA 
TAAAAATAATTACTAGAGACATGAAGTCTACAT1TAAGTCTGAATATCCATTTGAAAAAA 
GGAAGGCGGAGTCGGAGAGGATTGCTGACAGGTTCAAGAATAGGATACCTGTGATTTGCG 
AAAAAGCTGAAAAGTCAGATATTCCAGAGATTGATAAGCGTAAATATCTAGTTCCTGCTG 
ACCTTACCGTAGGGCAATTTGTTTATGTTATAAGAAAGAGAATTATGCTACCCCCTGAGA 
AGGCCATCTTCATTTTTGTCAATGATACTTTGCCACCTACTGCGGCGTTGATGTCTGCCA 
TATATCAAGAACACAAGGATAAGGACGGGTTTTTGTATGTCACTTACTCAGGAGAAAATA 
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CATTTGGCAGGTAG 

YBL078C, 117 aa (SEQ ID NO 12) 

MKSTFKSEYPFEKRKAESERIADI^KimiPVICEKAEKSDIPEIDKRKYLVPADLTVGQF 
VYVIRKRIMLP PEKAI F I FVNDTLP PTAALMSAI YQEHKDKDGFLYVTYSGENTFGR 

YBR072W, 1145 bp, CDS: 501-1145 (SEQ ID NO 13) 
GCAGCAGCAACTCCGTGTGTACCCCTAACTCCGTGTGTACCCCTAAAGAACCTTGCCTGT 
CAAGGTGCATTGTTGGATCGGAATAGTAACCGTCTTTACATGAACATCCACAACCAACGA 
AAGTGCTTTTTCAAGCATTGCTTGATTTCTAGAAAGATCGATC 

ATGCGTCCAAAAATATAGGGTGCTCGTAACAGTAAGGTATTCGCACTTAGCGTGCTCGCA 
ACAGAAAATTAAGTAATATGCGAGTTTTAGATGTCCTTC 
GTGGTATTTCATAACAACGGTTCTTTTTCACCCTTA 
CCATTAGTTAGAGATCTGTTTTTAATCCATTCACCTTO 

AAAACCACCGATAAAGATATATCAGATCTCTATTAAAACAGGTATCCAAAAAAGCAAACA 

AACAAACTAAACAAATTAACATGTCATTTAACAGTCCATTTTTTGATTTCT^ 

TCAACAACGAAGTTGATGCCTTTAACAGATTGCTGGGTGAAGGCGGCTTAAGAGGCTACG 

CACCAAGACGTCAGTTAGCAAACACACCCGCAAAGGATTCTACTGGCAAGGAAGTTGCTA 

GACCAAATAACTATGCTGGCGCTCTTTATGATCCCAGAGATGAAACCTTAGATGATTGGT 

TCGACAATGACTTGTCCCTGTTCCCATCTGGTTTC 

CAGTTGATATTTTGGACCATGACAACAACTACGAGTTGAAAGTCGTGGTTCCTGGTGTCA 

AAAGCAAGAAGGACATTGATATTGAGTACCATCAAAACAAGAACCAAATTTTGGTT^ 

GTGAAATTCCATCTACCTTGAATGAAGAGAGTAAAGACAAGGTCAAGGTCAAGGAGAGCA 

GCTCTGGTAAGTTCAAGAGAGTCATCACTTTGCCAGACTACCCAGGTGTGGATGCAGACA 

ACATTAAAGCAGACTACGCAAATGGTGTTTTGACATTAACAGTTCCAAAATTGAAGCCTC 

AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 

ACTAA 

YBR072W, 214 aa (SEQ ID NO 14) 

MSFNSPFFDFFDNINNEVDAFNRLLGEGGLRGYAPRRQLANTPAKDSTGKEVARPNNYAG 
ALYDPRDETLDDWFDNDLSLFPSGFGFPRSVAVPVDILDHDNNYELKVVVPGVKSKKDID 
IEYHQNKNQILVSGEIPSTI^EESKDKVKVKESSSGKFKRVITLPDYPGVDADNIKADYA 
NGVLTLTVPKLKPQKDGKNHVKKIEVSSQESWGN 

YBR073W, 3377 bp, CDS: 501-3377 (SEQ ID NO 15) 

AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 

ACTAAAGTGACCTGGCTCTATAGTGTTGTCCCTCTCGCGAGGACCATTGTTGCTTGCATA 

TGGCTTGAAACATATGTCATCACATCTGAGCGATTTTACCTCTTAGAATTAGTTTAG 

TATATGAGTTGATG AATAAAT AGTTATAAAAACTTGCTTTGGCTTCG ATATATGAC C GTT 

ATTTTTGACTAAGTTTTAACGAAGGAATCTAACCTCGTTCTTGTAATTACCAA 

AACAACGCGCTGTTGGAGGTATCTCTATGGATGTGGCTTGAAATATGGATGTCTTGCCTA 

CTTCTACTTCTGGGAAAGGCATTTTTACTCGATCGCGTTAATATATGCATCAAGAAAATA 

AAAAATAAAACGCGAAGAGCTAAAAAAAAAAAAGAAAACCTACTATAAATAACCGATTAG 

AATCGAGTTTTTGTATTGAAATGGCGGTAATAAGCGTTAAACCTCGACGAAGAGAGAAGA 

TCCTACAGGAGGTAAAAAACAGCTCGGTATATCAAACGGTATTTGATTCCGGTACTACTC 

AAATGCAGATACCGAAATATGAGAACAAGCCATTCAAGCCTCCAAGAAGGGTTGGATCAA 

ATAAGTACACACAACTCAAACCAACCGCCACTGCAGTCACAACAGCCCCTATATCTAAAG 

CCAAAGTTACTGTCAACTTGAAAAGAAGCATTTCGGCGGGACCTACTTTAAATCTTGCCA 

AGAAGCCGAATAATCTGTCCTCAAATGAAAACACTAGATATTTTACTATCATGTACAGGA 

AGCCTACTACCAAAAAGCACAAGACTTGGAGTGGTGATGGCTACGCTACCTTAAAAGCCA 

GTAGCGATAAGTTATGCTTTTATAACGAAGCAGGGAAATTTCTTGGGTCAAGT 

CAAGTGATTCAGATTCTCTCTTCGAAACTCTTTTCAAAGCAGGCTCCAATGAAGTACAAT 

TGGATTACGAATTGAAGGAAAATGCAGAAATACGTAGCGCCAAAGAAGCCTTATCACAAA 

ACATGGGAAATCCCAGCCCACCGACCACAAGCACAACAGAAACAGTGCCTTCTACGAAGA 

ATGACGGTGGCAAATACCAAATGCCTCTGTCTCAGCTGTTTTCACTAAACACTGTGAAAA 

GATTCAAATCAGTAACAAAGCAAACAAATGAACACATGACCACAGTACCTAAAACCAGTC 

AAAATTCCAAAGCCAAAAAATATTATCCAGTAT'ITGATGTCAACAAAATCGATAATCCTA 

TAGTAATGAACAAAAATGCAGCCGCTGAAGTTGACGTAATTGTTGATCCATTACTG 

AATTCTTGCGCCCTCATCAGAGGGAAGGGGTGAAGTTCATGTATGATTC 

TGGCAAGACCAACTATTGAAAATCCGGATATCGATTGTACTACTAAAAGTTTAGTGTTAG 
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AAAATGACTCAGATATTAGTGGATGCCTTTTGGCTGATGATATGGGTTTAGGTAAAACAC 

TAATGAGTATAACTTTGATTTGGACATTAATTAGGCAAACTCCTTTTGCAT 

CATGTTCGCAATCAGGCATACCATTAACTGGACTTTGTAAGAAG 

CCGTTACTTTAATAGGAAATTGGAAAAGAGAATTTGGAAAATGGTTAAATTTG 

TAGGTGTTTTGACATTAAGCTCAAGGAATTCTCCTGATATGGATAA 

ATTTTTTAAAAGTGCAACGAACTTATCAAGTCTTGATTATTGGCTACGAAA 

GTGTTTCTGAAGAATTAGAGAAAAATAAACATTTGATTGACATGCTGGTGTGTGACGAAG 

GCCATCGACTAAAAAACGGGGCTTCTAAAATTTTAAATACGCTGAAGAGTTTAGACATAA 

GAAGGAAGCTTTTGCTTACGGGAACTCCTATACAAAATGATCTTAATGAGTTTOT 

TT AT AG ATTTC AT AAACC C AGG AATC CTTGG AAGCITCGCTTCTTTC AAAAG AAG ATTC A 

iTATCCCTATAACTAGAGCCAGAGACACTGCAAACAGATACAACGAAGAATTGTTGGAAA 

AGGGGGAAGAAAGGTCAAAAGAGATGATAGAAATTACGAAAAGATTTATTTTGAGACGAA 

CAAATGCGATTTTAGAAAAGTACCTTCCTCCAAAGACGGATATAATTTTATTCTGTAAAC 

CATACAGCCAACAGATATTGGCATTCAAAGATATTTTGCA^^ 

GACAATTGACGTTCAGTTCTTCGCTAGGACTAATAACATTACTGAAAAAGGTTTGT 

CTCCTGGATTGGTTGGCTCAGATCCCTATTACAAATCACATATAAAGGATACCCAATCTC 

AGGACAGCTATAGTCGTTCTTTGAACTCTGGTAAGTTAAAGGTATTAATGACATTACTAG 

AAGGTATTAGGAAGGGTACCAAGGAGAAGGTCGTCGTAGTGTCTAACTACACTCAAACAT 

TGGATATAATTGAAAATTTGATGAATATGGCTGGGATGTCACATTGCAGACTCGACGGTO 

CCATACCTGCTAAACAAAGGGACTCTATCGTCACATCTTTCAATCGGAATCCAGCCATAT 

TTGGATTCTTGTTGAGTGCAAAATCGGGAGGTGTAGGATTGAATCTAGTCGGTCGTTCGC 

GACTTATTTTATTTGATAATGATTGGAATCCTTCAGTAGATTTC 

TTCATAGAGATGGTCAAAAAAAGCCGTGCTTCATATATAGACTTGTCACAACTGGGTGTA 
TCGATGAGAAAATATTGCAAAGGCAATTAATGAAGAACAGTTTGAGCCAAAAATTTC 
GTGACTCGGAGATGAGAAATAAAGAATCTTCTAATGATGATCTTTTCAATAAAGAGGACT 
TGAAGGACCTGTTTTCTGTCCATACAGATACCAAGAGTAACACACATGACTTAATTTGTT 
CTTGCGATGGTTTAGGTGAGGAAA1TGAATATCCTGAAACAAATCAACAGCAGAACACCG 
TAGAGCTGAGAAAGGGTAGCACTACGACATGGACAAGTGCGCTGGATTTACAAAAGAAAA 
TGAATGAAGCAGCCACCAACGATGATGCCAAAAAGTCACAATACATTAGGCAATGTCTCG 
TTCATTATAAGCATATCGATC(^GCAAGACAAGATGAATTATTTGATGAGGTTATCACAG 
ATTCGTTCACCGAATTGAAAGATAGTATTACCTTTGCGTTTGTAAAGCCCGGCGAGATAT 
. GTCTCAGAGAACAATGA 

YBR073W, 958 aa (SEQ ID NO 16) 

MAVI SVKPRRREKI LQEVKNS SVYQTVFD SGTTQMQ I PKYENKPFKPPRRVGSNKYTQLK 
PTATAVTTAPI SKAKVTVNLKRSI SAGPTLNLAKKPNNLSSNENTRYFTIMYRKPTTKKH 
KTWSGDGYATLKAS SDKLCFYNEAGKFLG S SMLPSDSDS LFETLFKAGSNEVQLDYELKE 
NAEIRSAKEALSQNMGNPSPPTTSTTETVPSTKNDGGKYQMPLSQLFSI^^ 
QTNEHMTTVPKTSQNSKAKKYYPWDVNKI 

REGVKFMYDCLMGLARPTIENPDIDCTTKSLVLENDSDISGCLLADDMGLGKTLMSITLI 

OTLIRQTPFASKVSCSQSGIPLTGLCKKILWCPVTLIGNWKREFGKMiNLSRIGVLTLS 

SRNS PDMDKMAVRNFLKVQRTYQVLI IGYEKLLSVSEELEKNKHLIDMLVCDEGHRLKNG 

ASKILNTLKSLDIRRKIiLLTGTPIQNDLNEFFTIIDFINPGILGSFASFKRRFIIPITRA 

RDTANRYNEELLEKGEERSKEMIEITKRFILRRTNAILEKYLPPKTDIILFCKPYSQQIL 

AFKDILQGARLDFGQLTFSSSLGLITLLKKVCNSPGLVGSDPYYKSHIKDTQSQDSYSRS 

LNSGKLKVLMTLLEGIRKGTKEKVVWSNYTQTLDIIENLMNMAGMSHCR^ 

DSIVTSFNRNPAIFGFLLSAKSGGVGLNLVGRSRLILFDNDWNPSVDLQAMSRIHRDGQK 

KPCFIYRLVTTGCIDEKILQRQLMKNSLSQKFLGDSEMRNKESSNDDLFNKEDLKDLFSV 

HTDTKSNTHDLICSCDGLGEEIEYPETNQQQNTVELRKRSTT^ 

DDAKKSQYIRQCLVHYKHIDPARQDELFDEVITDSFTELKDSITFAFVKPGEICLREQ 

YBR086C, 3341 bp, CDS: 501-3341 (SEQ ID NO 17) 
AGATCCTAAAACAGCACGAAGCATATTATTGCGCATAATTTGT^ 
TTGACATTTTTTTTCACTCTGCGAGAAACTTCTCTTTT^ 
CAAACAAGGGCACTTTTTTTTATCTTTTTTTTTO 

TCCACCACTACATCAGTGTGAAAGACTGTAAAAGCTTTCTGATAAATAAGCACTTTCCAT 

ATTTTTCAACTGAAAAATAGTTTTCTTTTTGCAGC 

CCCTTTTTTCCCCGTTGCAATTATTTCTAT^ 

GATATTTGAACAGTCGCTCCAATAACCGTTCTCACGATCATTAACATTTTTC 
TACTGTTTCGGTCGATTTATGGCTAATTTGTCAAATACATTTGAA 
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CACAAGCGGTTGAGCATACTATGTCGCAGACAATTACATCTCTAGATCCGAATTGTGTTA 

TTGTATTCAATAAAACTTCGAGTGCAAACGAGAAGAGTTTGAATGTCGAATTCAAACGTT 

TGAATATACATTCTATTATCGAACCTGGCCATGATCTGCAAACAAGCTATGCGTTTATTA 

GAATCCATCAGGATAATGCGAAACCGCTTTTTTCATTTTTGCAGAA 

AATCCATCATACCATATCATGATACTGAATTGTCCGATGATTTGCATAAACTC 

TCAGCAAATCAAAAATACTGGAGGCTCCAAAACAGTATGAGTTGTACAACCTATCGAATT 

TGACCAATAATCCCAAACAATCCTTATATTTTGCATTC 

TGATTCCCTTCTCCTTTTTTGGATTATCAATTAGATTTTT 

TCAATTCCACATACTCGCTGTTCGCCATCCTATGGACATTGTCATTTACAGC 

TTTATAAATATGAACCATTTTGGTCTGATAGACTGAGTAAATACTCATCATTTTCTACCA 

TTGAGTTTCTTCAAGATAAACAGAAAGCCCAAAAAAAAGCTAGTO 

AGAAATGTTGTTTTATTCCTGTGGCTTTGTTGTOT 

TATATTGTTTTGCGTTGGAAATTTTCTACAAGCAAAT^ 

TCTTGTCTTTTTTGCCTACTATACTTATTTGCACGTTT 

ACAACAAATATTTCGTAGAACCAATCACAAAGTGGGAAAATC 

CAAAGAAATCTAAAGAAGCTAAGAACTTTGTTATTATTTTTC 

TATTAATTACACTATTTCTTTATCTGCCAATGGGGCATTTGTTGACC 

CTAAGGTTTTCAATGCCTTTTCAATATTGGCCCGTOT 

TTATTGATACAAAGCGCTATGAAGATCAATTTTTCTACTTTATTGTTA 

TTCAATTTAGCATGGAAAACTTTGTTCCAAGCCTTGTTAGCATTGC 

ATGGACCAAATCCTAACTTTGTCAAAGCTGAGAGTGAAATCGGTAAAGCTCAACTCAGCT 

CATGAGATATGAAAATTTGGTCAAAGGTTAAGTCGTAC C AAAC AG ACCCCTGGGGAG C AA 

GATTTGATTTGGACGCCAACTTCAAAAAGCTTCTTCTACAATTCGGGTATCTT 

TTTCTACAATTTGGCCACTAGCTCCATTTATCTGTTTC 

AAGTCGATTTGAGGAAAGCTGTGCTTTATAGTAAACCTGAGTATTTTCCATTTCCAATCT 

ACGAT71AGCCATCCTCTGTGTCTAATACCCAAAAACTGACGGTTGGTCTATGGAACTCTG 

TCTTAGTTATGTTCTCCATCTTAGGTTGTGTTATCACTGCTACTTTGACCTATATC 

AGAGCTGTAATATACCAGGTGTCGGCGCTCATACTTCCATCCATACGAATAAAGCTTGGT 

ACCTAGCAAATCCAATAAACCACTCGTGGATAAATATTGTACTATATGCTGTTTTTATTG 

AGCATGTTAGTGTTGCTATTTTCTTCCTTTTCTCTAGTATTTTGAAA 

ACGTTGCAAATGGCATTGTGCCAAAGGATGTAGTTAACGTGCAAAACCCACCAAAACAAG 

AAGTCTTTGAAAAAATTCCCTCCCCTGAATTTAATTCGAATAACGAAAAAGAACTAGTTC 

AAAGAAAAGGGTCTGCGAATGAGAAGTTGCACCAAGAACTCGGTGAGAAACAGCCTGCCT 

CTTCTGCCAATGGATATGAGGCACATGCTGCCACTCATGCCAACAATGATCCGTCTTCTT 

TATCCTCAGCCTCCTCGCCTTCATTATCTTCTTCTTC 

TCAAAGCTGTTGATAACGATACAGCCGGATCTGCTGGTAAAAAGCCATTGGCCACAGAAA 

GTACTGAAAAAAGAAATTCTTTGGTGAAGGTGCCTACCGTTGGCTCATAT 

GCGCCACTTTACCAGAAACAATTCCAACATCTAAAAATTACTACTTAAGGTTTGATGAGG 

ACGGTAAATCCATTAGGGATGCGAAATCCAGTGCAGAATCTTCCAACGCCACCAATAACA 

ACACCTTAGGCACGGAAAGTAAGCTTTTGCCAGATGGTGACGCCGTTGATGCACTAAGTA 

GAAAAATTGATCAAATACCCAAAATTGCTGTTACTGGTGGCGAAAATAACGAAAATACCC 

AGGCCAAAGACGATGCTGCCACTAAGACTCCACTCATTAAAGATGCAAATATTAAGCCTG 

TTGTCAACGCAGCTGTTAACGATAACCAATCGAAGGTTTCAGTGGCTACTGAACAAACAA 

AAAAGACTGAAGTAAGCACGAAAAATGGCCCATCAAGATCTATTTCCACGAAGGAAACTA 

AGGATTCTGCGAGACCATCTAATAACAATACTACTACTACTACTACTACAGATGCTACTC 

AGCCCCACCATCATCATCACCACCACCGCCATCGTGATGCTGGAGTGAAGAATGTCACGA 

ACAATTCTAAGACAACCGAATCCTCTTCCTCTTCATCGGCGGCAAAGGAAAAACCAAAAC 

ATAAAAAGGGGCTATTGCATAAGCTGAAAAAGAAGCTTTAA 

YBR086C, 946 aa (SEQ ID NO 18) 

MSQTITSLDPNCVIVFNKTSSANEKSLNVEFKRLNIHSIIEPGHDLQTSYAFIRIHQDNA 
KPLFSFLQNLDF I ESI IP YHDTELSDDLHKLI SI SKSKILEAPKQYELYNLSNLTNNPKQ 
SLYFAFLQNYIKWLIPFSFFGLSIRFLSNFTYEFNSTYSLFAILWTLSFTAFWLYKYEPF 
WSDRLSKYSSFSTIEFLQDKQKAQKKASSVIMLKKCCFIPVALLFGAILLSFQLYCFALE 
IFYKQIYNGPMISILSFLPTILICTFTPVLWIYNKYFTO 

KWFVIIFLSSYVPLLITLFLYLPMGHLLTAEIRTKVFNAFSILARLPTHDSDFIIDTKRY 
EDQFFYFIVINQLIQFSMENFVPSLVSIAQQKINGPNPNFVKAESEIGKAQLSSSDMKIW 
SK\nCSYQTDPWGATFDLDANFKKLLLQFGYLVMFSTIWPLAPFICLIVNLIVYQVDLRKA 
VLYSKPEYFPFPIYDKPSSVSNTQKLWGLWNSVLVM^ 

VGAHTSIHTNKAWYLANPINHSWINIVLYAVFIEHVSVAIFFLFSSILKSSHDDVANGIV 
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PKHWNVQNP PKQEVFEKI P S PEFNSNNEKELVQRKGS ANEKLHQELGEKQPAS S ANGYE 
AHAATHANNDPSSLSSASSPSLSSSSSSSKTGVVKAVDNDTAGSAGKKPLATESTEKRNS 
LVKVPTVGSYGVAGATLPETI PTSKNYYLRFDEDGKS IRDAKSSAESSNATNNNTLGTES 
KLLPDGDAVDALSRKIDQIPKIAVTGGENNENTQAKDDAATKTPLIKDANIKPVVNAAVN 
DNQSKVSVATEQTKKTEVSTKNGPSRS I STKETKDSARP SNNNTTTTTTTDATQPHHHHH 
HHRHRDAGVKNVTNNSKTTESSSSSSAAKEKPKHKKGLLHKLKKKL 

YBR093C, 1904 bp, CDS: 501-1904 (SEQ ID NO 19) 
ACGTATTTGGAAGTCATCTTATGTGCGCTGCTTOA 

GTCTATAAACTTCAAACGAAGGTAAAAGGTTCATAGCGCTTTTTCTTTGTC 

AAATATATATTAAATTAGCACGTTTTCGCATAGAACGCAACTGCACAATGCCAAAAAAAG 

TAAAAGTGATTAAAAGAGTTAATTGAATAGGCAATCTCTAAATGAATCGATACAACCTTG 

GCACTCACACGTGGGACTAGCACAGACTAAATTTATGATTCTGGTCCCTGTTTTC 

GATCGCACATGCCAAATTATCAAATTGGTCACCTTACTTGGCAAGGCATATAC 

GGATAAGGGTAAACATCTTTGAATTGTCGAAATGAAACGTATATAAGCGCTGATGTTT^ 

CTAAGTCGAGGTTAGTATGGCTTCATCTCTCATGAGAATAAGAACAACAACAAATA 

AAGCAAATTCGAGATTACCAATGTTTAAATCTGTTGTT^ 

TGGCCAATGCAGGTAC CATTCC CTTAGGCAAACTAGCCGATGTCGAC AAG ATTGGTACCC 

AAAAAGATATCTTCCCATTTTTGGGTGGTGC CGGAC CATACTACTCTTTCCCTGGCGACT 

ATGGTATTTCTCGTGATTTGCCTGAAGGTTGTGAAATGAAGCAACTGC 

GAGATGGTGAAAGATACCCTACTGTCAGTCTGGCTAAGACTATCAAGAGTACATGGTATA 

AGTTGAGCAATTACACTCGTCAATTCAACGGCTCATTGTCATTCTTGAACGATGATTACG 

AGTTTTTCATCCGTGATGAC GATGATTTGGAAATGG AAACCACTTTTGC CAACTCGGACG 

ATGTTTTGAACCCATACACTGGTGAAATGAACGCCAAGAGACATGCTCGTGACTTC 

CTCAATACGGTTACATGGTCGAAAACCAAACCAGTTTCGCCGTTTTTACCTCTAATT 

AGAGATGTCATGACACTGCTCAATATTTCATTGATGGTTTAGGTGACCAAOT 

CCTTGCAGACTGTCAGTGAAGCTGAATCCGCTGGTGCCAACACTTTGAGTGCTTGTAACT 

CATGTCCTGCTTGGGACTACGATGCCAATGATGACATTGTAAATGAATACGACACAACCT 

AC TTGGATGACATTGC C AAGAGATTGAAC AAGGAAAACAAGGGTTTG AACTTGACCTC AA 

CTGACGCTAGTACTTTATTCTCGTGGTGTGCATTTGAAGTGAACGCTAAAGGTTACAGTG 

ATGTCTGTGATATTTTCACCAAGGATGAATTAGTCCATTACTCCTACTACCAAGACTTGC 

ACACTTATTACCATGAGGGTCCAGGTTACGACATTATCAAGTCTGTCGGTTCCAACTTGT 

TCAATGCCTCAGTCAAATTATTAAAGCAAAGTGAGATTCAAGACCAAAAGGT^ 

GTTTTACCCACGATACCGATATCCTAAACTTTTTGACCACCGCTGGTATAATTGACGACA 

AAAAGAACTTAACTGCCGAATACGTTCCATTCATGOT 

ACGTTCCTCAAGGTGCTCGTGTCTACACCGAAAAATTCCAATGTTCTAACGACACCTACG 
TCAGATACGTCATTAACGATGCTGTTG1TCCAATTGAAACCTGTTCCACTGGTCCAGGGT 
TCTCTTGTGAAATCAATGACTTCTACGACTATGCTGAAAAGAGAGTAGCCGGTACTCACT 
TCCTAAAGGTCTGTAACGTCAGCAGCGTCAGTAACTCTACTGAATTGACCTTCTACTGGG 
ACTGGAACACTACTCATTACAACGCCAGTCTATTGAGACAATAG 

YBR093C, 467 aa (SEQ ID NO 20) 

MFKSWYSILAASLANAGTI PLGKLADVDKIGTQKDIFPFLGGAGPYYSFPGDYGI SRDL 
PEGCEMKQLQMVGRHGERYPWSLAKTIKSTWYKLSNYTRQFNGSLSFLNDDYEFFIRDD 
DDLEMETTFANSDDVI^PYTGEMNAKRHARDFLAQYGYMVENQTSFAVFTSNSKRCHDTA 
QYFI DGLGDQFNITLQTVSEAE SAGANTLS ACNSC PAWDYDANDDI VNEYDTTYLDDI AK 
RLNKENKGLNLTSTDASTLF SWCAFEVNAKGY SDVCDIFTKDELVHYSYYQDLHTYYHEG 
PGYDIIKSVGSNLFNASVKLLKQSEIQDQKVWLSFTHDTDILNFLTTAGIIDDKNNLTAE 
YVPFMGNTFHRSVm/PQGARVYTEKFQCSNDTYVRYVINDAWPIETCSTGPGFSCEIND 
F YDYAEKRVAGTDFLKVCNVS SVSNSTELTFYWDWNTTHYNASLLRQ 

YBR181C, 1563 bp, exonl: 501-506, intronl : 507-858, exon2 : 
859-1563 (SEQ ID NO 21) 

TAACTTCTCAACATAATTATGTAAAAAATTATCTCATTAAGCCAGATAGCAAATATATCA 
CATATTGCATTGATTAATTTGAGAAAAATATACATGT 
AAATAAATTATTTCCTTACTTTTTTTTCTACAGTTTGCACCATO 
TCCATACATCITTGAACTCCATACATCTC^ 

GCATACAGGCCGCTTATCTTCATGCCGGCCCATCATCCTAGGAAACTCTTTCGGTATGGG 
CCAAGGGCAGGCGAAAATCCTATGTGCGTGGAGCTGATACAATCTCGGCTGGCTTGGTTT 
GTAGGGCACGGTCAATGAATGCCTGATGGGAGAAAAATTCATCTTTATGAAAAGTGATCT 
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TAATTTGAATAGTGTGCCCTTC 

GAATAGACGACTGAGCCATCATGAAGGTATGTAATATCACCCAAATCCTTAGAATTCTAA 
TGAATCAGCACGCGCTAACCGGCTGTTTCTGACTGTTTGATAAACGTATACCCACAAATT 
AGTGCACTATAATAAAAATTCTCAAGAACAACGTTGTTTAAACGAGATAATTCCCTCTAA 
TATACACGTACCGACACTTAGGAAAATATCTCGCTAAGTTCAAATTAAGGAATGAAAAAG 
GAATTTACGAAAAGGGTTTAGAAATATCAATGAAAATAAGAAAAACCTGTAACGGAAGAA 
AGGAC AGC AGGG ATTCGTTGG AATTTGTCG ATATTGGC TTCGG AC AACTTTACT AAC AAA 

tggtattatttataacagttgaacatttcttacc^ 

gaaattgatgatgaacaccgtattcgtgttttcttcgacaagagaatcggtcaagaagt 

gatggtgaagccgttggtgatgaattcaagggctacgtctc 

gacaaacaaggtttcccaatgaagcaaggtgttttgttgccaactagaatc^ 

ttgacc^gaacgtttcttgttacagaccaagacgtgatggtgaaagaaagag;^ 

gtcagaggtgccattgttggtccagatttggctgtcttggctttc 

ggtgaacaagaattggaaggtctaactgacactactgttccaaag 

AGAGCTAACAACATCAGAAAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTG 

GTCATCAGAAGAGAAGTCACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAA 

AGATTGGTTACTCCTCAAAGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGA 

AACGCTCAAGCTCAAAGAGAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAG^ 

TCTGAAAG AAAGGCTGAAAAGGCCG AAATCAGAAAGAGAAGAGCTTCTTC TTTG AAGGC T 

TAA 

YBR181C, 236 aa (SEQ ID NO 22) 

MKLNI S YPVNGSQKTFEIDDEHRI RVFFDKRIGQEVDGEAVGDEFKGYVFKI SGGNDKQG 

FPMKQGVLLPTRIKLLLTKNVSCYRPRRDGERKRKSVRGAIVG 

LEGLTDTTVPKRLGPKRANNIRKFFGLSKEDDVRDFV^ 

PQRLQRKRHQRALKVRNAQAQREAAAEYAQLLAKRLSERKAEKAEIRKRRASSLKA 

YCL007C, 893 bp, CDS: 501-893 (SEQ ID NO 23) 
ATTACTTTAAATTGTTTGTCTATTCCAACATAATCATTAGCAGCA 

ATAAACACAGCAGCGGCACGGTGAACCACATAAGTGTATGTGCACACGCGTGTTTTGTGC 

AGTGTATTACCAACTTGCGCATGCAAGGATATCACACTCCTGTTTCTGCCTCATGTCTTT 

TAAAACGCTTCCACGGGACATGGGTTCTAATTATGGAGAAGATCAAGCTTTG 

CGTTTACACATTTTGATACAACCGTAGACGGCGTCTCGTTTCAAAGACCGTGTGGTTGTC 

TATCAGTATATACTCATTGTGTTTTTCAAAAAATCTCTGGGTTGTTTAGATGCC 

TTTCTATTCGTATTTATTTTTATG^ 

ACGTCACTTGGCTTGATATACTCGACGCTTTATTCTGCAAATTCAGGTCTCAAATCTGAA 
CGGCGTGGAGCCACCAAGGGATGGAGCTGGCAAAGGAACGTAATGGCCCACATCAAAAAC 
ATCATGGCCAATGTCAAAATCACTGTACTTCTCCAAACACTGTACGACAAAACAAAACAA 
ACAAACTCTTGTTAGTAAAAAAGAAAGGGAAACTAGTAATATGGAGACACATCGTAAAAA 
AAATGTTGCACATACGCTTGGTTGTTCTTTGGAGCCATTATCCA 

GCACTAACCACTATGAATACACCAACAACAGTATAGCTAAATTGGACGCGCAGAGAGTTA 
GTAGAAGAAGAAGGAAGAAAAGGGAAGCGGAGAGAAGAGATTATGACACATACAAACTAC 
TCATTACTCTTTGTTCTTTATTATTCGTTGGACCTTTC 

YCL007C, 130 aa (SEQ ID NO 24) 

MELAKERNGPHQKHHGQCQNHCTS PNTVRQNKTNKLLLVKKKGKLVT WRH I VKKMLH I RL 
VVLWSHYPEQHGHGTNHYEYTNNSIAKLDAQRVSRRRRKKREAERRDYDTYKLLITLCSL 
LFVGPLFLKV 

YCL016C, 1430 bp, CDS: 501-1430 (SEQ ID NO 25) 
ACATGACCTAATTTATAGCTTAGGGTTCTTrTTTGTCAATTCTATGCGTATGACAAAGA 
GCACCACGATGGTGATCGAAATCTCTAGGAGTAGCATACCACAGCGATATTATTTAGTAG 
TAGGCGGTTTATTATCTTTGTCCCTTTATACTC 

GGCAGCGTATAGTATAACCAGAAAAAAGTGAAAAATAAACTAAAAAAGCACTATGAGATG 
AACGGTAAAAATCCACCAGAGATTTGCTCACTAATAATCCTGTACCATGTCCATCAACCT 
ACATTCCGCACCCGAGTATGATCCATCTTATAAGCTGATCCAGTTGACACCAGAGTTACT 
GGATATAATACAGGATCCGGTTCAAAATCACCAGTTAAGGTTTAAGTCATTGGACAAAGA 
CAAGTCTGAAGTTGTACTGTGTTCGCACGACAAGACTTGGGTGCTGCAAGCAGCGCAAAC 
ATTCAAACACAGTTCTACTAATGAGAGAATTTGTTCCTGAACAACCTATTACTTTCGACG 
AAACGCTCTTGTTTGGACTGTCCAAGCCGTACATGGACGTCGTGGGATTCGCCAAGACTG 
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AATCAGAATTTGAGACCAGAGAGACACATGGCGAATTGAACTTGAATTCAGTACCAATAT 

ACAACGGAGAACTGGATTTCTCCGACAAAATCATGAAGAGGTCATCTACAAAGGTTA 

GGACCCTGGAAGAACTACTTGAGAACTCACCATGTTCTGCGCTAGAAGGTATATCAAAAT 

GGCATAAGATTGGTGGATCTGTGAAAGACGGTGTGTTGTGTATTCTTTC 

TTTTCAAAGCACTGCATGTACTACTGATGAGCGCAATGGCAGAATCACTCGATCTACAGC 

ATCTGAATGTTGAGGATACACATCACGCTGTGGGGAAGGACATTGAGGACGAGTTCAATC 

CATACACAAGAGAAATCATTGAAACAGTGCTGAATAAATTTGCTGTTCAAGAGCAAGAGG 

CTGAAAACAATACGTGGCGCTTGAGAATACCGTTTATAGCTCAGTGGTACGGGATTCAAG 

CGCTAAGGAAATATGTTTCTGGAATAAGCATGCCAATTGATGAGTTCCTCATC 

AGTCCCTTTTCCCACCTTTCTTCCCATGTGACATTGACATTC 

ATTTCAAGCCTACCGATAAGACTGTCCAGTATATAGCGAAAAGCACACTACCAATGGACC 
CCAAAGAACGGTTTAAAGTCCTGTTTAGGCTACAGTCACAGT^ 
AGCCTCTAATTGAAGAACTAAATTCAAGAGGTATGAAAATAGACAGTTTCATCATC 
ATGCCCGCCGTAAAAGACTGGGCAAAAAGACCGTGGTCACGAGCAGGTAG 

YCL016C, 309 aa (SEQ ID NO 26) 

MREFVPEQPITFDETLLFGLSKPYMDWGFAKTESEFETRETHGELNLNSVPIYNGELDF 

SDKIMKRSSTKVIGTLEELLENSPCSALEGISKWHKIGGSVKIX3VLCILSQDFLFKALHV 

LLMS AMAE S LDLQHLNVEDTHHAVGKDI EDEFNPYTRE 1 1 ETVLNKFAVQEQEAENNTWR 

LRIPFIAQWYGIQALRKYVSGISMPIDEFLIKWKSLFPPFFPCDIDIDMLRGYHFKPTDK 

TVQYIAKSTLPMDPKERFKVLFRLQSQViHDLEDIKPLIEELNSRGMK^ 

GKKTWTSR 

YCR052W, 1952 bp, CDS: 501-1952 (SEQ ID NO 27) 

gtcatcgacagcaaattgctggaagagttcaaggacaacgtgag 

gaccctgaggaaggagccgatgaggccactctgcaacgcaggaggcagttggaacagatc 

attacgggagacaacgctgaggaggagttggaaaggtacatccgtgctatggtcagagag 

cagatgctgggccagggctccatggcgggttccggggacgaaccagattccaagagaaga 

aaataacgacccagcacaaaggctcttacagcttgctaaaagaaattgaacgcgacgcta 

catgaactacttctttctcttacatagtcttttcccttatgtatcttttctgtac 

tagacgttcttacaaggtaaaatttcaccgcgtttttaaatagaatgaaaaaaacgttc 

agagtgaaagaaaagcaacaaatatacagttcacaaggcagcttcgtatagtaatacagc 

acgaaaaacagctcatagaaatggtaacacagaccaatccggtccctgttacatatccaa 

cggatgcttatatccccacgtatctgcccgatgataaggtctccaatctggcagatttga 

aaaaattgatagaaatggattccagactagatttgtatctgacaagaaggaggctggata 

cgtccatcaatttacctacaaacaccaagaccaaggaccatccccccaataaagagatgc 

tgaggatttacgtctacaacactacggaaagcagccctcgcagcgattctggcaccccag 

cggactcaggk:aagactacatggacactgagaatagaaggtaagcttctgcacgagtccg 

caaacggaaagcacccatttagtgagtttttggaaggtgtcgcggtcgactttaaaagac 

tgaaaccgctgggcatgggcaagaagaggaaacgcgattcgtcattgagccttcctttga 

atctgcaacaacccgaatacaatgatcaagatagcaccatgggcgataacgacaacggcg 

aggatgaggacagtgcagaggcagaatccagggaggaaattgtagacgcactggaatgga 

actacgatgaaaacaacgttgtggagtttgatggtatcgacatcaagaggcaaggcaagg 

ataatttgcgatgcagtataaccatccagttgagg^gtgtcgacggtggaaaagtacagt 

actcgcccaacttagctaccttgataggtatgcaaacgggctccgttaatgacgcggttt 

attcgatctacaagtacattttgatcaacaatctgtttgttacggaacaaacagaggctc 

aagatggttccaacgatgccgaagacagcagtaacgagaataacaataaaaacggtgctg 

gtgacgatgatggcgtcgagggaagtactccaaaggataagcccgaattgggtgaagtga 

agctagattcactcttacaaaaggtattggatacaaacgccgcgcacctccccttgatga 

atgttgtgcaaaccgtgaacaaactggtatcacccctaccgcccatcatcctagattata 

caattgatctttccaaagataccacctatggtgctaccaccttggatgtagatgtgtcgc 

acattctccaccagcctcaaccccagccaaatttacaaaaagaggaagaaacagatgctg 

AAGACACAGCAAAACTACGTGAAATCACAAAGCTTGCCTTGCAGTTGAACTCTAGTGCTC 
AAAAATACCAGTTTTTCCACGAACTGTCTTTGCATCCAAGAGAAACGCTGACTCACTACT 
TATGGTCTTCCAAGCAAAACGAGCTTGTGCTGCAGGGCGACCAATACTTCAATGAAGATG 
CTGCAAGAACGAGTGACATATACAGTAACAACAACAATGACAGGTCACTAATGGGCAATA 
TCTCACTACTGTACTCCCAAGGAAGACTATAA 

YCR052W, 483 aa (SEQ ID NO 28) 

MVTQTNPWVTYPTDAYIPTYLPDDKVSNLADLKKLIEMDSRLDLYLTRRRLDTSINLPT 
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OTKTKDHPPNKEMLRIYVYNTTESSPRSDSGTPADSGKTTWTLRIEGKLLHES 

SEFLEGVAVDFKIUjKPLGMGKKI^WDSSLSLPIiNLQQPEYNDQDSTMGDNDNGEDEDSAE 

AESREEIVDALEWNYDENNVVEFDGIDIKRQGKDNLRCSITIQLRGV^ 

LIGMQTGSVNDAWSIYKYILINNLFVTEQTEAQDGSNDAEDSSNENN^ 

GSTPKDKPELGEVKLDSLLQKVLOTNAAHLPLMNWQTVNKLVSPLPPI I LDYTIDLSKD 

TTYGATTLDVDVSHILHQPQPQPNLQKEEETDAEDTAKLREITKLALQLNSSAQKYQFFH 

ELSLHPRETLTHYLWSSKQNELVLQGDQYFNEDAARTSDIYSNNNNDRSLMGNISLLYSQ 

GRL 

YCR064C, 911 bp, CDS: 501-911 (SEQ ID NO 29) 
AGGTTTTAACGCGTTATCTTTGTTCCGA 
GCGTCGCGTTCTCGCGTCTGTTTTGTTTTTTCGCGOT 
GTCGTCTTTGACGAAGGAGACGAAAACCTCTTCTAAAACGTT 

TGGCCAGAACAATACTGCAACGTGCATATAGTCGTTAGTCTGTGCTTGCACATCCACGGC 

AGCCGCAGTGGACGCACTGATGGAAGGACACCTGTGTGCCCTTTTTGCGTGCOT 

CTAACTGTGGACGAGGCACCCTGCAGATGCAAGTGCTACCGTTC 

GAATGCAGCGCAGACAGCACAGTTTTTCATACCCGGTTTTGCGCCATT^ 

ATTTATCAGCATACTTTTCCTTTATCAACCAATCGTAAAGGTC 

TCTTGTAGTACAGAGTATATATGTATCTAGAGCGCTGGTGGTGGAGTTGCATTATCTCCC 
AGAGCTGCTCATTGGACTTTGCTGCGAGCTTAGACGACTTGTCCTTTO 
GTTGGATTTCGAAATCTGTGAGGGTTGGCTTGATTTTTTC 
TGGATCTTCTGGTCTTTATGCGCGGCATGTCGT^ 

ACGGCTGTAGAGGTGTTTACATTGATGATGAGTCCCTAAGAA7VATTTTTC 
AGTATTTCACTTTCCGTTGTGAACGACAAATGTACTATGCGTTCAAGAGCCAACGCAGTA 
TCATCGTCAAAGTTCCTACCACAACGCGTGTGATTGATCTTGTACTGGTTGTAAATGTGC 
TAAGTCTGTGA 

YCR064C, 136 aa (SEQ ID NO 30) 

MYLERWWWSCI I SQSCSLDFAASLDDLSFWASLSWISKSVRVGLIFSNPSGAGLDLLVFM 
RGMSFCEVSFASLDGCRGVYIDDESLRKFFFFFQYFTFRCERQMYYAFKSQRS 1 1 VKVPT 
TTRVIDLVLWNVLSL 

YCR073W-A, 1448 bp, CDS: 501-1448 (SEQ ID NO 31) 

GTTTATGGCTGGAATGACTTGATAATCTCTTCACGAGCTTACTTGAGATGGTATGAGGAG 

CCAGAACTCTCCCGCCTTCAGCCGCTTTTTGTTGCTGTGTATTCAGTATATCCATCATCA 

TTTTCACCTACAAGGAACTACCTTTTATAGCCACCCTAAGTAAAACAACATTAGCTTAGC 

ATCCTCAATTCTTATCGTATGTTGTTGCTGCTATTTTTATCCTAT^ 

TTTTTTACATAAGGTACCAAGGCAAGAGAAAAGACCCGCGAAATTTTCAATTCGA 

AGGGTTAATACGAAATATGTTAAGGTCTAGTTTCCAAAAAATGAAGAAAATGTGATTAGA 

C ATCCTGGGGAAATTAGGTTTAAATAGGGCGGGCGCTACAGGGGTTTTC CTAACAAATTT 

CAATGATAATAGTGGCATCATCATCGTCATATCCAGTGTAGGTATGGACTAGAACAGAAA 

GCAATTTGCAGCAAGACAATATGACTACGACGGTACCCAAGATATTCGCGTTTCACGA^^ 

TTTCAGACGTGGCAGAGGCCGTAGCTGACC^TGTAGTCCACGCGCAAGACGGTGCATTGG 

CTCCAAAGAACGAGAGGAAACACTCTGTTCCCAACATCAGCATGAATGCACTGGATATGA 

CGAGAGAGGCCTCTTGCAAAAGCACAGCATCTGCCGCGGAAGGGAAAAGTGGTAGCAGTG 

GTAGTGGCAGTGGTAGCAGTAAGCCCAAAAAGGAGAAACGGTTCAAGATTGCTCTCTCCG 

GTGGGTCATTGATCGAAGTGCTACACGAAGGTCTGCTAAAACGAGACGATGTACGGTGGG 

GAGACTGGGACATTTACTTTGCAGACGAGAGACTTGTACCCTTC^ 

ATTATGGATGCGCCAAAAGGAAGATTTTGGACCTGATAGACACGGCGAAGTATGGAACTC 
CGAAGGTGTACCACATTGACGAGTCATTGATTGACGACCCGCAAGAATGCGTTGATAACT 
ATGAAAAGGTGCTAATCCGCGGGTTTGCCGGTAGAGATTCCGTCAAACTTCCGATGTTCG 
ACTTGTTCCTGCTTGGTTGTGCCCCCGATGGTCATATCGCATCACTCTTCCCTAACTTCC 
AGGACAATCTACGTGAGAAACTTGCATGGGTGGTGCCCGTGGAGAACGCTCCTAGTGGGC 
. CCTCGACCAGAATTTCGCTGACTATACCTGTAATCTGCCATTCTCACAGGGTTACTTTCG 
TTGTCGAAGGTGCAACCAAGGCGCCCATCATCAAGACCATTATGGAAAGGCCTGAAAAGG 
GCCTACCTAGCAGTATTGTCAACGAAGGTGCTGCTGGTCGTGTATCATGGTTTGTTGACG 
ACGATGCTCTTACGGACGTCCTCGTCACCAAAAAAAAGTATAAATTC 
CTATTTAA 

YCR073W-A, 315 aa (SEQ ID NO 32) 
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MTTTVPKI FAFHEFSDVAEAVADHVVHAQDGALAPKNERKHSVPNI SMNALDMTREASCK 
STASAAEGKSGSSGSGSGSSKPKKEKRFKIALSGGSLIEVLHEGLLKRDDVRWGDWDIYF 
ADERIjVPFSSNESNYGCAKRKILDLIDTAKYGTPKVYHIDESLIDDPQEC^ 
GFAGRDSVKL PMFDLFLLGCAPE)GHI ASLFPNFQDNLREKLAWWPVENAP SGP STRI S L 
TIPVICHSHRVTFVVEGATKAPIIKTIMERPEKGLPSSIVNEGAAGRVSWFVDDDALTDV 
LVTKKKYKFHQGLS I 

YDL010W, 1196 bp, CDS: 501-1196 (SEQ ID NO 33) 
TAGTAATCAGTTTCTTATGATGGATTTAATGGCGTAG 

GAGGATAATCTACTTGCAGCATGAATGAAAATAGTAAGCCAGTAAGGATGCACTGACAGA 

CTCAGCTACCGATTAGTGTTGTTGACTTTTCCGCAAGATCCTTTO 

TAGTCATCCCTCCACACAAGATTCGCTCTTAAGTAGTGGCGCAGGCTC 

CATAGTGCTTAATGTCGAAGGCTTTATAGATCCCAAATACTACGCCTTGAGAAATTGAAT 

GCACTAGCAGTTAGTTAACTTTCTGGAACGCGCATGACGCGTCCCGGGGCGCCTGAGGCG 

GAGCGTTCGCGAAATCGGGAAAACATTATACTGGGAAAGATCACTATCTATTCTCTAAAT 

GAACTTTTAAGCAAATTATCGTAAGATAGAAAAGACGAAACCTTAGCAACCTAGCGGTTT 

AATATAGAAACAATTTTATTATGATACCTTCCAA 

TTACAACGCTATTATTGTTGTTAGTGTTTTTC 

TAGAGATAAAAGAGGAAACTTCTAAAGCATTTAGTACTAATATGGACAATATGGCTGGAG 
GATCTTCCAGGGAATATGCTGCTATGCCGACTTCTACCACGAATAAGGGGAGCTCTGAAG 
TAGACGAAGAAATTAATGAAATAAAACAGAAGGTGGGACTCCAACAGCCCATAGCATCGG 
TTGATGATAGTTTGTCGGCCATTAAAAACGATAAAG 

ATGTTCAAAAAGAATACTCCCTCATACTAGACTTGTCTCCGATTATAATATTTAGTAAAA 
GCACCTGTTCATATAGCAAGGGCATGAAGGAACTGCTTGAAAATGAGTATCAGTTTATCC 
CAAACTACTATATTATAGAACTTGACAAACATGGACATGGGGAAGAGCTGCAAGAATATA 
TCAAGTTGGTGACCGGTAGAGGAACTGTTCCAAACCTTTTGGTTAATGGAGTATCAAGAG 
GAGGTAATGAAGAAATCAAGAAACTGCACACTCAAGGGAAACTTTTAGAATCATTACAAG 
TCTGGAGTGATGGTAAATTCTCGGTTGAGCAACGTGAAAAACCTTCCAATAATTGA 

YDL010W, 231 aa (SEQ ID NO 34) 

MIPSNKRNARILSITTLLLLLWFVAQNANFLTVEIKEETSKAFSTNMDNMAGGSSREYA 
AMPTSTTNKGSSEVDEEINEIKQKVGLQQPIASVDDSLSAIKNDKGSRITKAFNVQKEYS 
LILDLSPIIIFSKSTCSYSKGMKELLENEYQFIPNYYIIELDKHGHGEELQEYIKLVTGR 
GTVPNLLVNGVSRGGNEEIKKLHTQGKLLESLQVWSDGKFSVEQREKPSNN 

YDL036C, 1889 bp, CDS: 501-1889 (SEQ ID NO 35) 
TCAAATCCAGCTTCTTTTCAAGCAATATTGTCACAA 

AGGATAAGAATTTACGCTATTCAGATGCTAGTGCATCTGAAAATTATCTGGTCAAGCCCA 

CAATACCAGGTACGACTCCTGATCCAATAATTGAGGCGCAGAACGATAATGATAGTAGTG 

ATAGTAGCGGCATAGATTTGATAGCCTTCTTAAGAAATGGACCATTATAAAGTTTTTGTA 

TCGCGATGTTTGT^AAATGGAAAGTAAGGAACGTAATACAAATTGACAAGTAGCCGACATG 

AATGACGCTCACTTCTCTTATATATGTTAGGTAGTATATGCATTATAGAATTTATTCATT 

GAAGCAATGTGATTCCTCGATAAGTAAGCTTTTTTTCTGTCTGGCGGCGAACCAOT 

AACAAAAGACCGAGTTAAGAAAAAGTTCATAAAAAACTTTTGAAAATGGATGAGTGCTCG 

TATAATGGAATAGGAAACTTATGCAAAGAAATAATAGGTTAA 

CAGTAATAATGGCTCGACAACTTCAAAAGGAATGCATTATCTC 

GTAATGCAACCTCAAATGAGTTTGATGAACATTTGCAAAATGAGGTTGAAAGAGAGAGGG 
AAATTCAAAAGAAAAAAAAAATAAAGCGAACTCAATCAAAAAAATCGCCAGATTTGATTA 
AT/^TCTACTTTTCAATCACGAACGATAGGCAGCAAAAAAGAGAAACATAGACAACTAG 
ATCCAGAGTATGAAATTGTCATCGATGGCCCTCTAAGGAAAATCAAGCCCTACCATTTTA 
CGTACAGGACCTTTTGCAAAGAGCGTTGGAGAGATAAAAAATTGGTTGATGTCTTTATAT 
CTGAATTTCGAGATCGTGAATCTGAATATTATAAAAGAACAATCGAAAACGGGGACGTTC 
ATATAAACGATGAAACTGCGGACTTATCTACTGTAATTCGCAATGGTGACCTGATTACGC 
ATCA(^TACATAGACATGAACCTCCAGTCACTTCCAGGCCTATCAAAGTTATTTTTGAAG 
ATGATAACATAATGGTTATTGATAAACCGAGCGGTATACCTGTTCACCCAACTGGCCGAT 
ATCGGTTCAATACAATTACGAAAATGCTTCAAAATAATCTCGGATTTGTTGTGAACCCAT 
GTAATAGGTTAGATAGGCTTACAAGTGGATTAATGTTTTTGGCAA 

CCGATAATATCGGCGATCAACTAAAAGCTCGAGAAGTCACTAAGGAATACGTGGCCAAGG 
TAGTTGGAGAATTTCCAGAAACGGAAGTAATTGTTGAAAAACCTCTAAAACTGATCGAGC 
CAAGGCTTGCTCTTAATGCAGTTTGTCAAATGGACGAGAAAGGAGCCAAACATGCAAAAA 
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CTGTTTTTAACAGAATCAGCTACGACGGTAAAACGAGTATTGTAAAGTGCAAACCGCTTA 
CCGGGCGATCACATCAAATTAGAGTACATTTACAGTACTTAGGCCACCCAATTGCTAACG 
ATCCTAl^ATTCCAATGATGAAGTATGGGGTAACAATCTCGGAAAAGGCGGCCAGGCTG 
ACTTCGATATAGTTATTACTAAGCTAGACGAAATAGGGAAAAGAAAACCTGCTAAAAGTT 
GGTTCCATAGTAATGGCGGGTACGGTGAGGTATTAAGGCAAGAAAAATGTTCTATTTGTC 
AATCTGATTTGTATACTGATCCTGGCCCCAATGATCTTGATCTGTGGTTACATGCCTATC 
TATACGAATCAACTGAGACTGAAGAAGGAACCGAAAAGAAAAAGTGGTGCTACAAAACAG 
AGTATCCAGAATGGGCTCTGAGAAGATAG 

YDL036C, 462 aa (SEQ ID NO 36) 

MQRNNRLRNLFTVPVIMARQLKRNALSAGLAFAGNATSNEFDEHLQNEVERE 
IKRTQSKKSPDLINKSTFQSRTIGSKKEKHRQLDPEYEIVIIX5PLRKIKPYHFTYRTFCK 
ERWRDKKLVDVFI S EFRDRE SEYYKRTI ENGDVHINDETADLSTVI RNGDLITHQVHRHE 
PPWSRPIKVIFEDDNIMVIDKPSGIPVHPTGRYRFNTITK^^ 
TSGLMFLAKTPKGADNIGDQLKAREVTKEWAKWGEFPETEVIVEK^ 
VCQMDEKGAKHAKTVFNRI SYDGKTS I VKCKPLTGRSHQIRVHLQYLGHPIANDPIYSND 
EVWGNNLGKGGQADFDIVITKLDEIGKRKPAKSWFHSNGGYGEVLRQEKCSICESDLYTD 
PGPNDLDLWLHAYLYESTETEEGTEKKKWCYKTEYPEWALRR 

YDL083C, 1364 bp, exonl: 501-909, intronl: 910-1341, exon2: 

1342-1364 (SEQ ID NO 37) 

TATTCCGACTAGAAAAAAATTAAATTTTCTAACTA 

GGATGTAACAGGAAATGTATGGGTCACATATTAATAGCTTGTTTTACTCCA 

CTGATATTCAGAAAAAACACCCATACATGTTGAAAAATAATGCATTGTGAAAAAAAGTGG 

TTGAAAAATGTATGCGATCTAGGAAAAACTGAATTTTCCTTAGGTTGTC 

AGAAGGATGCTGTGGCCTTTGACCTGGGCGGAAATTCTCTCTGTTTCC 

GAAACAGAACTGGTAGCAGTTCGTTCCGGCCAGGCCGCGTGAGCCTATACCACCGAATAT 

TATCCTAGCGCAGAGAGTAACACTGGCAAAGTCAAAAGTAAATGCCATGTAAAATGTATA 

GGTTACGCAGTAGACTATTTAATATATACCTTTTTATTTAGCAGTGTTT 

GCAAGAGAATAAGCAACAAGATGTCTGCCGTCCCAAGTGTCCAAGTATGTTAAATAATTT 

AAACGATGTCACGAATTTGTGAGGGATATTGAAACC^TGCAGTGAGATAATTTCAATTTA 

AGAACCATATCACCTGAATAAGACG^TGGGGCAAGCACTAGATGCGAATCATAGTTTTA 

GAACAACGGATCACCATTTCACACGTTAAAGACCGAGTAGAAATAACCAATAAATTGTGT 

GGGAAAATATTATACTTAATTTCTCTGTGGAGTAAAGTAATGAGCGTCTTTTGCGGTCTT 

ATTTATTCATTCGCTCCCCTTGCAATGAATTTTGAACAGAATGCTC 

CAGGGTACCTCACTTGTTTCACCCTTTTACACAGTTCATAATATTTTTGA 

TTTCTGTTTTACTAACATGTGACACGAAATGTTTTTCATTTTTC 

TTGGTAAGAAGAAATCAGCTACCGCTGTTGCCCACGTCAAGGCCGGTAAGGGTTTGATTA 

AGGTCAACGGTTCTCCAATCACTTTGGTTGAACCAGAAATCCTAAGATTCAAGGTCTACG 

AACCATTATTGTTGGTTGGTTTGGACAAGTTCTCCAACATCGATATCAGAGT^ 

CTGGTGGTGGTCATGTTTCTCAAGTCTACGCCATCAGACAAGCTATTGCTAAGGGTTTAG 

TCGCTTACCACCAAAAGTACGTTGACGAACAATCCAAGAACGAATTGAAGAAGGCCTTCA 

CCTCTTACGACAGAACTTTGTTGATCGCTGATTCTAGAAGACCAGAACCAAAGAAATTCG 
GTGGTAAGGGTGCTCGTTCTAGATTCCAAAAATCTTACCGTTAA 

YDL083C, 143 aa (SEQ ID NO 38) 

MSAVPSVQTFGKKKSATAVAHVKAGKGLIKVNGSPITLVEPEILRFKVYEPLLLVGLDKF 
SNIDIRVRVTGGGHVSQVYAIRQAIAKGLVAYHQKYVDEQSKNELKKAFTSYDRTLLIAD 
SRRPEPKKFGGKGARSRFQKSYR 

YDL125C, 1088 bp, exonl: 501-597, intronl: 598-708, exon2 : 
709-1088 (SEQ ID NO 39) 

TTCAAAATACGAGTAAAGGAGATCCTAGGTGTGGATTAGTAAGGGGAGTGTGGCAACTTC 
CTTTTTCCGGTTAATTCTCCGCGCTTTCGTTA 

ACGCATGGAGGCTTCTACAAAACAGCGTGCCGTTTTGATGGCATGAGCAGGGGGCGCAAA 

ggaaacaccggtaaatcgcgcaagaccttgttggccacgtag 

cacttgtctacagaacttgaaaagtacaaaaggaggtcacataaaacagtaagcttgaga 

agctttaagatatggtgcgaatcgttacagaatattccttgcagaaataatggcgggtcc 

gttctcttctgaagaagttaccgk:cctactgaagcattgctgtacgatcgtgtaatgtc 

tgtgtgttcgactggaaagcggagaacattatgaagtaaaaggacaatcagcacgccttc 
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CAGACTTTTAAGAAACATTGATGGAGCCATTGATATCGGCACCGTACCTAACAACAAC^ 
AAATGTCTGCTCCTGCTACGCTTGATGCTGCCTGTATTTTTTG^ 

TGTCACATTACTAATAAAGAGCTTACACTCACACCAATGATGGCGATAGTCTCTATGTAG 

TACATATACATAAAGCAGAATACTAACAATCGATCCGCTATGCAACAGGCGAAATTCCAT 

CCTTCAAATTGATTGAAACAAAGTACTCGTATGCTTTCTTGGACAT 

AAGGTCATGCTTTAATCATTCCTAAGTACCATGGTGCGAAGTTGCATGACATCCCGGACG 

AATTCCTTACCGATGCTATGCCGATTGCCAAGAGACTGGCCAA 

CTTATAATGTGTTGCAGAATAATGGTAAAATTGCGCATCAAGAAGTCGACCACGTCCACT 
TCCATTTGATTCCTAAGAGAGATGAGAAAAGTGGTTTGATTGTAGGGTGGCCAG 
AAACGGACTTCGATAAGTTGGGCAAGCTACACAAGGAATTGCTTGCCAAACTAGAAGGCT 
CCGATTAG 

YDL125C, 158 aa (SEQ ID NO 40) 

MEPLISAPYLTTTKMSAPATLDAACIFCKIIKSEIPSFKLIETKYSYAFLDIQPTAEGHA 
LI I PKYHGAKLHDI PDEFLTDAMP I AKRLAKAMKLDTYNVLQNNGKI AHQEVDHVHFHLI 
PKRDEKSGLIVGWPAQETDFDKLGKLHKELLAKLEGSD 

YDL133C-A, 578 bp, CDS: 501-578 (SEQ ID NO 41) 

AAAGGTGGTTGGAGACTTTGTGTTGTAGCTTAGAATTTCTTCCACTATATGAAAGCCAAG 

ACCTCTTCTCCTCTTTCGACACTTCGTTTATTTCCACTTTCCCTTA 

TTCAGAATGCTTTCTTTATTTCACGACGGTTACCACACCCGTACACCCTTATCTCATTTC 

ACCAGTACCTTTCCTTATTAGATT(^TCTTATTTTATTTTAGGATTTTC 

CGACGCGTGTCGCACCATGGAAAAGGTGTCGCAGCTGCGATGCTATCCATTTACCCGTCA 

TCATTGCTGGCAGAAATCCCATCTTCCTCTGCTGGGGTGATTTATATATATGGAGAGOT 

ACGAATGTAATATTTCTGAATGTTAAATAATTGTTATCCGTCATTATTGTTTCAC 

TCTTTGAAATTTCGCTTGTTTTCTGTTTTCATCTTAT^ 

TCATATCGACTTAATTCCAAATGAGAGCTAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 
AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL133C-A, 25 aa (SEQ ID NO 42) 
MRAKWRKKRTRRLKRKRRKVRARSK 

YDL136W, 1268 bp, exonl: 501-503, intronl : 504-908, exon2: 
909-1268 (SEQ ID NO 43) 

CATGCGGACCTTGTGTGTTTTGTTTCTAGATTGTTTTATTTTTATGATTGTTC 

AAACCACTGTATAGTTGTATAAGATAGGATAATGATGGTGCACTGAAAATAAACTTACTA 

GCTCTTTAATATTGCAACGGCTTGTAACGGGCGCGATGATGACATTCAGAATTATACCA 

TACTATATGAAAAAATGAAAAGAGGCCCTGCTTTGAACCCGTACATTTTATTCTATAATA 

rTGCATCTGTGGTTTGCCTGACGGCAGCGAGTCCAACACAAAGTCTGGCATA^ 

ATTTTCCACCATGGATTCAGCACCCAAACATT^ 

TTTTACTGAAGATGAGGGTAAATAGAGGCCTGCAATCGTCATCATATGAGAAATGGATAT 

ATTGAAAATCTACTCACATCTCTTTTTTGGGGGTTTGGTAGTACAGTGAGAACACGATAA 

AGAACCAAATAGGACTAAAAATGGTATGTAGAGATGAATATACATGAAACGGACGTGATA 

TAATGTGCTATGGAAGAAAAAAGTCTCCTTTAATGTCTGCAGGATAAATAATCAAGTGGT 

CTGAAGAAAATTTACAGCTACAGTATTACTGCAAACCTTGCAGGCAAATATCAGAGAGAT 

CTCACCAGCTACAACTTGGTAACAGAAATTTATAAGTTTATGGCACTTGTTAAAATTGTT 

TGGAAGTTTTCGAAATTATAATATTGGTCTTCAGAAACCTGGAACCACATGTGAACTATT 

TTTTTTGGATAATGCATTGCACAGAGCGTATTAGTGTATACGAGAATCTAAAAATTTGAA 

ACTGGCTCATAAAAAC AGGAACTTTTAC TAAC AGTT ATGATTTTTTGTTC C CATTTTCTT 

ATCAATAGGCCGGCGTTAAAGCTTACGAACTAAGAACCAAATCCAAGGAACAATTAGCTT 

CTCAATTGGTTGACTTGAAAAAGGAGTTGGCTGAATTGAAGGTCCAAAAG 

CATCTTTGCCAAAGATCAAGACCGTCAGAAAGAGTATCGCCTGTGTCTTGACCGTCATCA 

ACGAACAACAAAGAGAAGCTGTTAGACAATTATACAAGGGTAAGAAGTACCAACCAAAGG 

ACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAGAGCTTTGACCAAATTCGAAGCTTCCC 

AAGTTACCGAAAAGCAAAGAAAGAAGCAAATCGCTTTCCCACAAAGAAAGTACGCTATCA 

AGGCTTAA 

YDL136W, 120 aa (SEQ ID NO. 44) 
MAGVKAYELRTKSKEQLASQLVDLKKELAELKV^ 

QQREAVRQL YKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQI AF PQ RKYAI KA 
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YDL167C, 2660 bp, CDS: 501-2660 (SEQ ID NO 45) 

TGGGTGTCGTCAAACAGGATGCCGTGGAATCATACGAACCGCACATTGTGGTAGAGCTAC 

AAAGCGATACGAAAGAAGATATGGTATCTAACGTATCCCGTATTGTTGCTTGGGAAAAGA 

TGTGGTTAGAACAACATCCAGATGGAGTCACAAATGAATATCAAGGGCCTCGTAGCGATG 

ACGAAGACGATGAAGACAGTGAGTAGGCGTTCCATAACTTTGTGTATCTACATATATACA 

TATATAATTGTAAATTAGTAACAGTAGTAATAGTAGTGCCTATTATAAAGGGTTT^ 

AAGTAATGTCATGTACTTGTTTAATGTGACTTT^ 

GATGCCCAGTGGAAAAGTTTAAAGTGAAAAATTTTTCAACACATACAA 

GGTTTTGATGCAAATAGCATTACTAAAGAAGAGCGC 

TGATTTTTGATACAGAAATTATGCACTATGTGGTACTAGAGCTGCAAGTTGCG 

CAGATACCCCCAAGGATCAATGTCGCATTGCGAATATAGCATTTCAAATTGTGAATGCTG 

AAACATTAGT ATGCC ATTATGGGAC CAATTCTTT AC CGAGC ATTG AAGTAAACGGGACGA 

CAAAGAGTTTGGAGAGTGCAATGGTGCAATTGGACAAGGATATTCATC 

ACGACGACTTTGTTCTTGTTTCCCTGTATTCAACA 

GTCAAGCGAGAGATGATGGGTTTATTCTTACTTCTTATCT 

ACTTATGGAAGGAATTCGATAGATGGTGTGTCAACCATCCGGAGATTTTGGGACAAAAGA 

AAGCAATCTCCAACAACAATTGTAATACTAAAAGTATTAGTATTAATGCAGCCAAAAATA 

CGAAGGATTTGGACGAAATAGTTAGAATATTGGAAGTTTCAATCCCAACTGAA 

G^TCTGTTCCAGAGATATACTCTCTTTTAAAAAGGACAACGGATATATTAATACAATTGC 

ACAAAAAGTGTACTTCCCCTGAAGATATGGAATCTGTCTTAACAAAACCATATGACTCAC 

ACACCGATATTAGAGCGTTTTTGCAAGAGAAATCTAAGATTTTGTACATGAACAATTTAC 

CGCCCGACACAACTC^AAGTGAGTTGGAATCATGGTTTACCCAATATGGTGTTAGAC 

TTGGGTTTTGGACTGTCAAAAACATCGTAGAAGATACGTCTAA^ 

GTCTAAATAACAGTCCCTATGTGGAAGATCAAGATAGTATCTCAGGATTTGTTGTCTTCC 
AAACACATGAAGAAGCAACTGAAGTACTAGCGTTGAATGGGAGATCAATCCTATCTAATC 
TGGCAAACACTAAGGAACCAAGGGTGGTGGAACATGTCCT^ 

CCGGAGTACTCGATAAGGOTCAAGAAATTTTATCGCCTTTCCCTCAAAGTAAAAACAAAC 
CAAGACCAGGTGACTGGAATTGCCCATCTTGTGGTTTTTCAAACTTTCAAAGACGTACTG 
CATGTTTTAGATGTTCTTTTCCGGCACCATCAAATAGTCAAATACATACTGCGAACTCAA 
ACAATAATGTTAACAGTAGTAGAAATAATTTAAACAATCGCGTGAACTCGGGATCTTCAA 
GCAATATTAGTAACACTGCAGCGAATCACCCCTATGGTGCCCCTGAGTTCAACATGATTG 
CTAACAACACGCCAGCAGCTTTAACATACAATAGAGCTCATTTTCCTGCAATTACGCCAT 
TGTCGCGACAAAATTCATTGAACATGGCACCATCGAACAGTGGGTCGCCGATAATTATAG 
CGGATCATTTTTCGGGAAATAATAATATAGCCCCAAATTATC 

ACAATAACAACAATAATATTAACAATATGACCAATAATAGATATAACATTAATAACAACA 

TCAACGGTAATGGGAATGGTAATGGGAACAACAGTAATAACAATAACAATCATAATAACA 

ATCATAATAACAATCATCATAATGGTAGTATCAATAGTAATAGTAATACCAATAATAATA 

ATAATAATAACAATGGTAACAATAGTAATAATTGTAATTCCAATATCGGTATGGGAGGAT 

GTGGCTCCAACATGCCATTTAGAGCAGGAGATTGGAAGTGTTCCACGTGCACGTATCATA 

ACTTTGCTAAAAACGTAGTGTGCTTACGCTGTGGTGGTCCAAAATCAATAAGCGGCGATC 

CAAGTGAAACCAATCATTACATAGATTCATCAACATTTGGACCAGCGTCGCGTACTCCCA 

GTAATAACAATATTTCTGTTAATACTAATGGTGGTAGCAATGCTGGTCGCACCGATGGGA 

ACGATAACAAAGGTCGTGATATTAGTTTGATGGAATTTATGTCACCACCGTTATCGATGG 

CAACAAAGTCAATGAAGGAGGGAGATGGGAATGGTAGCTCGTTTAACGAGTTCAAAAGTG 

ACAAAGCTAACGTTAATTTTTCCAATGTTGGTGATAATAGCGCTTTCGGTAATC 

ATAGTTCAATACGTTGGTAG 

YDL167C, 719 aa (SEQ ID NO 46) 

MHYWLELQVAHLPDTPKDQCRIANIAFQIVNAETLVCHYGTNSLPSIEVNGTTKSLESA 

MVQLDKDIHDVIGNDDFVLVSLYSTWHIRVTLPRQARDDGFILTSYLQHPKVFDLWKEFD 

RWCVNHPEI LGQKKAISNNNCNTKS I S INAAKNTKDLDEI VRI LEVS I PTEEAGSVPEI Y 

SLLKRTTDI LIQLHKKCTS PEDMES VLTKPYDSHTDIRAFLQEKSKI LYMNNLPPDTTQS 

ELE SWFTQYGWPVGFWTVKNIVEDTSNVNNNWSLNNSPYVED I SGFWFQTHEEAT 

EVLALNGRSILSNLAOTKQPRVVEHVLELQPSSTGVLDKAQEILSPFPQSKNKPRPGDVm 

CPSCGFSNFQRRTACFRCSFPAPSNSQIHTANSNNNVNSSRNNLNNRVNSGSSSNISNTA 

ANHPYGAPEFNMIANNTPAALTYNRAHFPAITPLSRQNSLNMAPSNSGSPIIIADHFSGN 

NNI APNYRYNNNINNNNNNINNMTNNRYNINNNINGNGNGNGNN SNNNNNHNNNHNNNHH 

NGSINSNSNTNNNNNNNNGNNSNNCNSNIGMGGCGSNl^FRAGDWK 

CLRCGGPKSI SGDASETNHYIDS STFGPASRTPSNNNISVNTNGGSNAGRTDGNDNKGRD 
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ISLMEFMSPPLSMATKSMKEGDGNGSSFNEFKSDKANVNFSNVGDNSAFGNGFNSSIRW 

YDL184C, 578 bp, CDS: 501-578 (SEQ ID NO 47} 
AACAAGAAAACCCTTCCGTTGATCTTAGATTTC 

TTGAACAAAGTCATCCTTCAAGAATCGAAATCTCAAGAGAAAAACAAAATTTAAT 
TTGTCCACTATCTCATGTAAATATACATAACAGGTATTCCTGAGCGTTCGAAAATTAGAC 
TGTACTTTTCTGATGCGCTCCCGTACACCTTTGACATATACAAACATC 
AGCTTTCTTTCTAGAATTTTTTCGACGCGCTCTCGAT^ 

ACCCCTAACTTTTTCCCAGGCAAGGCTGGCCTCATTACCCTACCCGAAAGTTTCACTTTA 

CCCCATGGCAGATGGACGATATTTTAACAAGACGAAACTGACCTCGTCTTCTATAAAACT 

GGACTTCTAAGCAACTCTCATTTATCTTATATCCGTTCCATTTTGT^ 

ACCACATCGATTCAATCGAAATGAGAGCCAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 

AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL184C, 25 aa (SEQ ID NO 48) 
MRAKWRKKRTRRLKRKRRKVRARSK 

YDL191W, 1354 bp, exonl : 501-503, intronl: 504-994, exon2 : 
995-1354 (SEQ ID NO 49) 

TATTGACGTTTCGCTCTCAGGTCCACCGTGTTCTCAAAAGATACTTTTAAAACCTAAAAC 
ACACGAAATCATATTATGATAATTCAGAATGATAGTGTGGTACTGTGTCAATTGACTGTT 
CAAGACTGAAGAGGATCTTTGATTTGTTGTTACTCAA 

CTCAATCTCGGGACTGTATTAATCTCAGACCCATACATATCTACACCCATAACTTTTTAC 

ATTTAATTTTTTATCACATAATAGGTAGCTTAAATTGTAAAGTCGCAAAAAAAAATGGCA 

GCGCAGCCTCTCCGGGTGAACCCCACGAGAACTTACCTQ 

GGGTTTGGGCAGGATTCCAGCATCAATTTTGCAAAATTCACACCTC 

GTAATATAATGTTAAGCATACGCTGTCGATTAGCACTAT^ATTGACCGTAGAATAGGTAC 

AGTGAGACAGTATATTCGAAATGGTATGTTTGAGATGAACAAAATAATAAAGACTGACAA 

CTGCAGAACAGAGAGGATCATAGCAACCTAGTGCAAGAAAGAGCCTCGAAGCGTTAAACT 

TTTGGAACGTAATTCATCCGTTGGCTATGTCTATTCAATACAGTTAGAATACGAAAGCTG 

TAATCAAGTATATCGGATTATTCGCAAGCAAAGAATCAAGGAAAAGAAAGTGAAAATAGC 

ATACATCTTTAAATTCAGAGGTTTTGCTGAATTTTAATAGGGAA 

TTGGCCGTAGATCGCCTAGCGTTTGACCAAATTTAATTCTCCTAATT^ 

AAAGCCTTCCAACGAAATAAATTAGTTATTGGTTTTTTTTCTC 

GATGCCTGTGCTTGTTAGTTCATTATAAGTGCTAATAAAATACTAACGTTAATAAAAATT 

TGGAATATTATTTCATTTTTTATCCTATTAATAGGCCGGTGTTAAAGCTTACG 

AACCAAATCCAAGGAACAATTGGCTTCTGAATTGGTTGACTTGAA 

ATTGAAGGTCCAAAAGTTGTCCAGACCATCTTTGCCAAAGATCAAGACCGTCAGAAAGAG 
TATCGCCTGTGTCTTGACCGTCATCAACGAACAACAAAGAGAAGCTGTTAGACAATTATA 
CAAGGGTAAGAAGTACCAACCAAAGGACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAG 
AGCTTTGACCAAATTCGAAGCTTCCCAAGTTACCGAAAAGCAAAGAAAGAAGCAAATCGC 
TTTC CC AC AAAGAAAGT ACGCT ATT AAGGCTT AA 

YDL191W, 120 aa (SEQ ID NO 50) 

MAGVKAYELRTKSKEQI^SQLVDLKKELAELKVQKLSRPSLPKIKTVIUCSIACVLTVINE 
QQREAWQLYKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQIAFPQRKYAIKA 

YDR103W, 3254 bp, CDS: 501-3254 (SEQ ID NO 51) 

ATCAAGTTTCCTTTAAAGGGATATATAACAGATTCTAAAACTGACAGAAATATTTCGAGT 

GAAGAAGAAGCGTTAAATATTGGATCTTTCCGCAGTTCTACTCTGATACATTTTTC 

AGGAGAGTCATTTAGAAGGCGTATTGCTCAATAGTAGAAAGCAGGCCTGTGCACATGAAT 

TAATTAAAAAATATAAAGGTAGTGATTAGACGACACATGTCCATAGGTAACCTGTCATAA 

TTTTGAACAATTTCCCTTCTTTTCTTTTTW 

AATTTACACATCATGTACTTTTCTGCATCAAAATATGAAAGGCGATAGTAGCTAAAGAAA 

ATACCGAGAATTTCCTCGAAAAGTTGACGACAAAAGAAAGGCATAAAAAAGTAATTTGAA 

AATATTTTAAAACTCTTTTAACCCATCTAGCATCCGCGCTAAAAAAGGAAGATACAGGAT 

ACAGCGGAAACAACTTTTAAATGATGGAAACTCCTACAGA 

ACAATTTTGGTAGCTCGACAGAATATAGTGGTACCTTGTCGAGAACTCCCAA 

TAGAGCTAGAGAAGCCCAGTACTCTATCCCCATTGTCAAGAGGAAAAAAATGGACGGAAA 

AGTTAGCCAGGTTCCAAAGAAGTAGTGCTAAAAAGAAAAGATTCTCACCTTCTCCTATTT 
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CCTCCTCTACATTTTCGTTCTCACCCAAATCTAGGGTCACTTCTTCAAACTC 

ATGAAGACGGTAACCTAATGAATACACCTTCTACGGTTTCCACTGATTATTTGC 

ACCCTCACAGAACATCGTCTTTGCCAAGACCTAATTC 

N GTAACCTATCCCGAGCAAATGAGCCCCCAAGGGCCGAAAATTTATCAGATAATATACCAC 
CCAAGGTCGCTCCATTTGGCTATCCAATACAAAGAACCTCT^ 

ATGCTTCTTGTACGTTATGTGACGAGCCTATTTCTAACAGAAGAAAGGGAGAGAAAATTA 

TAGAGCTTGCATGTGGCCACTTAAGTCACCAAGAATC 

CTTCAAAGGCAGACGTTCGTGCGCTATTTCCITTTTGTAC 

ACAAAGCCGTTCAATGCATTCCAGAAAATGATGAACTAAAGGATATTCTAATTTCTGACT 

TTTTGATTCATAAGATTCCTGATTCTGAGTTATCAATCAC^CCTCAGTC 

CTTATTCACCACTCTTGCCTCCTTTTGGGTTATCCTATACACCTGTTC 

TATATTCTCAAGCTCCAAGTCTAAACCCAAATCTCATATTGGCTGCACCCCCCAAGGAAA 

GAAACCAAATTCCACAAAAAAAATCAAACTATACATTTTTACATTCACCCCTGGGGCACA 

GAAGAATTCCGTCCGGAGCAAACTCTATCTTAGCAGACACCTCTGTAGCGTTGTCAGCTA 

ATGATTCTATTTCTGCTGTTTCCAATTCGGTAAGAGCAAAGGATGACGAAACCAA 

CGTTGCCGCTGTTAAGGTCATATTTTATTCAAA 

TGCAGGATTGGAGAATAGACGGGGACTATGGATTACTAAGGTTGGTAGACAAATTGATGA 

TTTCCAAAGATGGTCAGAGATATATACAATGCTGGTGTTTCTTATTTC 

TAATAGCAGAAGTGGATAACGATGTTGATGTTTTGGAAATTAGACTAAAGAATTTAGAAG 

TATTTACACCTATTGCCAACTTGAGAATGACTACACTCGAAGCTTCAGTACTCAAATGCA 

CCTTAAATAAACAACATTGCGCCGATTTATCAGATCTTTACATTGTTCAG 

CTGACGAAAGCACAACTGTACAGAAATGGATATCAGGTATATTGAATCAGX3ATTTTGTAT 

TCAATGAGGACAATATCACTTCGACCCTGCCTATTCTTCCCATTATAAAGAACTTTTCAA 

AAGATGTTGGTAATGGTAGGCACGAGACGAGTACCTTTCTAGGTTTAATCAATCCTAACA 

AAGTTGTTGAAGTTGGAAATGTGCACGATAATGATACTGTA^ 

CCTTAAATTCAGGAG/^TGTTCTAGGCAGAGTACTGTCGACAGTATACAATCTGTTCTAA 
CCACGATAAGCTCAATTCTTTCCCTTAAACGAGAAAAACCTGATAATTTGGCAATAATCT 
TACAGATCGATTTTACGAAATTGAAGGAAGAAGACAGTTTAATTGTTGTTTATAACAGTC 
TAAAAGCTTTAACCATTAAATTTGCGCGTTTGCAGTTTTGTTT 

ATGTTCTGGACTATGGATCGGTATTACACAAGATAGATTCACTAGATTCCATCTCAAATC 

TCAAATCAAAGAGTTCCTCGACACAATTTTCACCTATTTGGTTGAAAAATACTCTATATC 

CCGAAAATATTCATGAACATTTGGGTATTGTTGCTGTATCAAATAGTAATATGGAAG 

AAAAATCCATACTATTTCAAGATTACAGATGCTTTACAAGTTTTGGAAGAAGAAGGCCCA 

ATGAATTGAAGATTAAGGTGGGCTATTTGAACGTTGACTACAGTGATAAAATTGATGAAC 

TAGTCGAGGCCAGCTCCTGGACTTTTGTTTTAGAAACTCTTTGCTACAGTTO 

GTTTTGATGAACATGATGACGATGACGAAGAGGATAATGATGATTCGACCGATAATGAAC 
TTGATAATAGTTCAGGATCACTGTCGGATGCTGAATCT 

CTCCATTTGATAATGAAAATGCTACCGCAAATATGGTGAATGACAGAAACCTTCTCACTG 

AGGGTGAACATAGCAATATAGAAAACTTAGAAACTGTCGCTTCTTCAGTACAGCCAGCTC 

TGATTCCTAATATTAGATTTTCACTTCATTCTGAGGAGGAAGGTACTAATGAAAATGA 

ATGAAAATGATATGCCAGTATTATTACTTAGTGATATGGATAAAGGAATCGATGGCATAA 

CCAGACGCAGTTCATTCTCGAGTCTTATAGAGAGCGGTAATAACAACTGTCCCCTCCATA 

TGGATTATATATAG 

YDR103W, 917 aa (SEQ ID NO 52) 

MMETPTDNIVSPFHNFGSSTQYSGTLSRTPNQIIELEKPSTLSPLSRGKKWTEKLARFQR 
SSAKKKRFSPSPISSSTFSFSPKSRVTSSNSSGNEIXSlfl^^ 

LPRPNSNLFHASNSNLSRANEPPRAENLSDNIPPKVAPFGYPIQRTSIKKSFLNASCTLC 

DEP I SNRRKGEKI IELACGHLSHQECLI ISFGTTSKADVRALFPFCTKCKKDTNKAVQCI 

PENDELKDILISDFLIHKIPDSELSITPQSRFPPYSPLLPPFGLSYTPVERQTIYSQAPS 

LNPNLILAAPPKERNQIPQKKSNYTFLHSPLGHRRIPSGANSILADTSVALSANDSISAV 

SNSVRAKDDETKTTLPLLRSYFIQILLNNFQEELQDWRIDGDYGLLRLVDKLMISKDGQR 

YIQCWCFLFEDAFVIAEVDNDVDVLEIRLKNLEVFTPIANLRMTTLEASVLKCTLNKQHC 

ADLSDLYIVQNINSDESTTVQKWISGILNQDFVFNEDNITSTLPILPIIKNFSKDVGNGR 

HETSTFLGLINPNKVVEVGNVHDNDTVIIRRGFTLNSGECSRQSTVDSIQSVLTO 

S LKREKPDNLAI I LQ I DFTKLKEEDS L I WYNS LKALTIKF ARLQFCFVDRNNYVLDYGS 

VLHKIDSLDSISNLKSKSSSTQFSPIWLKNTLYPENIHEHLGIVAVSNSNME7VKKSILFQ 

DYRCFTSFGRRRPNELKIKVGYLNVDYSDKIDELVEASSWTFVLETLCYSFGLSFDEHDD 

DDEEDNDDSTDNELDNSSGSLSDAESTTTIHIDSPFDNENATANMVNDRNLLTEGEHSNI 

ENLETVAS SVQPALI PNI RF SLHSEEEGTNENENENDMPVLLLSDMDKG I DG ITRRS S FS 
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SLIESGNNNCPLHMDYI 

YDR238C, 3422 bp, CDS: 501-3422 (SEQ ID NO 53) 

ccgtgtcaagatctaacacggtagtcagctactacacaaggtctcagaacagaatgagaa 

gtggaacactggataatgattacgtgaacagacaaaagcttcctacacatatctctcttc 

aagattatcgtgatgctaatgctagaagtaatatatcgcgtcaggactctgtctccacaa 

cgaactctgatgtggtagacctcagctattctctggggcatggcttgcgtgtgg 

ctgattcagacccagaatgatatccttctctgtagttttgt^ 

ttatggaacagcattttagaaaagtattacccagcttatc 

ccgtgtactcgctacacgtagaaagaaatcagaaaacaacagctcgacaagtgaaatttg 

acgttcattaagactcagttaagattgccttgagaataaacaaaagtaatcacagot 

tattgaacaagagtggacctatgacttgactttcttc^ 

tcgatccttctccgagtatggagacttactcgagt^^ 

agggatctgatgaacaaaaaattgacacgatgaaatcaattttagto 

gaaatccaatgcctgaattgttgatgcacataataagatttgtcatgcc 

aggaattaaaaaagcttttgtacttctactgggaaattc 

gaaaattgagacatgaaatgattcttgtctgtaatgccato 

ctaatgaatatattagaggtaacacattaaggtttttaacgaaattgagagaggccgaac 

tcttagaacagatggttccctctgtcttag 

gtaagtatgcaatcctagcagttttctccat 

atgctaaagaaatcatcaattcgttcatagtagctgaaactgatccaatatgtaaaagaa 

atgcatttattgggttagctgaattagatcgtgaaaatc 

atattgctgatatagaaaacctagaccctttattacaagctgtctttgttcaatto 

g ac aag atgc aaac agg ac ccc tgctttg aaagc cc aat at atcg aatt attg atgg aac 

tgctttcgaccacgacttccgatgaagtcatcttcgagaccgcattagccctaactgtgt 

tgtctgccaatccaaatgtcttggttcctgcggttaacaaattgattgacttggc 

aggtttctgataataacattaagttaattgttctagaccgtattcaagacatcaatgcta 

ataacgtaggtgctttggaagagttaaccctggatattttgagagtcttgaatgcagaag 

atttagacgttcgttcaaaggcgcttgatatttcaatggacttggccacatccagaaatg 

ctgaagatgttgttcagcttttgaagaaagagctgcaaacaaccgt 

aagacaaggcaatgcagtacagacaattgttaataaaaactattcgtaccgtggctgtaa 

actttgtagaaatggcagcaagtgttgtttcgctattattagatttcatcggtgatttaa 

actcggttgccgccagtggtatcattgcctttatcaaagaagtgatcgaaaaatacccac 

aacttagagccaatatccttgaaaacatggttcaaacgctagacaaagtgagatctgcta 

aagcttaccgcggtgcattatggattatgggtgagtatgctgaaggagaaa^ 

aacattgttggaagcacattcgtaacagcgtaggtgaagttcctatccttc^tcaga^ 

tcaaaaagttaacacaaaaccaagaacacaccgaagaaaatgaggttgacgctaccgcca 

agccaactggtccagttattctaccagacggtacgtatgccactgaaagcgctttcgatg 

tgaagacttctcaaaagtcagttaccgatgaagaacgtgattctagacctccaattcgcc 

ggtttgttttaagtggtgatttctacacagctgc^ 

ttgttttaaaattcgaaaacgtttccaagaacaaaactgtcatcaatgctctaaaggcgg 

aagctttactaattttagttagtattgtaagagtgggtcaaagctctttg^ 

aaattgatgaagattctttagagagagttatgacatctatttctattttattggatgaag 

ttaatcctgaggaaaagaaggaagaagttaaacttctggaggttgcattcctggacacca 

ccaaatcctcattcaagagacaaattgaaattgcaaagaagaacaagcataagagagc^ 

taaaagacagttgcaaaaacatcgaaccaattgatacgccgatttctttcaggcaatttg 

ctggtgtggattctactaatgtgcaaaaagatagtattgaagaagattt 

tgaaaggagatgcaatccacgctactagcagctctagtatttcgaagctgaagaagatag 

tacctttatgtggcttttctgatccagttt 

TTGACGTCGTATTAGATGTTCTTCTTGTTAATCAAACGAAAGAAACATTGAAAAACCTAC 

ATGTGCAATTTGCAACTCTTGGTGATTTGAAGATTATTGACACACCACAG 

TGATTCCTCATGGCTTCCACAAATTCACTGTTACTGTCAAAGTTTCCTCTGCTGACACAG 

GTGTCATTTTCGGTAATATTATTTATGATGGTGCGCATGGTGAAGATGCTTO 

TTTTAAACGACGTTCATGTTGA(^TTATGGATTATATCAAACCAGCCACTGCTGACGATG 

AACATTTCCGTACCATGTGGAATGCATTTGAGTGGGAGAACAAAATATCGGTCAAATCAC 

AACTACCAACATTGCATGCTTATTTGAGAGAACTGGTCAAGGGAACTAATATGGG 

TAACACCATCAGAGTCGTTGGGAGAAGATGATTGTAGGTTCTTAAGTTGTAA 

CGAAGTCGTCCTTTGGTGAAGATGCCCTAGCCAACTTGTGTATCGAAAAGGATTCCAAAA 

CCAATGATGTCATAGGTTATGTTCGTATCCGATCAAAGGGACAAGGTTTG 

TAGGTGACAGAGTGGCATTGATTGCTAAGAAGACCAATAAACTTGCTCTCACTCATGTTT 
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GA 

YDR238C, 973 aa (SEQ ID NO 54) 

MTSLSSQPAYTLWDPSPSMETYSSTDFQKALEKGSDEQKIDTMKSILVTMLEGNPMPEL 
LMHIIRFVMPSKNKELKKLLYFYWEIVPKLAEIXSKLra 

NTLRF LTKLREAEL LEQMVPS VLACLEYRHAYVRKYAI LAVF S I FKVS EHLLPDAKE I IN 

SFI VAETDP ICKRNAFIGLAELDRENALHYLENNIADI ENLDPLLQAVFVQF I RQDANRT 

PALKAQYIELU4ELLSTTTSDEVIFETALALTVLSANPNVLVPAVNKLID 

KLI VLDRIQDINANNVGALEELTLDI LRVLNAEDI/DVRSKALDI SMDLATSRNAEDWQL 

LKKELQTTVNNPDQDKAMQ YRQLLI KT I RTVAVNFVEMAAS WSLLLDF IGDLNSVAASG 

IIAFI1CEVIEKYPQLRANILENMVQTLDKVRSAKAYRGALWIMGEYAEGESEIQHCWKHI 

RNS VGEVPI LQS EI KKLTQNQEHTEENEVDATAKPTGPVI LPDGTYATES AFDVKTSQKS 

VTDEERDSRPPIRRFVLSGDFYTAAIIANTIIKLVLKFENVSK^ 

SIVRVGQSSLVEKKIDEDSLERVMTSISILLDEVNPEEKKEEVKLLEVAFLDTTKSSFKR 

QIEIAKKNKHKRALKDSCKNIEPIDTPISFRQFAGVDSTNVQKDSIEEDLQLAMKGDAIH 

ATS SS SI SKLKKI VP LCGFSDPVYAEACITNNQFDWLDVLLVNQTKETLKNLHVQFATL 

GDLKI IDTPQKTNVI PHGFHKFTVTVKVSSADTGVIFGNI I YDGAHGEDARYVI LNDVHV 

DIMDYI KPATADDEHFRTMWNAFEWENKI SVKSQLPTLHAYLRELVKGTNMGI LTPSESL 

GEDDCRFLSG^YAKSSFGEDALANLCIEKDSKTNDVI^ 

IAKKTNKLALTHV 

YDR259C, 1652 bp, CDS: 501-1652 (SEQ ID NO 55) 
AAACTTTGTTCAAGATTATGCTTTC 

ACTGCATGTGGATAAAAGTTTTTCGAATCGTTTGCAGGCAAATG 
AATGATTTCTGATACTCTTTGATTCCATTCTGTCATACTTTTTTCTC 
AATTAAGTATTTCTTGGCCCTGCTTCTTTTCCTTTTGAT 
TTTAATTTCTGGAGAATCTCTTTTTTTGTT^ 

TAGTATCGAGAGTAGACTATCTTTGGAAAGCAATGCGAGTTGAGAGATTGTGGAGTGTAC 

TACAGAACCAATATTAAACACAATCTTTCCTCAAACTGTAACACCGAGTTTTTTTCCC 

CCAATCGTGAATCCGATAGCATATACTTTTGTCTAGAAATTTCAATAAACAACAGAATAA 

CGAAGAGTGCTAAGGGACAAATGCAAAACCCTCCGTTGATTCGTCCCGATATGTATAATC 

AGGGAAGCAGCTCAATGGCTACTTATAATGCCTCTGAGAAGAATCTAAATGAGCATCCTT 

CTCCGCAAATTGCACAGCCCAGCACGTCCCAAAAGTTACCTTATAGAATAAATCCTACAA 

CCACTAATGGGGACACCGAC^TATCTGTTAACAGCAATCCTATCCAGCCTCCTTTGCC^ 

ACTTGATGCATCTATCTGGTCCGTCTGACTATAGATCGATGCATCAAAGTCCTATACATC 

C ATCTTATATCATCC CTC CGC ATTCAAATGAAAGAAAAC AATCAGC TTCTTACAACAGAC 

CTCAAAATGCTCATGTTAGTATTCAACCTTCCGTGGTATTCCCCCCTAAAAGTTATTCCA 

TATCTTATGCACCTTATGAAATAAATCCCCCTTTACCAAATGGACTTCCGAACCAGA 

TATCTTTGAATAAGGAGTATATTGCAGAGGAGCAACTATCAACCCTCCCATCTCGCAATA 

CCAGTGTTACTACTGCACCTCCTTCTTTTCAA 

CTGATAATAATGATAATAATGATAATGTAACCAAACCTGTTCCTGATAAAGACACCCAAC 
TCATAAGTAGTTCAGGCAAAACTTTAAGAAATACTAGAAGAGCTGCTCAAAATAGAACCG 
CTCAAAAGGCATTTAGACAAAGGAAAGAAAAATACATCAAGAATCTCGAACAAAAATCAA 
AGATATTTGACGATTTACTAGCAGAAAATAATAACTTCAAATCATTAAACGATTCATTAA 
GAAATGACAACAACATTTTAATAGCTCAGCATGAAGCTATAAGGAATGCAATTACTATGT 
TAAGAAGTGAGTATGATGTCTTATGTAACGAAAACAACATGTTGAAGAATGAGAATAGTA 
TAATAAAAAATGAACACAACATGTCAAGAAATGAAAATGAAAACCTAAAACTTGAGAATA 
AACGCTTCCACGCTGAATATATACGAATGATCGAGGATATTGAAAATACTAAAAGAAAGG 
AACAAGAACAACGAGATGAAATAGAGCAACTAAAAAAAAAAATAAGATCCCTGGAGGAAA 
TAGTAGGGAGACACTCGGATAGTGCCACGTAA 

YDR259C, 383 aa (SEQ ID NO 56) 

MQNPPLIRPDMYNQGSSSMATYNASEKNLNEHPSPQIAQPSTSQKLPYRINPTTTNGDTD 

ISVNSNPIQPPLPNLMHLSGPSDYRSMHQSPIHPSYIIPPHSNERKQSASYNRPQNAHVS 

IQPSWFPPKSYSISYAPYQINPPLPNGLPNQSISLNKEYIAEEQLSTLPSRNTSVTTAP 

PS FQNSADTAKNS ADNNDNNDNVTKPVPDKDTQLI S S SGKTLRNTRRAAQNRTAQKAFRQ 

RKEKYIKNLEQKSKIFDDLLAENNNFKSLNDSLRNDNNILIAQHEAIRNAITMLRSE 

LCNENNMLKNENS I IKNEHNMSPNENENLKLENKRFHAEY I RMI ED I ENTKRKEQEQRDE 

IEQLKKKIRSLEEIVGRHSDSAT 
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YDR294C, 2270 bp, CDS: 501-2270 (SEQ ID NO 57) 

CCGACAGTACGACTTAAAAAACAAAAACAACGTCCAGGTGGAAAAAGCTGCCGCAAATGG 

TACACGGTTTAGATCAACAAGATCCAATACCCCTAATTACACATGAATGTGACGTTTC 

AAAAGAAGTAGCCTGTATAATATAGAGAGATTTTATATACTTTCTTAATGAATTAGACTG 

TTTCTACAAGTATTTGACACTGGAAAAAAAGAGAAAGTACATAGAGATTGGCCA 

TAAATCTACAGAGTTGCCTATCGTTTATCGCCTTAT^ 

CTCTGGTGCATTATTTCATGTTAGTTACCATATATACCGGCCGGCCGCATCGG 

TGATTGAAAAAATTGGTATATTTTCAGTACACATATAAATAAAACCCTCAATTTGCCTC 

CCAACCGTTATAACTATTCCAGATCCTCTTTACCGAGCAAGTAGGTCTAGCTTCTGTAAAG 

GGATTTTTCCATCTAATACAATGAGTGGAGTATOVAATAAAACAG 

GGTATGGC ATGCCAATTC ATTT AC TAAGGGAAG AAGGCGACTTTGCC C AGTTTATGATTC 

TAACCATCAACGAATTAAAAATAGCCATACATGGTTACCTCAGAAATACCCCATGGTACA 

ACATGTTGAAGGATTATTTGTTTGTGATCTTTTGTO 

ATCTGTTGAAAGTTTATGGGCCGGTGAGGTTAGCAGTGA 

GAAGATTGTTTCGTTGGTTATTGGACTCACCATTTTTC 

TCACAAAGGTCAAACAATCGATCGAAGACGAACTAATTAGATCGGACTCTCAGTTAATGA 
ATTTCCCACAGTTGCCATCCAATGGGATACCTC 
. AATTGAACGACTTGATACCACATACCCAATGGAAGGAAGGAAAGGTCTCTGGTGCCGTTT 
ACCACGGTGGTGATGATTTGATCCACTTACAAACAATCGCATACGAAAAATATTGCGTTG 
CC^TCAATTACATCCCGATGTCTTTCCTGCCGTACGTAAAATGGAATCC^ 
CTATGGTTTTAAGAATGTTTAATGCCCCTTCT 

GTGGTACAGAATCCTTGCTTTTAGCATGTCTGAGCGCTAAAATGTATGCCCTTCATCATC 

GTGGAATCACCGAACCAGAAATAATTGCTCCCGTAACTGCACATGCTGGGTTTGACAAAG 

CTGCTTATTACTTTGGCATGAAGCTACGCCACGTGGAGCTAGATCCAACGACATATCAAG 

TGGACCTGGGAAAAGTGAAAAAATTCATCAATAAGAACACAATTTTACTGGTC 

CTCCAAACTTTCCTCATGGTATTGCCGATGATATTGAAGGATTGGGTAAAATAGCACAAA 

AATATAAACTTCCTTTACACGTCGACAGTTGTCTAGGTTCCTTTATTG 

AAAAGGCTGGTTACAAAAATCTGCCATTACTTGACTTTAGAGTCCCGGGAGTCACCTCAA 

TATCATGTGAGACTCATAAATATGGATTTGCACCAAAAGGCTCGTCAGTTATAATGTATA 

GAAACAGCGACTTACGAATGCATCAGTATTACGTAAATCCTGKZTTGGACTGGCGGGTTAT 

ATGGCTCTCCTACATTAGCAGGGTCCAGGCCTGGTGCTATTGTCGTAGGTTGTTGGGCCA 

CTATGGTCAACATGGGTGAAAATGGGTACATTGAGTCGTGCCAAGAAATAGTCGGTGCAG 

CAATGAAGTTTAAAAAATACATCCAGGAAAACATTCCAGACCTGAATATAATGGGCAACC 

CTAGATATTCAGTCATTTCATTTTCTTCAAAGACCTTGAACATAC 

GGTTGTCCAAGAAAGGCTGGCATTTCAATGCCCTACAAAAGCCGGTTGCACTACACATGG 

CCTTCACGAGATTGAGCGCTCATGTTGTGGATGAGATCTGCGACATTTTACGTACTACCG 

TGCAAGAGTTGAAGAGCGAATCAAATTCTAAACCATCCCCAGACGGAACTAGCGCTCTAT 

ATGGTGTCGCCGGGAGCGTTAAAACTGCTOGCGTTGCAGACAAATTGATT 

TAGACGCATTATACAAGTTGGGTCCAGGAGAGGATACCGCCACCAAGTAG 

YDR294C, 589 aa (SEQ ID NO 58) 

MSGVSNKTVS INGWYGMPIHLLREEGDFAQFMI LTINELKI AIHGYLRNTPWYNMLKDYL 
FVIFCYIOjISNFFYLLKVYGPVRI^VRTYEHSSRRLFR 

IEDELIRSDSQLMNFPQLPSNGIPQDDVIEELNKLNDLIPHTQWKEGKVSGAVYHGGDDL 
IHLQTIAYEKYCVANQLHPDVFPAVRKMESEWSMVLRMFNAPSDTGCGTTTSGGTESLL 
LACLSAKMYALHHRGITEPEIIAPVTAHAGFDKAAYYFGMKLRHVELDPTTYQVDL^ 
KFINKNTILLVGSAPNFPHGIADDIEGLGKIAQKYKLPLHVDSCLGSFIVSFMEKAGYKN 
LPLLDFRVPGVTS I SCDTHKYGFAPKGS SVIMYRNSDLRMHQYYVNPAWTGGLYGS PTLA 
GSRPGAIWGC^ATMVNMGENGYIESCQEIVGAAMKFKKYIQENIPDLNIMGNPRYSVIS 
FSSKTLNIHELSDRLSKKGWHFNALQKPVALHMAFTRLSAHVVDEICDILRTTVQELKSE 
SNSKPS PDGTS ALYGVAGSVKTAGVADKL IVGFLDALYKLGPGEDTATK 

YDR430C, 3470 bp, CDS: 501-3470 (SEQ ID NO 59) 

ACGTCATTTTGTTCTTGTGGAGCTGGTGGTTCTTGTGGAGCAGA 

TCCTGTGGAACTTGTGGTTCTTGTGGAGCATCTGGAGCCTGTGGTGGTTCT^ 

TCTTCGACTGGGGCATCGACAACAGATTCTGGTAGTTGCTCTAC^^ 

TCAGACATTATCCTTATGGTTTTAGCGTAAT 

TATATTTAGAAGAGAGGAAATTATTTTTCTCATGTCCTTTTTAAATCCCTTT 

AAAAAAAAGAATGTAAAAAATTTTGCCCTTCGTTTACAGTGATAAATATACGGAGGGGCT 

OTATGATAAAGGTAGTAGTAAATCATTGAATTGTTGAACAAGCATTGAC^GATATGAT^ 
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CAAGCAATTGTAATCAATAAGCCACCAATTAGAAGGCTACTCAAAAGAATAAAGTTACTA 
TAAAATATACTGCGGTATATATGTTGCGGTTTCAGCG 

CACAGGCCGTTAGAAAATATCCAGTTGGAGGTATATTCCATGGTTATGAAGTGAGAAG^ 
TTCTACCGGTTCCGGAGCTGAGACTCACTGCGGTAGATTTGGTGCACTCCCAGACAGGAG 
CCGAGCATTTGCATATTGATAGAGACGACAAGAATAATGTC 

CCAACCCTCCAGATTCCACTGGGGTCCCTCATATTCTAGAGCATACAACGTTGTGTGGGT 

CTGTTAAATATCCAGTTAGGGACCCTTTTTTCAAAATGCTAAATAAATC 

TCATGAACGCTATGACAGGTCCAGATTATACATTTTTTCCCTTTTC 

AAGATTTCGCTAATTTAAGAGGTGTTTATTTAGACTCCACCTTGAATC 

AAGAAGATTTTGATCAGGAGGGTTGGAGGTTGGAGCATAAAAACATCACAGACCCGGAGA 

GTAACATTGTTTTCAAAGGTGTTGTCTATAACGAAATGAAAGGTCAAATATCAAATGCCA 

ATTACTATTTCTGGAGTAAATTTCAACAGTCTATTTATCCTTCCCTGAATAACTC 

GAGATCCTATGAAAATTACAGACTTGAGATACGGCGATCTCT^ 

ATTACCATCCCTCCAATGCAAAAACTTTCACGTACGGTAACTTGCCATTGGTC 

TAAAGCAATTAAATGAGCAGTTCAGTGGTTACGGGAAGAGAGCTCGAAAGGATAAGTTGT 

TAATGCCTATTGATTTAAAAAAAGACATAGATGTCAAGTTACTGGGTCAAATAGATACTA 

TGCTTCCACCGGAGAAGCAGACAAAAGCCTCAATCACGTGGATTTGTGG 

ACACATATGATACCTTTTTGTTAAAAGTACTGGGGAA 

CTGTAATGTATCAAAAATTAATAGAATCAGGAATTGGTTTGGAGTTCTC 

GTGTTGAACCAACTACAGCAGTAAATTTGCTAACTGTTG 

TTGAAATATTTAAAGACACTGTAAATAATAT^ 

CTTTTGACCGCAAGCGTATCGATGCCATAATTGAACAATTGGAATTATCTAAGAAGGATC 

AAAAGGCTGACTTTGGACTTCAATTACTCTATTCTATACTACCTGGTTGGACA 

TCGATCCTTTTGAGAGCTTGTTGTTTGAGGACGTTTTGCAAAGA 

AAACGAAAGGTGATACTTTATTCCAAGATTTAATCCGTAAATATATCGTTCATAAACCTO 

GTTTC ACGTTTTC CATTCAGGGATCTGAAG AGTTC TCTAAATCTTTGGATGATGAAGAAC 

AAACAAGACTGAGAGAAAAAATTACTGCCTTGGATGAACAAGACAAGAAAAACATCTTTA 

AACGTGGTATACTGTTACAGGAGAAACAAAATGAAAAAGAAGATTTATCCTGTTTACCTA 

CCTTACAAATAAAAGACATCCCAAGAGCTGGTGATAAATATTCAATCGAACAGAAGAATA 

ATACAATGTCTAGGATTACTGATACCAATGGTATCACATATGTCAGAGGTAAACGTTTAC 

TAAATGAC^T AATACCCTTTGAACTCTTCC C ATACTTACC TTTATTTC GTTAA 

CTAACCTAGGGACAACAACAGAATCCTTCAGTGAAATAGAAGATCAGATAAAATTACATA 

CGGGTGGTATATCAACACATGTAGAGGTTACATCTGACCCTAACACCACAGAGCCTCGCC 

TGATTTTCGGGTTTGACGGATGGTCTTTAAATTCGAAGACCGACCACA 

GGTCTAAGATCTTACTAGAAACTGATTTCGATAAAAACAGCGATAAATTGAAAGTTCTTA 

TCCGCTTATTAGCATCTTCAAACACATCTTCTGTAGCAGATGCCGGTCATGCATTTGCAA 

GGGGCTATTCTGCCGCACATTATAGATCAAGTGGAGCTATAAATGAGACCCTCAATGGTA 

TTGAGCAACTACAATTTATAAATAGATTGCACAGCTTGTTAGACAATGAAGAAACTTO 

AAAGAGAAGTTGTCGACAAGCTAACTGAATTGCAAAAGTACATTGTTGATACCAATAACA 

TGAATTTTTTTATCACCTCAGACTCTGATGTTCAAGCGAAAACAGTAGAAAGCCA 

CAAAATTCATGGAGAGATTACCTCATGGCAGCTGCTTGCCCAATGGACCAAAGACTTCAG 

ATTATCCTCTTATTGGATCCAAATGTAAACATACT1TCATAAAATTTCCTTTCCAGGTCC 

ATTACACATCCCAAGCTTTATTGGGTGTGCCGTATACACATAAGGATGGCTCTGCACTTC 

AAGTTATGTCAAATATGCTAACATTCAAACATTTGCACAGAGAAGTCAGAGAAAAGGGTG 

GTGCTTATGGTGGTGGTGCTTCTTA^ 

ATAGGGATCCTCAGCCTTTGAAGAGTTTAGAAACCTTCAAGAATAGCGGGCGTTATATAC 

TGAACGATGCCAAGTGGGGCGTCACAGACCTTGATGAAGCTAAATTGACAATATTTC 

AAGTAGACGCACCTAAAAGTCCCAAAGGAGAAGGCGTGACGTATTTCATGAGCGGTGTTA 

CAGACGATATGAAACAAGCAAGAAGGGAACAACTCTTAGACGTATCTCTCCTGGACGTTC 

ATAGAGTCGCCGAAAAATATCTACTAAACAAAGAAGGGGTGAGTACGGTCATTGGACCTG 

GAATCGAGGGGAAGACTGTTTCACCAAATTGGGAGGTGAAGGAACTGTAG 

» 

YDR430C, 989 aa (SEQ ID NO 60) 

MLRFQRFAS S YAQAQAVRKYPVGGI FHGYEVRRI L PVPELRLTAVDLVH SQTGAEHLHID 
RDDKNNWSIAFKTNPPDSTGVPHILEHTTLCGSVKYPVRDPFFKMIJ^ 
PDYTFFPFSTTOPQDFANLRGVYLDSTLNPLLKQEDFDQEGWRLEHKNITDPESNIVFKG 
WyTCEMKGQISNANYYFWSKFQQSIYPSLNNSG^ 

KTFTYGNLPLVOTLKQLNEQFSGYGKRARKDKLLMPIDLKKDIDVKLLG^ 

TKASMTWICGAPQDTYDTFLLKVIXjNLLMDGHSSVMYQKLIESGIGL 

VNLLTVGIQGVSDIEIFKMVNNIFQNLLETEHPFDRKRIDAIIEQLELSKKDQKADFGL 
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QLLYSILPGWTNKIDPFESLLFEDVLQRFRGDLETKGDTLFQDLIRKYIVHKPCFTFSIQ 

GSEEFSKSLDDEEQTRLREKITALDEQDKKNIFKRGILLQEKQNEKEDLSCLPTLQIKDI 

PRAGDKYSIEQKNNTMSRITDTNGITYVRGKRLLNDIIPFELFPYLPLFAESL^ 

ESFSEIEDQIKLHTGGISTHVEVTSDPNTTEPRLIFGFIX^SI^SKTDHIFEFWSKILLE 

TDFHKNSDKLKVLI RLLAS SNTS SVADAGHAFARGYSAAHYRSSGAINETLNGI EQLQFI 

NRLHSLLDNEETFQREVVDKLTELQKYIVOTNNMNFFITSDSDV^ 

PHGSCLPNGPKTSDYPLIGSKCKHTLIKFPFQVHYTSQALLGVPYTHKDGSALQVMSNML 

TFKHLHREVREKGGAYGGGASYSALAGIFSFYSYRDPQPLKSLETFKNSGRYILNDAKWG 

VTDLDEAKLTIFQQVDAPKSPKGEGVTYFMSGVTDDMKQARREQLLDVSLLDVHRVAEKY 

LLNKEGVSTVIGPGIEGKTVSPNWEVKEL 

YDR438W, 1613 bp, CDS: 501-1613 (SEQ ID NO 61) 

CTTTTCTCAGCACCTGTCCAGAGACATAACATCACAATCACATCGCCCCAGTAAATGCA 

TACGCAAGATAAGATACAAACTGGCTACGGGAACACTACGCCAACGTGATTGGCAATTGT 

GCTCTAATAGTTACTCTATTATTGCTGTTAATTGACAATGTTTAGTCA 

TTCAAGTCACGTGGAAAGGCCTTCACATGGTGATCCATCTTCTACATCT^ 

GCATAAAGTCATAATATGGGGCTACTGGAATGTATGCACTTAACAGTACTATTATATGGT 

GAGGCTGTAATGCTTACCGTTTTGTGGCTATTCTCGTATTCTGTAGGCCCC 

ATTTTTCGGTAACTGCGGCATATAGATGAAAGTTGAAATGAATATTCAAAAGAA 

TAATAATGCAGGAGATCAAGGAAGAATTAGATATGTATAAGAGTGATGGTAGAGGCAAAA 

AATAAAAAGTAAGCAGGAGAATGAATCGTGTTGGTATAGACGTAGATCATATGATAGGGG 

TCCTGCTTCTGGCCGTAGTGGTGGTGTTTTGGGTTGGCGCTTCGTGTTTGACTAATGAAT 

TGCTCGAGACAAACGCGTACAATAAACCTTTCTTCCTTACTTATCTAAACATATCATCGT 

TTGCTCTTTATTTGACGCCAGATCTATGGAGGATAATCCAATCAAGAAGGAAGAGC 

AGGAACGGACAGAACGAACATTACCTATTCACACACAAGAATCTTTTTCAGAGTTCCTAC 

CTTTACTATCTTCAACTCCTTCTACTTC 

TGAAGGATACAATGAGGTTGAGTCTGCTATTTTGCGTCTTGTGGTTCGTGGCAAAT 

CGGCTAACGCTGCTTTGTCGTATACCACAGTGGCTTCGTCAACAATTCTTTC 

CCTCATTTTTTACCTTATTTCTTGCCACTAGTCTAGGAATAGAAACTTTTTC 

AACTGCTGGGGTTATTTGTGTCTTTGTTTGGAATTATCTTAATTGTC 

AGCAACAGGATTCTGTGAGTGCTTCCTCCTTTTTGGTAGGTAACACTTT^ 

GGTCATTGGGTTACAGTGTCTATACAACCCTTTTGAAATACGAAATATCATCCAAAGGTC 

TCAGACTAGACATTCAGATGTTTCTTGGTT^^ 

GGCCAATTTTAATAATCCTGGATATAACACATATGGAAACTTTTGAACTACCAAGTAACT 

TCCACATTTCTTTTCTTGTCATGTTAAATTGTATCATTATCTTTGTTAGTG 

GGTGTAAAGCCCTCATTTTGACATCACCCTTGGTGGTTACCGTTGCCTTAACTTTTACTA 

TCCCGTTAGCCATGTTCGCTGATTTTGTATGGCGAG 

TCATTGGTGTTATTTTCATTTTTGTTT 

CTGTTGAAAAGGACTGTGCTGCGGTTGAAAAAGGACCTATCTTGGATGCCTAA 
YDR438W, 370 aa (SEQ ID NO 62) 

MNRVGIDVDHMIGVLLLAVVVVFWVGASCLTNELLETNAYNKPFFLTYLNISSFALYLTP 
DLWRIIQSRRKSLQERTERTLPIHTQESFSEFLPLLSSTPSTSSNLSSIADTKVKDTMRL 
SLLFCVLWFVANIAANAALSYTTVASSTILSSTSSFFTLFLATSLGIETFSTKKLLGLFV 
SLFGIILIVMQSSKQQDSVSASSFLVGNTLALLGSLGYSVYTTLLKYEISSKGLRLDIQM 
FLG YVGI FTFLLFWP IL 1 1 LDITHMETFELPSNFH I SFLVMLNC 1 1 1 FVSDYFWCKALIL 
TSPLVVTVALTFTIPLAMFADFVWREAFFTPWYIIGVIFIFVSFFLVNHRGESAVEKDCA 
AVEKGPILDA 

YDR450W, 1376 bp, exonl : 501-547, intronl : 548-982, exon2 : 
983-1376 (SEQ ID NO 63) 

cggcccatgagcataaattgagaacgatattattaattctagtatattttaggaacagca 

ggccattatatccaaaacttttttaaaatagcatccacatcacttactggcgtacagtto 

cgtgtctggcaacaaaaaagtacatttaatttcaatgattaaaaagacattaaa 

tacattacgk:acccatgcatgctatctgaaaatattctacatgctgctttt 

aagcggcatatggtgtttccttgcggagacgcgcgctcaggggaactgcgattccgaaag 

atgcctttcccagtcccatatgcccatcccaagatcatgcccgggagagcaaatgtcgcc 

ccagccaggtcggacacatctgtcattcgaccactaagtattgtcaaagctagggttaat 

tgaagatagctctacatgttattagtagagtttttaaacgttgagatactagtgaacgta 

tacacaagagcggataaaagatgtctttagttgtccaagaacaaggttccttccaacaca 
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TTTTACGGTATGTTTATTATTACTAGTGAGCTATGACAAAATCGGCTAAAAACTTAAAAA 
TATGACAGACAAGAAAGGAAATTGATTCACCTCTTTAATC 

ACGTGATTAAATATAATAATGATGTTCCCGGGCTGGACTAAGAACGTAATAATAAGGCTG 

ATGAACAAATTTATGGTTTATGCATCAAAAAGGAACATGAATTTGGCATAAGCG 

ATTACGGAACATTGCAATAGCGGTCGGAGGTAAAGTACCGGGAATGCTTTACAATGAATC 

AGCTATTGGCGGATATTGACCAACCAACACTAAAATTTTATATCCTGCTCCG 

CTTGGCCGTGAAATCCATTATGCACATTTTTTACTAACGTTTATCAATAAGTTC 

CCGTCTAAATTTTTTTACGCAGTTTGTTGAACACTAACGTTGACGGTA^ 

TTTACGCTTTGACCACTATCAAGGGTGTTGGTCGTCGTTACTCCAACTO 

AGGCTGATGTTGATTTACACAAGAGAGCTGGTGAATTGACCCAAGAAG^ 

TTGTTCAAATTATGCAAAACCCAACTCACTACAAAATCCCAGCTTGGTTCTTC 

AAAATGACATCACTGATGGTAAGGACTACCACACTTTGGCTAACAACGTCGAATCCAAAT 

TGAGAGATGACTTGGAAAGATTAAAGAAAATCAGAGCTCATCGTGGTATCAGACACTTCT 

GGGGTTTGCGTGTTAGAGGTCAACACACCAAGACCACTGGTAGAAGAAGAGCTTAA 

YDR450W, 146 aa (SEQ ID NO 64) 

MSLWQEQGS FQHI LRLLNTNVDGNI KI VYALTTIKGVGRRYSNLVCKKADVDLHKRAGE 
LTQEELERIVQ IMQNPTHYKI PAWFLNRQNDITDGKD YHTLANNVE S KLRDDLERLKKIR 
AHRGI RHFWGL RVRGQHTKTTGRRRA 

YDR486C, 1289 bp, CDS: 501-1289 (SEQ ID NO 65) 

ACTGCATACACAATAACTGTAGATGTAGCCCAAGGCACTACCACAGGTATTTCTGCTCAC 

GACAGGTCGATGACTTGTAGGGCTCTTGCAGACTCTTCCTCTAC 

AAACCAGGGCACATCTGTCCCTTGAGAGCCGCTGATGGCGGTGTTTTGCAGAGAAGAGGC 

CACACTGAGGCCGGTGTCGATTTGTGTAAACTAAGTGGACTAAGTCCCGTCGCTGTTATT 

GGCX5AATTGGTTAACGATGACGAACAAGGAACTATGATGAGATTAAATGACTGCCAA 

TTTGGT AAG AAACATGGC ATTCCTTTGATC TCC ATCG AAGAATTGGC C C AAT ATTTGAAG 

AAATAATCTGGTGAACATTTTCTCCATTCATTCTATCACAACAGACTCACACATATATAC 

ATGTATATA1TTGTAACTTTGTATATATCTTTTGTTTTTTC 

TTTTTCAGCCATACAAAAATATGGGATTTTTAGCAAGAGAAAAAGTACATCTAAAAAAAG 
TAGTAATAGGAGGAAGCCAAGATTGGTTGAAACACAGTTATAAACTCTTCAAGGCAATTA 
TGAACAGGATTTTCGGATATGGGAACAAAAAGAGCCATGATCAGCTCTTACAAGAGTCGA 
ATCAGTCCATGAATCAGGCCCAACAATCACTATCGAACAGAATATCCCAGTTAGATACTC 
AAATCGCCCAGTTAAACTTCCAGCTGCAAAATATTC 

ACAAGCAACCCTCGTTAAGAAAACAGGCTTTGAAGATTTTAAATAAACGTAAACAGTTAG 
AAAATATGAAGGATTCTTTAGATTCTCAATCCTGGTCCATGACGCAAGCCCAGTTAACAA 
ATGATAACTTACAGAACACAATGATCACTATAAACGCACTAAAGCAAACAAACAATGCCA 
TGAAGGCTCAATACGGCAAGATAAATATCGACAAACTACAGGACATGCAGGATGAGATGC 
TGGATTTAATAGAACAAGGGGATGAGCTGCAAGAAGTCTTGGCAATGAATAATAACAGTG 
GCGAGCTCGACGACATTAGTGATGCAGAGCTGGATGCAGAGCTGGATGCTCTGGCACAAG 
AGGATTTCACTTTGCCAACCAGCGAAAACTCATTAGGTAACGATATGCCCAGTTACTTAC 
TAGGTGCGAATGCGCCACCGGCTTTTATTGATGAAGAGCCAAACTTAGATACTGAAGACA 
AAAATAAAGCTTTAGAAAGCGCTCAGTGA 

YDR486C, 262 aa (SEQ ID NO 66) 

MGFLAREKVHLKKWIGGSQDWLKHSYKLFKAIMNRIFGYGNKKSHDQLLQESNQSMNQA 
QQSLSNRISQLDTQIAQLNFQLQNIQKNLQRSNNKQPSLRKQALKILNKRKQLENMKDSL 
DSQSWSMTQAQLTNDNLQNTMITINALKQTNNAMKAQYGKINIDKLQDMQDEMLDLIEQG 
DELQEVLAMNNNSGELDDISDAELDAELDALAQEDFTLPTSENSLGNDMPSYLLGANAPP 
AFIDEEPNLDTEDKNKALESAQ 

YDR471W, 1295 bp, exonl : 501-531, intronl : 532-915, exon2 : 
916-1295 (SEQ ID NO 67) 

GGCAAATCAATTAAAATTCCTTTTCTCTCTACCTTTGCTAATATTAAAAACCATAGTTGT 
AAAGGGTACTTAATGCTATATTCCTGTTAAGTTTC 

CTTACCAATTTGAAGACTATGTTTTTAAACACCCAATCATTOTCCACCCACACATATATO 
ACCCTTTTTTTGGGTGAAGAGAAGTAGTATTTTG^ 

AAAACTAATCCGAGCAGTAGTGCTGTCTAGGCGGAGATTATTGAAAGTCGGCATTGGCTG 

CAGCTAGCGTTTTGTTTTTGGTACTACCTGTCAAACCCGGCGTCTGCCTAGATTG 

AGGGTACGTTGAAACTTTTGCCTTTCCACGTCAGTTTATAATATCAAAA 
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CACATTTAATGGTTTGCCCTTAGTGACTATTAGGGCGTTTTGGTGA 

TCAAAGAAATCAATATAACCATGGCTAAATTTTTGAAAGCAGGTAAAGTTGGTA 

TTTAACAGAGCAAACGCTCTAATTAAGATATCGAATAAAAGGGGACTTTCAGGTGCATAA 

GATGGGAAATTGTACAATCTGAGGGACAAACAATATGGAAAGCAGTACATGATTGTATTG 

TCATTGTAGGAGGTACCAATTGTGCCAGTAAAAAAGAGAGGGCCCGGGGAGCACCACATT 

CACGACCAATCGTGTCGATCTGCAAAAAAGGCACATGGAAAATGTAATTTATCAGTGTTC 
AACACTGAGTTGAACAGATAGCTATCTAATCAATGTTAACTTTCCAGGGAACAAAAAGCT 
AAATCCACTTCTCTTTTATTTCAAAATATCATTAGAAATAGAAA 

TTCGTATTATCGTAGCTGTCGTTGTTCGTGGTCGTTACGCTGGTAAGAAGGTTGTGATCG 

TTAAGCCACACGATGAGGGTTCTAAATCTCATCCATTCGGTCACGCTTTGG 

TTGAAAGGTACCCATCAAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTCGCTAAGAGAA 

CTAAAATCAAGCCATTCATCAAAGTCGTCAACTACAACCACTTATTGCCAACCAGATACA 

CCTTGGATGTTGAAGCITTCAAGAGCGTTC^ 

AACGTGAAGAAGCCAAGAAGGTTGTAAAGAAGGCATTTGAAGAAAGACATCAAGCTGGTA 
AAAACCAATGGTTCTTCTCCAAGTTGAGATTCTAA 

YDR471W, 136 aa (SEQ ID NO 68) 

MAKF L KAGKVAVWRGRYAGKKWI VK PHDEG S K S H PFGHALVAGI ERYP SKVTKKHGAK 

KVAKRTKIKPFIKVVNYNHLLPTRYTLDVEAFKSW 

RHQAGKNQWFFSKLRF 

YDR499W, 2744 bp, CDS: 501-2744 (SEQ ID NO 69) 

TAACAATAGAAAAAAATACACACACATTAGATTGGAATTAGAG^TTAAGTGGTACAAACT 

AGGGCTAATAAAGAGGTAACGGTCGGTTCTCTACTAAGGTTCGTATTGTGTGGCACCGAT 

GTTAAGCACTTTTAAGCGGAATAACTCGAGTGGAAATTT^ 

TTGAATTTTTTTAAAAAAAAAAGAGTCAGACAGGCTCGCTCTTTCCTACT 

AGCAAAGCAGTAAAAAGTCTCTGAATAAGGATAGTAACCTGTAGTAACTCCAAAATTTAT 

CTTACAAAGAGCTATTAGTATCTTGGTTCTTCTATTTTCTTCGATTAT^ 

CCGCCTCTAGCCAAATCCGAGCGTTCCATCGATTTTTTGGGGAAAACAGCACATGCAATA 

AAATAAAAAGCAAACAAATACGCGATAGTGCACGAAACGTCAACACAATCATCAAACTCT 

TTTGCATATTTCTATTATAGATGAGACGAGAAACGGTGGGTGAATTTT 

ATGATGATATTCTTTTGGAATTAGGCACCAGGCCTCCAAGGTTTACTCAAATACCGCCAT 

CATCAGCAGCATTACAAACACAAATTCCCACTACTTTGGAGGTTACAACGACCACATTAA 

ACAATAAACAGAGTAAAAATGATAACCAACTGGTTAACCAACTGAATAAAGCTCAAGGTG 

AAGCAAGCATGCTTC GTG AT AAAATAAACTTTTTG AACATTGAAAGGG AAAAGG AAAAGA 

ATATTCAAGCCGTCAAAGTTAATGAATTGCAAGTCAAGCATCTTCAAGAGT^ 

TAAAACAAGAATTACAGAAACTGGAAGATGAGAAGAAGTTCTTACAGATGGAAGCGAGAG 

GAAAATCGAAAAGGGAAGTTATTACGAATGTAAAACCACCGTCAACAACATTATCAACAA 

ACACAAACACTATAACGCCAGATTCGTCCTCAGTTGCAATCGAAGCAAAACCTCAATCAC 

CACAATCAAAAAAACGTAAGATAAGTGATAATTTACTGAAAAAAAATATGGTTCCCCTAA 

ACCCAAATAGGATTATTCCCGATGAAACGAGTTTATTTCTAGAGTCAATATTACTTCATC 

AAATAATAGGCGCTGACCTGAGCACAATAGAAATATTAAATAGATTGAAGCTTGACTACA 

TC AC AG AGTTT AAATTT AAG AATTTC GTC ATTGC T AAAGGAGC CCCC AT AGGG AAGTCC A 

TAGTTTCTCTACTTTTGCGATGTAAAAAGACGTTGACCCTCGA 

TGCTAGAGGATATAGCTGTTTTGATCAAGGAAATATCAGTTCATCCAAATGAATCGAAAT 
TAGCTGTCCCATTTCTCGTTGCATTGATGTATCAGATTGTACAATTTCGTCCTAGTGCCA 
CTCATAATTTAGCACTGAAGGATTGTTTTCTTTTO 

ATCATGTATTGAAAGTACCGATACATGAATCAAATATGAATTTGCATGTAGAACCTCAGA 

TTTTCCAATATGAACTGATAGACTATTTGATAATTTCGTATTCCTTTGATCT 

GTATATTAAGGGTACTGC AGTCGC ATCC TAAG C AAACTT ATATGG AATTTTTTGATGAAA 

ATATTCTAAAATCATTTGAATTTGTCTACAAACTAGCACTAACCATTTCATACAAGCCAA 

TGGTAAATGTAATATTTAGTGCAGTCGAGGTCGTTAATATTATCACTAGTATAATATTAA 

ATATGGACAATTCCTCAGATCTGAAATCCTTGATAAGCGGTAGTTGGTGGAGAGATTGTA 

TTACAAGATTATACGCTCTTTTGGAAAAGGAAATTAAGAGTGGCGACGTATATAATGA^ 

ATGTGGATACTACAACTCTTCATATGTCGAAGTACCATGACTTTTTTGGGTTAATCCG 

ATATAGGTGATAATGAATTGGGAGGATTGATATCAAAGCTGATTTATACTGACCGATTGC 

AAAGTGTCCCAAGGGTAATTTCTAAAGAGGATATTGGGATGGATAGCGACAAATTCACTG 

CCC CT AT AATAGGTT AC AAG ATGG AAAAATGG CTTTTGAAGTT AAAAG ATG AAGTTTT AA 

ATATTTTTGAAAATTTATTAATGATCTATGGAGACGATGCGACCATAGTAAATGGAGAAA 

TGCTCATCCACTCCTCTAAATTCTTATCCAGGGAGCAAGCGTTAATGATAGAAAGGTACG 
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TGGGACAAGACTCCCCGAACTTGGACCTCAGATGCCATCTTATTGAACATACTTTAACCA 

TAATATATAGGCTATGGAAAGACCATTTCAAACAATTGCGTGAAGAACAAATCAAGCAOT 

TAGAAAGCCAATTGATTATGTCACTATGGAGGTTTCTCGTATGCCAAACCGAAA 

CAGCAAACGAAAGAGAAATGAGAGATCATCGACACCTTGTAGATAGTTTGCATGATOTGA 

CGATAAAGGATCAAGCCTCTTATTACGAAGATGCCTTTGAGGATTTACCAGAATATATCG 

AAGAAGAATTGAAGATGCAATTGAATAAAAGAACGGGGAGAATAATGCAAGTAAAGTACG 

ATGAGAAATTTCAAGAAATGGCAAGAACTATTCTTGAGTC 

CACTAGAGGAGGCCGATTCATTATATATCTCAATGGGACTGTAA 

YDR499W, 747 aa (SEQ ID NO 70) 

MRRETVGEFS SDDDDDILLELGTRPPRFTQI PPSSAALQTQI PTTLEVTTTTLNNKQSKN 
DNQLVNQI^KAQGEASMLRDKINFLNIEREKEKNIQAVKVNELQV^^ 
LEDEKKFLQMEARGKSKREVITNVKPPSTTLSTNTNTITPDSSSVAIEAKPQSPQSKKRK 
I SDNLLKKNMVPLNPNRII PDETSLFLESI LLHQI IGADLSTIEI LNRLKLDYITEFKFK 
NF\n:AKGAPIGKSIVSLLLRCKKTLTLDRFIDTLLEDIAVLIKEISVHPNESKLAVPFLV 
ALMYQIVQFRPSATHNLALKDCFLFICDLIRIYHHVLKVPIHESNMNLHVEPQIFQYELI 
D YL 1 1 S YSFDLLEGI LRVLQSHPKQT YMEFFDENI LKSFEFVYKLALTI S YKPMVNVI FS 
AVEWNI I TS 1 1 LNMDNS SDLKS LI SGSWWRDC ITRL YALLEKE I KSGDVYNENVDTTTL 
HMSKYHDFFGLIRNIGDNELGGLI SKLI YTDRLQSVPRVI SKEDIGMDSDKFTAPI IGYK 
MEKWLLKLKDEVLNI FENLLMI YGDDATI VNGEML IHS SKFLSREQALMI ERYVGQDS PN 
LDLRCHLIEHTLTIIYRLWKDHFKQLREEQIKQVESQLIMSLWRFLVCQTETVTANEREM 
RDHRHLVDSLHDLTIKDQASYYEDAFEDLPEYIEEELKMQLNKRTGRIMQVKYDEKFQEM 
ARTILESKSFDLTTLEEADSLYISMGL 

YDR507C, 3929 bp, CDS: 501-3929 (SEQ ID NO 71) 

ctctttaaatattctatgtactttgtgcaaacatcattgtcatcacataaatgcattc 

actattactaacttgaacttcacttcactggaagaac 

catttgttttgcgccaagtttcgtctgacaagaattttttattatta 

atcgaaggaaacgcgtcaaatccattcgttactacgcgcaatctgcgttatttccot 

cggcataccatcgcgaaatatcaacggccacaccatagattccttttgatgttaaattaa 

aagcgactgaatgaagtgcagacattttttatttc 

tttgctttctcttctgtcgacaacgtctcaactgtactcaccattagtattctcgaaggc 

tttagcagacttgtgaataattaattgcccact^gatcaagaaagatattcgca 

atacaataataacattcaaaatggcaatcaatggtaacagtattcctgccataaaggata 

ataccatcggtccatggaaactaggtgaaactctcggtctagggagcactggtaaagtcc 

agcttgctcgtaatggatccacaggacaagaggcggcagttaaggtaatatcaaaagcag 

tattcaataccggtaatgtcagcggtacttcgattgttggctccaccaccccagatgctc 

taccatatggtatagaacgcgaaataatcattatgaagttgttaaaccacccaaatgtgt 

tacgtttatatgatgtctgggaaacaaatacagatttataccttgttttagaatacgcgg 

agaaaggtgagttgttcaacttattggttgagaga 

tcaggttttttagacaaattattattggtgtgtcgtactgtcatgcgttgggta 

atcgtgatctaaaaccggaaaatctattattagatcataaatataacatcaagattgcag 

attttggtatcgctgctttggaaactgaaggaaagctactggagacgtcgtgcggatcac 

cacattatgctgcaccagaaattgtatctggtataccgtatcaaggtttcgcaagtgatg 

tgtggtcatgcggtgtgatcctattcgcccttcttactggtcggttaccctttgacgagg 

aagatggaaat at aagaac actattact taaagttc aaaaaggtg agttcgaaatgc ctt 

ctgatgatgaaatttcgcgtgaagctcaggatttgattagaaaaatctt 

ctgaaagaagaatcaagaccagagatatactcaaacatccgctattacaaaaatatccaa 

gtataagagattctaaaagtattagaggcttaccaagagaagacacatatctcacgccat 

tatcagaaagtaattcttctattgacgctacgattttgcaaaatttagtaatattat^ 

atggaagagatcctgaaggaattaaggaaaaactaagagaacctggcgctaatgcagaaa 

agacattatatgcactactgtatagatttaagtgtgacactcaaaaagagcttattaagc 

aacagcaagttaagaagaggcagtcaattagtagcgtttctgtttccccatctaaaaaag 

tatcgacaactccacaacgcagaagaaatagagaatctttaattagtgtaacatcttctc 

gtaaaaagccaatatccttcaacaaattcactgcctccagtgcctcctccagcaatctaa 

ctacacccggttcttcaaaacgcctttcaaaaaacttctcttcaaagaagaaattatcta 

caatcgttaaccaatcttctccaacaccagcatcacgtaataaaagagcttcggttataa 

atgtggaaaagaatcaaaaaagagcctctatcttttctactaccaagaagaacaaaagat 

cttctagatctatcaagagaatgtcattgataccaagcatgaaacgtgaatcggtgacaa 

caaaattaatgtcaacatatgcgaaattggcagaggatgacgattgggaatacattgaga 
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AGGAAACAAAGAGAACGAGCTCAAATTTTGCAACTTTGATAGATGAAATTTTTC 

AAAAGTACGAACAAATAAGGAAAGAGAAGGAAGAGCTAGAACGTAAAGTGAGAGAAGCAA 

AAGCACGTGAAGAGCTGGAACGTAGAAGACGTAAACAAGAAGAAAAAGAACGTGCAAGAA 

AATTACTAGAAAAGGAAGATCTGAAAAGAAAACAGGAGGAACTCAAGAAGCAAATTGAAA 

TTGATATAAGTGATCTAGAGCAAGAGCTGTCCAAACACAAAGAGGAAAAACTGGATGGTA 

ATATTAGATCTATCTCTGCTCCTATGGAAAATGAAGAGAAAAATATCAATCATTTGGAGG 

TTGATATTGACAATATTCTCCGTCGCCGCAACTTTTCTTTACAAACTAGACCTGTC 

GGCTTGATCCGGGTATAATGTTCTCCAGTCCAACTGAGGAAGTAAGTCCAGTGGAACCAA 
AGAGAACAGAAAATGAAAGACTTACAACAGAAAAGAAAATTTTAGAAACTATCAGAAGAT 
CAAAATTCTTGGGTTCATCATTTAATATCGATAAAGAGTTC 

ATCCAAGTATAATTGCACCACAAAGATTGTCAGAGGAGCGAGTGGTGTCAGATTCTAATG 

ATGGATATGAATCTTTGATCCTCCCGAAGGATGGGAATGGCGTATCTCAATTAAAGGATA 

GTACCGCAACAACTGCTCCCGTCTCTGATGGTAGGTTGAGGAAGATCTCTGAAATTAG 

TACCACAATTTACTAGAAAATCAAGGCATTTTAGTGAGTCCAATAAAAGGCTATCTGTCC 

TGTCGATGTACTCTACCAAGGAGTCGTTTACCAACTTGGTTGATATTTTGAA 

ACCTTGATGTCAATAACCAACAAAGCCAAAGAATTCCAACACCAAGAAGTGCGGATGATT 

CAGAATTTCTTTTTGAAACTGTCAACGAAGAAGCTGAATATACAGGAAATAGTTCGAACG 

ATGAGAGATTGTACGATGTCGGTGATTCCACTATCAAAGACAAATCCGCGTTAAAGCTGA 

ACTTTGCAGATCGTTTTAATGGATCGAACGAAGCGAAACAAACTGATAACTTACATCTTC 

CGATCCTTCCTCCGCTTAATGGTGACAATGAATTGCGTAAACAGAATAGCCAAGAGGGTG 

ACCAGGCACATCCAAAGATTAAATCGATGATACCAGAATC^GGCTCTTCTTCACATACTG 

AAAAGGAAGAAGAAAATGAGGAAAAGGAAGAGAAAAAGCCAGAACAACACAAACAAGAAG 

AGGATCAAGAAAAAAGAGAGAAAGTAGTAGATGATATGGAGCCACCATTGAACAAATCTG 

TGCAAAAAATTAGGGAAAAAAATGCTGGCTCGCAGGCAAAGGATCATTCAAAAGATCACT 

TAAAAGAGCATAAGCAGGATAAAAATACAGCAATTGGAAATGGTTCCTTCTTTAGAAAAT 

TC TC AAAATCTTCGGAC AAAAC AATGGAATTGTATGC CAAGATTTCTGCAAAAC AATTGT 

TTAATGGTTTAGAGAAGCTGTTGCGTGGTTGGACTCAGTATGGTTTAAAAAATATAAAAT 

CGCACCCCAACAATCTGACCTTAACGGGTAAACTATCGAGTGATAATATATTCTCACTAC 

GTTCAACACTCTTTGAGGTTAATATTTATCCGAGAGGTAAGATGAGCGTTGTGCAGTO 

AGAAAGTTTCTGGTTCATTCAAAGCTGTCAA 

TGAATAAGGAAGGCGTTCTACAAAAATAG 

YDR507C, 1142 aa (SEQ ID NO 72) 

MAINGNS I PAI KDNTIGPWKLGETLGLGSTGKVQLARNGSTGQEAAVKVI SKAVFNTGNV 
SGTS IVGSTTPDALPYGIEREI I IMKLLNH PNVLRLYDVWETNTDLYLVLEYAEKGELFN 
LLVERGPLPEH^IRFFRQIIIGVSYCHALGIVHRDLKPENLLLDHKYNIKIADFGMAAL 
ETEGKLLETSCGSPHYAAPEIVSGIPYQGFASDVWSCGVILFALLTGRLPFDEEDGNIRT 
LLLKVQKGEFEMPSDDEISREAQDLIRKILTVDPERRIKTRDILKHPLLQKYPSIRDSKS 
I RGLPREDTYLTPL SESNS S I DATI LQNLVI LWHGRDPEGI KEKLRE PGANAEKTLYALL 
YRFKCOTQKELIKQQQVKKRQSISSVSVSPSKKVSTTPQRRRNRESLISVTSSRKKPISF 
NKFTASSASSSNLTTPGSSKRLSKNFSSKKKLSTIVNQSSPTPASRNKRASVINVEKNQK 
RAS I FSTTKKNKRSSRS IKRMSLI PSMKRESVTTKLMSTYAKLAEDDDWEYIEKETKRTS 
SNFATLIDEIFEYEKYEQIRKEKEELERKVREAKAREELERRRRKQEEKERARKLLEKED 
LKRKQEELKKQIEIDISDLEQELSKHKEEKLDGNIRSISAPMENEEKNINHLEVDIDNIL 
RRRNFSLQTRPVSRLDPGIMFSSPTEEVSPVEPKRTENERLTTEKKILETIRRSKFLGSS 
FNIDKELKLSKMEYPSIIAPQRLSEERWSDSNDGYESLILPKDGNGVSQLKDSTATTAP 
VSIX5RLRKISEIRVPQFTRKSRHFSESNKRLSVLSMYSTKESFTNLVDILKNGNLDVNNQ 
QSQRIPTPRSADDSEFLFETVNEEAEYTGNSSNDERLYDVGDSTIKDKSALKLNFADRFN 
GSNEAKQTDNLHLPILPPLNGDNELRKQNSQEGDQAHPKIKSMIPESGSSSHTEKEEENE 
EKEEKKPEQHKQEEDQEKREKVVDDMEPPLNKSVQKIREKNAGSQAKDHSKDHLKEHKQD 
KNTAIGNGSFFRKFSKS SDKTMELYAKI SAKQLFNGLEKLLRGWTQYGLKNIKSHPNNLT 
LTGKLSSDNIFSLRSTLFEWIYPRGKMSWQFKKVSGSFKAVKKLWEVENVLNKEGVL 
QK 

YDR515W, 1844 bp, CDS: 501-1844 (SEQ ID NO 73) 
GAGTTGAATCTATGCGTAACCATTTTGACTAC 

GAGCTACTCATACAATAGCTTATAATCTGTGTAGTCAAACTATATACTAGGCAAATTACT 
AGTAAATGC AGTATTCATATGTCCTCAAAC CGTTTTTTGCAGTATGTTATTGATCC ATCG 
AATCAAAATTTTTCACCGCCAAGAGAAAAAAGATCTTACTATTTTGTGCTTA 
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TTAGTAAAAGTAAAGCTGGAAGCACATACAAGCGCAGCTGAATCACAAAGGAAAATTGGC 

ACATCCTTGGTTGACACTTGTCTATTTATTAAAAGGTTCT 

TCTATCATATTTTTTTATTTAAAAAAAAATACTGA 

TTTAGGGTGGCGTTAAATAAACGAGAGAGCCCAAAAATATAACCAAGATAAAGAAAATCA 
ATCATAAAGTGAATTCAAAAATGTCATCGCAAAACCTCAATGATAATCCAAAAAATACAT 
CCTCAGCAGCTGAAGATAAGAAGAAACAAACTTCATCCTTAAAGTTGGCACCAATACCAA 

CCACATCGCCATGGAAATCATCTTCGCCAGATAGCAATACAGTAATTCCTGTAGAGGAAC 
TAAGAGATATATCAAAGACTGCAAAGCCAAGTAAAAATGGTTCGGGGTCAATT 
CAAGCAATACCAAATGGACTCCAATTACGCCGTCTGTTATAATCTCAGGTTCC^GGACA 
CAAATTCAAAGTC^GGAAAGAACTCTAAAAATTCTAAGACTAATAAAAAAATGAAAAAGC 
GTGGCAAATATAATAACGATATCAATAAAAAGGACTTTAACGGTCAAACCAACAGTACAT 
CGGAAATAAGTAACGTTTCCAATCTTGAATCCAAACCTTTAGATGCTAACGCTAAAGTAA 
. ACATACATTCAAGCTCAGGAGCAACTGCCAATGGGAATATAAAGAGGATAACAAACAACA 
ACAATTCAACCAACGGTAGACAATCAAGAAATTATCAAAACAGGAATGGCAAAACAAGAT 
ACAACAACAATAGTAGACACAGTCAGGCGGCTAATAATGCCATCTCCTTCCCAAATAATT 
ATCAGGCTAGACCTGAATATATTCCCAATGGCAGCCACTGGTTGAACAACAATTCAAGAA 

ATAGCTATAAACAACTGTCATACTTCCGTCAACAGCAGTATTATAATAACATCAACTATC 

AACAACAATTGCAAACACCATATTATTACTCAATGGAACCTATTTTTAAATCTATCGA^ 

GTATCAAAAACCAAATTGAATTCTATTTTAGTGAAGAGAACTTGAAAACAGATG 

TAAGATCTAAATTCAAAAAAGCCAATGACGGATTTATCCCCATGAGTTrGATAGGGAAAT 

TTTACCGTATGGTTAATTTATCTCTTGGTGGAGACCCAAATT^ 

GAGAAGTTTTACAACATAAAGAAACAAACCATTTGGAAATTGCCCTTGGAAGCATAGAAG 
GTGCTCAGAAGAACATGGCAGATGATTTCAATCCATTGGAAAACTATTTTATTAGGCGCG 
AAAATTGGGCTGAATACGCTATGGAAAGTAATTTTGATGAAAATGATGACGAAACTGAAA 
AATACAACATTGAGAAACTATTGGGACCGAACGATTTAGACAATTATTCTTATATGGGCT 
ATCCAAACTTCTTTCCCAGTAATGAAAATGGGAAAAAGAGTCAGAGCTATGACCAAGGTG 
AAATTAGCAGGCAGTTTGAACAAAACTTACAAATAAATGATTAA 

YDR515W, 447 aa (SEQ ID NO 74) 

MSSQNLNDNPKNTSSAAEDKKKQTSSLKLAPIPTTSPW^^ 

AKPSKNGSGSIKLTSNTKWTPITPSVIISGSKDTNSKSGKN^ 

INKKDFNGQTNSTSEISNVSNLESKPLDANAKVNIHSSSGATANGN^ 

QSRNYQNRNGKTRYNNNSRHSQ AANNAI SFPNNYQARPEYI PNASHWLNNNSRNSYKQLS 

YFRQQQYYNNINYQQQLQTPYYYSMEPIFKSIESIKNQIEFYFSEENLKTDEFLRSKFKK 

ANIXSFIPMSLIGKFYRMVNLSLGGDPNLILASMREVLQHKETNHLEIALGSIEGAQKN^ 

DDFNPLENYFIRRENWAEYAMESNFDENDDETEKYNIEKLLGPNDLDNYSYMGYPNFFPS 

NENGKKSQSYDQGEISRQFEQNLQIND 

YDR518W, 2054 bp, CDS: 501-2054 (SEQ ID NO 75) 

GCAGCAGGGGCAAGATGACAACCCTGTTCCTGTTCCTGTTCCAGTAGAATCTGAGACGGC 

TTTTGTGCCATCAGCATTCACAGCACCACCGGTGCCAACAAAGAAGAAATCAAAAAATAA 

AAAGGGTACCCAGCCATTGGCAATGGATGACTATTTTAATGAAGGCAGAGATAAGTCATC 

TACCGCTGCGAAGTCAGCAGAATCTGACATCCTCGCCCCACCACCACAAAAACAGTCA^ 

CTCTGATTAACTTTCCTGGTTAGTCTTTTGGTTT^ 

TATATAAGCTTGCTTTCCCTTCAAAACACGTAAACGATAGTTGGCAATGTACGAAAAGTA 

CCGAGACTTTTTTTCAAAGGCACGCGTGTCCTTTTTTGTTAAGACAATAGA 

ATTCAGAAAGTTTCAATTTCCAAGACTTGACGTTTCAATTATATGGCAAT^ 

GCACCCGCTCATATAATACCATCCAAGTGACCACAAGATTTATATCTGCGATAGTCTCGT 

TTTGCCTGTTTGCTTCTTTCACGTTGGCTGAAAACAGCG^ 

ATTTACTCGTTCTAACAGAGAAGAAATTTAAATCATTCATCGAATCTCATCCGTTAGTCC 
TCGTCGAGTTTTTTGCTCCATGGTGTTTGCATTCTCAGATCTTAC 

AGGCCGCCTCTATTTTAAAGGAGCATAACGTCCCAGTTGTTCAAATTGATTGTGAGGCTA 

ACAGTATGGTTTGCCTGCAACAAACTATAAATACCTACCCAACCTTGAAAATCTTTAAAA 

ATGGTCGTATTTTTGATGGTCAAGTCTATCGCGGTGTCAAGATCACCGATGAAATCACTC 

AGTACATGATTCAGCTATACGAGGCTTCTGTCATTTATTTAAATTCCGAAGATGAAAT 

AACCATACTTGGAAAATGCAACTTTACGAGTAGTAATAAACAGAGGCTTGACAGGC 

ATGAAACGTATCAAGAAGTCGCACTGGACCTTGCTGAGGATTACGTCTTTTTATCCCTTC 

TAGATTCAG AAGAT AAGTC ATTATCAATC CACTTGCCAAAC ACT AC AG AACCAATTC TGT 

TTGATGGAAATGTAGACTCTTTGGTCGGAAATTCCGTTGCTCTAACTC^ 
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TCX3TAATTTTACCTTACTTTACCGACATCGAACCTC 
GCAATTTGCCGTTGGCTTACTTCTTTTATACTTC 

ATCTTTTC ACGCAGTTAGGTAAGGAAAATCGTGGCC AAATAAATTTCATTC T 

CTACAATGTTCCCACACCACGTTAGATTCCTAAATATGAGAGAACAGTTCCCATTAOT 

CTATCCATAATATGATCAATAATCTGAAATATGGTTTACCACAACTACCAGAAGAAGAGT 

ACGCGAAATTAGAAAAACCACAACCACTAGACAGAGATATGATCGTTCAGTTGGTAAAAG 

ATTACCGTGAAGGTACTGCCAAGCCAATTGTTAAGTCAGAAGAGATTCCAAAAGAACAAA 

AGTCCAATGTTTATAAAATAGTTGGGAAGACACATGACGACATTGTTCATGATGATGACA 

AGGATGTCCTTGTCAAATATTACGCGACATGGTGTATTCATAGTAAAAGGTTTGCGC 

TTTACGAAGAAATTGCAAATGTCTTAGCATCTGATGAATCTGTTCGCGATAAAATCTTC 

TCGCCGAAGTAGATTCAGGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCCAA 

CCATTGCTTTGTATCCTGCCGGAAATAACTCTAAGCCTATTATCTTCAATAAAATTAGAA 

ATTTGGAAGATGTTTTCGAATTTATCAAGGAATC 

CAATTTATGATAAATTGCACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTAC 
ATGATGAATTATAA 

YDR518W, 517 aa (SEQ ID NO 76) 

MQVTTRFISAIVSFCLFASFTLAENSARATPGSDLLVLTEKKFKSFIESHPLVLVEFFAP 
WCLHSQILRPHLEEAASILKEHNVPWQIDCEANSMVCLQQTINTYPTLKIFKNGRIFDG 
QVYRGVKITDEITQYMIQLYEASVIYLNSEDEIQPYLENATLPWINRGLTGLNETYQEV 
ALDLAEDYWLSLLDSEDKSLSIHLPNTTEPILFDGNVDSLVGNSVALTQV^KVVILPYF 
TDIEPDLFPKYISSNLPLAYFFYTSEEELEDYTDLFTQLGKENRGQINFIALNSTMFPHH 
VRFLNMREQFPLFAIHNMINNLKYGLPQLPEEEYAKLEKPQPLDRDMIVQLVKDYREGTA 
KPIVKSEEIPKEQKSNVYKIVGKTHDDIVHDDDKDVLVKYYATWCIHSKRFAPIYEEI^ 
VliASDESVRDKILIAEVDSGANDILSFPVTGYPTIALYPAGNNSKPIIFNKIRNLEDVFE 
FIKESGTHHIDGQAIYDKLHQAKDSEVSTEDTVHDEL 

YDR519W, 908 bp, CDS: 501-908 {SEQ ID NO 77) 

GGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCCAACCATTGCTTTGTATCCT 

GCCGGAAATAACTCTAAGCCTATTATCTTCAATAAAATTAGAAATTTGGAAGATC 

GAATTTATCAAGGAATCAGGTACACATCACATTGACGGCCAGGCAATTTATGATAAATTG 

CACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTACATGATGAATTATAATCA 

ATAAATAAAGCATATATAATGCACATTTTTAACATCTGATTACTCGCATCGTTTCTGGAA 

GAAAATAGCTAATATTCGTTATTTATGGCATCACGATTATTCTCACCAGTTACCCGTTTA 

TGCTCTTGAAGAGATTTAGCATTACTGCCAGCGCATCTTCAAATACAGGTTTATATGAGA 

CCCATTACTATAACCCTAAGAAGAGAAAAAGGAGTGCTTTCGTTTT^ 

TTTACAGTAATTGAGTCTCGATGATGTTTAATATTTACCTTTTCGT^ 

CCATTCTTGCAGGTTCCCTGTCAGATTTGGAAATCGGTATTATCAAGAGAATACCGGT^ 

AAGATTGCTTAATTAAGGCAATGCCAGGTGATAAAGTTAAGGTTCATTATACAGGATC^ 

TATTAGAATCGGGAACTGTATTTGACTCAAGTTATTCAAGAGGCTCTCCTATCGCTTTTG 

AACTTGGCGTTGGCAGAGTAATTAAAGGTTGGGATCAAGGTGTTC 

GCGAAAAAAGAAAGCTGCAAATTCCAAGTTCTTTGGCCTACGGAGAAAGAGGTGTCCCAG 
GCGTCATTCCTCCAAGTGCTGATTTGGTGTTTGATGTCGAATTGGTAGACGTGAAATCAG 
CCGCCTAG 

YDR519W, 136 aa (SEQ ID NO 78) 

MMFNIYLFVTFFSTILAGSLSDLEIGIIKRIPVEDCLIKAMPGDKVKVHYTGSLLESGTV 
FDSSYSRGSPIAFELGVGRVIKGWDQGVAGMCVGEKRKLQI PSSLAYGERGVPGVI PPSA 
DLVFDVELVDVKSAA 

YER102W, 1103 bp, CDS: 501-1103 (SEQ ID NO 79) 

CGAGCTTGCCAGCATTCCAATGCCCATCGTATTGTACTCAATGGTGAAACTTACCACCAT 

ATTGTTAAAAGCTATTATTTATGATTTTTACTTACCAAACATTGAAAGGA 

ACCACGATAAAACGTATGTTCTGATACCCAGCAAATGAGAAAGTAGAAGGAGAAACCTAA 

AAACCTGTGGCGGTCAAGACTGCTAGCAAGATGGATATTTAGATCATAAATTCTAACGCA 

TGCATCCTGAGCAATGAAATCATGCAACCTAACATTTGAGGTTAATATATGAGAATTAAC 

TAGCGTTGAGGAGGTACTGCAATTTAAAAGACCGAAGAATTATCGATGCAAGGAAAAATG 

GGTCTAGGATGAATACGAGCAATTGAAATACATTTGGAATACCTTGTGAAAATATCACAT 

ACTTTCGCCTTCTATCTCGATGCGTTATTACAAGAAAATAGTTTTACTAACAAATT 

AAAATTAAAATAGTGTAAAAATGGGTATTTCTCGTGATTCTCGTCACAAAAGATCAGCCA 
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CTGGTGCTAAACGTGCTCAATTCAGAAAGAAGAGA7UVGTTCGAATTAGGTCGTCAACCAG 

CCAACACAAAAATTGGTGCTAAGAGAATCCACTCTGTCAGAACT^ 

AATACAGAGCTCTAAGAATTGAAACCGGTAACTTTTCTTGGGCTTCTGAA 

AGAAGACCAGAATTGCTGGTGTTGTTTACCATCCATCCAACAATGAATTGGTTA 

ACACTTTGACCAAGGCTGCCATTGTCCAAATTGATGCTACTCCATTCAGACAATGG 

AAGCTCACTACGGTCAAACCTTGGGTAAGAAGAAGAACGTCAAGGAAGAAGAAACTGTTG 

CCAAGAGCAAGAACGCTGAAAGAAAGTGGGCTGCTAGAGCTGCTTCTGCCAAGATCGAAT 

CTTCCGTTGAATCTCAATTCAGCGCCGGTAGATTATACGCTTGTATCTCTTCCAGACCAG 

GTCAATCCGGTAGATGTGATGGTTACATCTTGGAAGGTGAAGAATTAGCTTTC 

GAAGATTGACTGCTAAGAAATAG 

YER102W, 200 aa (SEQ ID NO 80) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGAKRIHSWTRGGNKKYRAL 
ETGNFSWASEGISKKTRIAGVVYHPSNNELVRTNTLTKAAIVQIDATPFRQWFEAHYGQT 
LGKKKNVKEEETVAKSKNAERKWAARAASAKIESSVESQFSAGRLYACISSRPGQSGRCD 
GYI LEGEELAFYLRRLTAKK 

YER153C, 1265 bp, CDS: 501-1265 (SEQ ID NO 81) 
ACCCTATATGGGAGGACAACTCGCCCACTGTTTGGGTCGTGTTAGCGATAAGGTCCGAAG 
TAGAAGCGGAAAGAGAAGGAGCTGAAGAGGTTAATTCATCGATGGAAGGCAACTGGGTTT 
GGATTTCCGAGACATCGTTGGCATTTGGGCCCGTCGAATTAAATC 

AGATCCATGACGGATGGGGCCGGGGCAATACTATGGTTCGAGCGGTGGCCAGTCTGGAAG 

AGGCAGCAAACCTTGACGTGACGAGTCGAGAGGTGAGTTTGAACATCGTCGGGGAGGTTA 

TTCTGTGGCTCCGCTTGTACGTGAACAGATACGTATAGAGGGCGAGCCACTGGTTAAA^ 

TTTCATGGCTCGGATTACTTCCGTACTGCTGGCTAAAATCGAAATCTCGGCC^^ 

GTGTTTTGAGCAATCAAGGGAACATCTGAACGTGGAAGAGCAGACGAGGCAT^ 

ACATAAGAACGGAACACGTCATGTTGACTATCACGAAAAGACTGGTGACCACCGATGTGC 

GGTCGCGAATACTGTTAAGCAGTTTAAACGGGAAAATGTCCGATGCACTGGCGCTGCTOT 

GTCAGCAGCAGCAGACCAGCGTGGATGTGGAGCTGCTGCACACGATGCTAGCGCGAGCCG 

CTGCGCTTGCCCATGCCGACACTATAGCATACATGTGGTATCAGCATGTGATGCCACGCC 

GGTTGCCAGTAGAGGGCCGCCTGCTATGTGAAATGGCTGGCG 

GGCTCTTCTTACCCGCGCAGTTCCTCCAGCACTACCAGGCGATGAATCGCGATCGTCGCA 

CCAGCCCAGAAGATGAACTGATTGAGTATGAGCTTAGACGGATTAAAGTCGAAGCGTTTG 

CGCGTGGCACAATGCACTCCACGGCGCTCAGGGAAAAGTGGAAGGTATTCTTGCAGGAGA 

TGGATACGCTACCAGGGCAGCCGCCATTAAGGCTGCGCGACTTCCCGCAAATGACCAAGG 

CTATGGGCATAGCATTGATGCAGCAAGATGAGCAAGCAGCTGCeCTGGCGTTG 

GACAGCCCCTAGTGATAAAGAACGAATGGTCACTACCGCTACTACTGGCTGGTGTCCTTT 

GGCATGTTCCCGGCCCAGCGCAGGCGCGACGTGTGCTGGCGGAGTTCCGTCAAAGTTATC 

GCGGGCTGCCGCTGCTGGATGCCGAACTAGTGATAAAGAGAAGAGGATTTGAAATCAACA 

CATAA 

YER153C, 254 aa (SEQ ID NO 82) 

MLT ITKRLVTTDVRSRI LL S S LNGKMSDALALLRQQQQTSVDVELLHTML ARAAALAHAD 

TIAYMWYQHVMPRRLPVEGRLLCEMAGVALYQDRLFLPAQFLQHYQAMNRDRRTSPEDEL 

IEYELRRIKVEAFARGTMHSTALREKWKVFLQEMDTLPGQPPLRLRDFPQMTKAMGIALM 

QQDEQAAALALFGRQPLVIKNEWSLPLLLAGVLWHVPGPAQARRVLAEFRQSYRGLPLLD 
AELVTKRRGFEINT 

YFL014W, 830 bp, CDS: 501-830 (SEQ ID NO 83) 

GGACTAGAAGCCAAAAGCCAGAGGCGGTAAAAATAGCAAGACTAGAATATTGCTGGCATC 
TGTTAAGGGGATATGTTGCAACTTGCAGGGGGCGGCACAAAATAACATAGAAACGTAGTA 
AAGAGGGGAAAAGGAAAAGGAAAAGGAAAAGGAAGGAAAAAAACCCATTGACGTAGAAAT 
TGA7^AGAAGGAAAGGTATACGCAAGCATTAATACAACCCACAAACACAGACCAGAAGCAC 
TCTAGACGGAGAGTAACTAGATCTACAGCCCCTGGAAAATCGTTTGGTCAACTTTGAGGT 
TCCGGTCGTCCCCCTCTTGATCTGAAAGGTCTTTCTCTAAATCTATATT/U^AACGTAT^ 
ATAGGACGGTGAATTGCGTTCTACTTCCTCAATTGCGTTTGATC 

TAATATATAGAAAAAAAAACCATCTGATTATTCGATAATCTCAAACAAACAACTCAAAAC 
AAAAAAAACTAAATACAACAATGTCTGACGCAGGTAGAAAAGGATTCGGTGAAAAAGCTT 
CTGAAGCTTTGAAGCCAGACTCTCAAAAGTCATACGCTGAACAAGGTAAGGAATACATCA 
CTGACAAGGCCGACAAGGTCGCTGGTAAGGTTCAACCAGAAGACAACAAGGGTGTCTTCC 
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AAGGTGTCCACGACTCTGCCGAAAAAGGCAAGGATAACGCTGAAGGTCAAGGTGAATCTT 
TGGCAGACCAAGCTAGAGATTACATGGGAGCCGCCAAGTCCAAGTTGAACGATGCCGTCG 
AATATGTTTC CGGTCGTGTCCACGGTGAAGAAGAC CC AACCAAGAAGTAA 

YFL014W, 109 aa (SEQ ID NO 84) 

MSDAGRKGFGEKASEALKPDSQKSYAEQGKEYITDKADKVAGKVQPEDNKGVFQGVHDSA 
EKGKDNAEGQGESLADQARDYMGAAKSKLNDAVEYVSGRVHGEEDPTKK 

YFL015C, 995 bp, CDS: 501-995 (SEQ ID NO 85) 

GACCTTCAGCGTTATCCTTGCCTTTTTCGGCAGAGTCGTGGACACCTTC 

TGTTGTCTTCTGGTTGAACCTTACCAGCGACCTTGTCGGCCTTGTCAGTC 

TACCTTGTTCAGCGTATGACTTTTGAGAGTCTGGCTTCAAAGCOT 

CGAATCCTTTTCTACCTGCGTCAGACATTGTTGTATT™ 

TTGTTTGAGATTATCGAATAATCAGATGGTTTTTTTTTCTATATATT 

ATAAGATCAAACGCAATTGAGGAAGTAGAACGCAATTCACCGTCCTATTTATACGTTTTA 

ATATAGATTTAGAGAAAGACCTTTCAGATCAAGAGGGGGACGACCGGAACCTCAAAGTTG 

ACCAAACGATTTTCCAGGGGCTGTAGATCTAGTTACTCTCCGTCTAGAGTGCTTCTGGTC 

TGTGTTTGTGGGTTGTATTAATGCTTGCGTATACCTTTCCTT 

ATGGGTTTTTTTCCTTCCTTTTCCTTTTCCTTTTC 

ATGTTATTTTGTGCCGCCCCCTGCAAGTTGCAACATATCCCCTTAACAGATC 
ATTCTAGTCTTGCTATTTTTACCGCCTCTGGCTTTTGGCTTC 

C(^GGGCCCGTCAACACGTCGTCATTGCTACCGCCAGCTGGCACCCACACATCACCGAC 

CCTTTTTTTCCATTTTCGGCTGGGCCGTTAGTGGGATCCGCCCGCTCCCGGA 

CTTGGATTTGCGCGTCCCCTTTTTTTCTTCATTCTCTGACTCCCCCTA 

TTTCTGTGTATCAAGAGGAAAAGAAGGAGAAAAGGAGAACTCCGAAAAATACCGAACAAG 

AGGGTAACAGAATGTGCATTTGGATGAGCGGGTAA 

YFL015C, 164 aa (SEQ ID NO 86) 

MLAYTFPSFNFYVNGFFSFLFLFLFLFPSLLRFYVILCRPLQVATYPIjNRCQQYSSLAIF 
TASGFWLLVLVPRAKGPSTRRHC^QLAPTHHRPFFSIFGWAVSGIRPLPEIFTWICASP 
FFLHSLTPPTFSHFSWQEEKKEKRRTPKNTEQEGNRMCIWMSG 

YFR022W, 2702 bp, CDS: 501-2702 (SEQ ID NO 87) 

CTGCCTTCCGTACGTCACAACGCATACACAATATAGTTTATATAAACTCCTGCGTATAAT 

CTATCCTTTTGCATAATATTTTCGTCACCATTATCTTGTTGCGG 

AATAGAACTCGCCTAAAGGGGAAATTTTCGATATAAAAATTCAAAAAAATGGOT 

GATCGAGTATTTGTTTGTCGAAAAAGGATCACTGGAGTGACGTTACTACGCTACGAAGCC 

TCCTTCCGGCTTAGCCCTGTTGATTACGAATTTGGATCAGTTGGTATTTGATT 

AGAGTTAACTTCACGCGGGTAAATCACTTGTGATGCGGTATATTCTCTATACGGCTAATA 

GATGAATCAGGGTGTTTTAAAGTGCGTATAAACCCTTTTGCTATTTTCGTTTATATAATT 

GGCGTTGATAAAGAGCCAATATCTATTGTTGCTAC^T^^ 

AAAAATACAAAAAGTTCGACATGGGCTTCAGTAGCGGTAAATCAACTAAGAAAAAGCCTC 

TGCTTTTCGATATCAGACTTAAAAATGTTGACAACGATGTAATACTCCTCAAAGGTCCTC 

CAAACGAGGCCCCCTCGGTGCTTTTATCTGGTTGCATCGTTTTATCGATTAACGAACCCA 

TGCAGATCAAAAGCATATCATTGAGACTTTATGGGAAGATACAAATAGACGTACCATTAG 

AGAGGCCCCAGGACGCTAGTTCTTCGTCGTTGTCTTCATCGCCGCCAAAGATCAGAAAGT 

ACAACAAAGTTTTTTATAATTACGCATGGGATAATGTTAACCTCAAGGAGTATCTGAGTG 

GTTTAAGAGGGCAATCTGGCCTTGCGGGCAGTAGCTCATCAAGTAATATCTTGGGCACTC 

GCCAAAGAGCTCAGTCCACAAGTTCCTTGAAGTCTTTAAAGGGGTCCTCCTCACCCTCTO 

CATGTACTTTAGATAAGGGCAACTACGATTTTCCCTTTAGTGCTATTTTGCCTGGCT 

TACC^GAGAGCGTAGAATCTTTGCCAAATTGCTTCGTGACATATAGCATGGAATCCGTTA 

TTGAACGCAGCAAAAATTATAGTGATTTGATCTGTAGGAAAAATATTAGAGTTCTGAGAA 

CCATTTCACCCGCAGCAGTGGAGTOATCAGAAACTGTTTGTGTAGATAACTCATGGCC^ 

ACAAAGTX^ATTATTCTATTTCAGTACCCAACAAAGCCGTAGCTATTGGTTCAGCCACCC 

CTATAAATATTTCCATTGTACCTCTTTCGAAAGGTTTGAAATTGG^ 

TATTATTTGAGAATTATCAATATTGTGACCCCTTCCCTCCAGTAATTTCTC 

AAGTGACAGAACTAAATCTTGAAGATCCCTTGAACGAGTCATCTGGAGAATTTAATGGTA 

ATGGTTGC TTTGTAAATAAC CCCTTTTTT 
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AGATTGATACCATCCTGCAAATCCCGAACAGCTTATCAAACTGTGTGCAAGATTGTGA 
TCCGCTCTAACATTAAGGTTCGCCATAAGCTCAAATTTTTCATCATCCTAATTAACCCAG 
ATGGTCATAAATCTGAGTTAAGAGCGTCCTTACCGATTCAACTTTTTA 
TGGCACTTTCAATAAAACCATTGTC^TCCTCGAATTTC 

ACCAGAAAGACGAAAACTCATCACAAGAAGAGGAAGAGGAATATCTGTTTTCTAGATCAG 

CATCAGTGACAGGGTTGGAATTATTAGCGGATATGCGTAGCGGTGGCTCTGTTCCTACCA 

TTTCAGACTTGATGACGCCCCCAAATTATGAAATGCACGT^ 

GTTCTTTCACTCGCACGGCTGTGGAAACGTCTGGAACATGTACTCCTTTC 

GTTCGACTGTCGAGGATCAGCAACAGGATTTAGAAGATTTACGTATACGGTTGACAAAAA 

TTAGAAATCAACGTGACAATCTAGGGCTACCACCGTCTGCCTCGTCTGCTGCCGCTTCCA 

GATCGCTATCTCCATTACTAAACGTTCCAGCACCAGAGGATGGCACGGAGAGAATCTTAC 

CTCAGAGTGCTCTTGGTCCCAATAGTGGCTCTGTGCCAGGAGTACATAGTAACGTATCAC 

CTGTTTTACTTTCAAGATCCCCAGCCCCAAGCGTGTCAGCCCATGAAGTGTTACCAG^ 

CCTCGGGCTTAAATTATCCAGAGACTCAAAACCTGAACAAGGTTCCATCGTATGGCAAGG 

CAATGAAATATGATATCATTGGTGAGGACCTTCCTCCTTCCTACCCTTGTGCGATACA^ 

ATGTGCAACCAAGAAAACCCAGTAGGGTACATTCCAGGAACTCTTCGACAACATTGTCAT 

CTTCTATACCAACTAGCTTTCATTCCTCTAGTTTTATGAGTAGCACTGC 

CCATAATTAATGGCTCTAGAAGTAGTTCTAGTGGGGTATCTCTTAATACACTTAATGAGT 

TAACTTCGAAAACTTCGAATAACCCATCCAGTAATAGTATGAAAAGGTCACCAACAAGAC 

GGAGGGCTACTTCTTTAGCTGGGTTTATGGGAGGTTTTCTATCAAAGGGTAA 

AG 

YFR022W, 733 aa (SEQ ID NO 88) 

MGFSSGKSTKKKPLLFDIRLKNVDNDVILLKGPPNEAPSVLLSGCIVLSINEPMQIKSIS 

LRLYGKIQIDVPLERPQDASSSSLSSSPPKIRKYNKVFYNYAWDNVNLKEYLSGLRGQSG 

LAGSSSSSNILGTRQRAQSTSSLKSLKGSSSPSSCTLDKGNYDFPFSAILPGSLPESVES 

LPNCFVTYSMESVIERSKNYSDLICRKNIRVLRTISPAAVELSETVCVDNSWPDKVDYSI 

SVPNKAVAIGSATPINI SIVPLSKGLK^SIKWLFENYQYCDPFPPVI SENRQVTELNL 

EDPLNESSGEFNGNGCFVNNPFFQPDHSFQDKWEIDTILQIPNSLSNCVQDCDVRSNIKV 

RHKLKFFIILINPDGHKSELRASLPIQLFISPFVALSIKPLSSSNLYSLFSTTNQKDENS 

SQEEEEEYLFSRSASVTGLELLADMRSGGSVPTISDLMTPPNYEMHVYDRLYSGSFTRTA 

VETSGTCTPLGSECSTVEDQQQDLEDtiRI RLTKI RNQRDNLGLPP S AS S AAASRS L S PLL 

WPAPETCTERILPQSALGPNSGSVPGVHSNVSPVLLSRSPAPSVSAHEVLPVPSGLNYP 

ETQNLNKVPSYGKAMKYDIIGEDLPPSYPCAIQNVQPRKPSRVHSRNSSTTLSSSIPTSF 

HSSSFMSSTASPISIINGSRSSSSGVSI^LNELTSKTSNNPSSNSMKRSPTRRR^ 

GFMGGFLSKGNKR 

YGL011C, 1259 bp, CDS: 501-1259 (SEQ ID NO 89) 

AGACAATAAAATATGGAAAATAAAACGCTTAGCACAGCAGTCAATGAAATACTCTGATAT 

ATTTTGACTCTGTGGAGCATACAGCTACCACTAAATAGGATTGTGGGGA 

TGGATCAAAACGTTCTTAGGATTGTGGTGGTAAAACTTGTAAAATCCAAGCTGA 

AAATCCAGCAAACCTTCGCCCATATTTATTCTTTTATAACAGAAGAAGAGACTATATTCT 

CAAAACCTCGTATATTTATATACATATCCTCCAAACAAACTCCCAAGTTTCACTTTCCTG 

GATTTACCTTGGCATTCCTTTTCCCCATCCTCTTATAATGGTAATCGCGATC 

TGATATCACAATAGACGAAGGGCACACACCAATTTGCCACCGTAAGGATAGAGTAAGTTA 

AATGGCTAACTCATTATAATCTTCATGCTAAATCATATAAGGGCAGAGACGAAGCAAAGC 

GAAAAAAACATATTACAATCATGTCGGGTGCTGCTGCTGCATCTGCTGCTGGTTATGACA 

GGCACATCACTATCTTTTCCCCCGAGGGTCGTTTATATCAAGTAGAATATGCCTTTAAAG 

CGACTAATCAAACTAACATAAACTCACTAGCGGTCAGAGGTAAAGATTGTACAGTGGTGA 

TAAGTCAGAAAAAGGTCCCTGATAAACTGTTGGATCCAACTACTGTTTCGTATATTTTTT 

GTATTTCAAGAACAATTGGTATGGTAGTGAACGGACCAATACCGGATGCAAGAAATGCGG 

CCCTAAGAGCCAAGGXZTGAGGCTGCAGAATTCCGTTATAAATATGGTTATGATATGCCAT 

GCGATGTATTGGCTAAGAGAATGGCTAACCTTTCCCAAATCTATACTCAAAGAGCATATA 

TGAGACC^TTAGGTGTTATACTCACATTTGTTTCGGTAGATGAAGAATTGGG 

TTTACAAAACTGACCCTGCAGGTTATTACGTTGGCTACAAAGCTACTGCGACAGGACCAA 

AACAACAGGAGATCACAACAAACTTAGAAAACCATTTCAAAAAGAGTAAAATCGACCATA 
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TTAATGAAGAATCATGGGAGAAGGTGGTAGAATTTGCTATTACTCATATGATTGACGCAC 
TGGGTACCGAATTTTCAAAGAATGACTTGGAAGTCGGTGTCGCTACAAAGGACAAATTCT 
TTACCTTGAGTGCTGAGAACATCGAAGAAAGGCTAGTAGCAATTGCTGAACAAGATTAA 

YGL011C, 252 aa (SEQ ID NO 90) 

MSGAAAASAAGYDRH ITI FSPEGRLYQVEYAFKATNQTNINSLAVRGKDCTWI SQKKVP 

DKLLDPTTVS YI FC I SRTIGMWNGP I PDARNAALRAKAEAAEFRYKYGYDMPCDVLAKR 

MANLSQIYTQRAYMRPLGVILTFVSVDEELGPSIYKTDPAGYYVGYKATATGPKQQEITT 

NLENHFKKSKIDHINEESWEKWEFAITHMIDALGTEFSKNDLEVGVATKDKFFTLSAEN 
IEERLVAIAEQD 

YGL031C, 968 bp, CDS: 501-968 (SEQ ID NO 91) 

CCAAGTTAAGCAAGACACCAAGACAATAACTTGAGAGGTATGTCCCTATATGATGATGAT 
TCATAATTAATGGCGACCGAGGGCAGCGTTGTGCTAGAAAGCAATGTATTAATATATGAG 
AGAGCTTCAGATAGCCAATACACCGGAATTTAGACTTTGACAGGA 

GTATAACTTATAATATATGTCAACCTTTGAGCAGGAAACCCAATGAAAATGCTTCATTAC 

ATATATACGATATGGAGAAGCATGAAAAATAAGAGCGTGAGATGTTATCCATGTTGCAAG 

AACCTAGTAAAATGAATTCTGAATTTGCAAAAAGTCCATATTTCCACGTTCTCCT 

TACAATTTTGCGAACGCCTGAACAACCATGCGGATTACCATTATTTATATTC 

GCTACCTATGAAAAGCATAGACTTACTAACATTTTTTTTTTCAAATATGTTO 

TGGATTAATATAGTGATAAAATGAAGGTTGAAATCGATTCTTTTTCAGGTGCCAA 

ACCCAGGCAGAGGTACCTTGTTTGTCCGTGGTGACTCCAAAATCTTCAGATTCCAAAAOT 

CCAAATCTGCCTCTTTGTTC^GCAAAGAAAGAACCCAAGAAGAATCGCTTGGA 

TATTCAGAAAGCATCACAAGAAGGGTATCACCGAAGAAGTTGCTAAGAAGAGATCTAGAA 

AAACCGTTAAGGCCCAAAGACCAA1TACCGGTGCTTCTTTGGACTTGATCAAGGAAAGAA 

GATCTTTGAAGCCAGAAGTTAGAAAG^TAACAGAGAAGAAAAATTGAAGGCCAACAAAG 

AAAAGAAGAAGGCTGAAAAGGCTGCTAGAAAGGCTGAAAAGGCTAAGTCTGCTGGTACTC 

AAAGTTCTAAGTTCTCCAAGCAACAAGCTAAGGGTGCTTTCCAAAAGGTTGCTGCTACTT 
CTCGTTAA 

YGL031C, 155 aa (SEQ ID NO 92) 

MKVEIDSFSGAKIYPGRGTLFVRGDSKIFRFQNSKSASLFKQRKNPRRIAWTVLFRKHHK 
KGITEEVAKKRSRKTVKAQRPITGASLDLIKERRSLKPEVRKANREEKLKANK^ 
AARKAEKAKS AGTQS SKF S KQQAKGAFQKVAATSR 

YGL032C, 764 bp, CDS: 501-764 (SEQ ID NO 93) 
CTCCCATATTTTTTTATTCACAGGCTAGACAATG 

GGATTACATTCGCACAATAGAATAAATGACTAATTTTCAAGAATTTGTTTCAACCTGCCG 

GCATTCAGTTATTATAAGTTATTGTTTGATGGTAAAACTTCGCCAT 

TTTATTGCAAAATTACTGAAACCATGTAATTTCCGAATACGGTAATTACACGCAGTTTGA 

AATTTGACATGCAAGTTTAACAAAAAAACTTCTGTCCGCATCTAAAGCTTAATTAA 

CTGTTTCATACCTTCAGATCCAATATACTGAATATCAGGCAATTGATTTCCCTTGTA 

ATACAATATAAATAGTTGTAAGAAGAGGTGATATGTTAAGTTTCCATTTTGACGT 

TCATTCTAGAATGATTGTAAGCTCTCAACAGTCACTTGTGTGCCAAAATATTATACCTAC 

TTCATACATTTTCAATTAAGATGCAGTTACTTCGCTGTTTTT 

CTTCAGTTTTAGCACAGGAACTGACAACTATATGCGAGCAAATCCCCTCACCAACTTTAG 
AATCGACGCCGTACTCTTTGTCAACGACTACTATTTTGGCCAACGGGAAGGCAATGCAAG 
GAGTTTTTGAATATTACAAATCAGTAACGTTTGTCAGTAATTGCGGTTCTCACCCCTCAA 
CAACTAGCAAAGGCAGCCCCATAAACACACAGTATGTTTTTTGA 

YGL032C, 87 aa (SEQ ID NO 94) 

MQLLRCFSIFSVIASVLAQELTTICEQIPSPTLESTPYSLSTTTILANGKAMQGVFEYYK 
SVTFVSNCGSHPSTTSKGSPINTQYVF 

. YGL043W, 1430 bp, CDS: 501-1430 (SEQ ID NO 95) 
TCGGGATGGTGGGTTGTTCTGTACCCCCGCATTCACACCGCTCTGCCTATTCATTTTATC 
GTTTTCGTCTTTTCTTTCAATGTATTGATAAT^ 

ATAGCCTTTCTTGTATATCCCTCTT^CAATTATTACAAGTGTTTCTGTTTAAAGCAAGTG 
CTAGAAGTGACTCGGTTCTCTTAGGAAATTCTAAACGCAAGATTTCTCTTATGGTGATTG 
TAACAATTATGAGATACTTCACTAGCCCACCTTAACTTTACGGACCTTCTTTTGAAACGA 
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TGCTTCGAATGACAACGCCTTTTTGATATATAATATCCAATTTCA 

CAACTCTTACCCGCCCCACTGTGCTGATATGAC(^GTGATCACTCGATGATGGGACTAC 

GTATTGAAAAATATTGAATGAAAAATTACTCAAGCAGCAGAACATTCACAGTGTAGT 

TCCGCATAAGAGCATTCATCATGGATAGTAAGGAAGTACTGGTACATGTTAAGAATCTAG 

AAAAGAACAAAAGTAATGATGCTGCAGTTCTAGAAATCTTACATGTCTTGGATAAAGAA 

TCGTCCCCACTGAAAAGTTACTGAGAGAAACAAAAGTTGGTCTGGAAGTCAAC^ 

AAAAATCCACTAATGTAGAGATCAGCAAACTCGTGAAGAAAATGATTAGCTCTTGGAAAG 

ACGCAATTAATAAAAATAAGCGTTCCAGGCAAGCACAGCAGCATCATCAAGATCATGCGC 

CAGGCAATGCAGAGGACAAGACAACTGTAGGTGAGTCCGTGAATGGTGTTCAACAGCCGG 

CCTCCTCCCAGTCAGATGCCATGAAACAAGACAAGTACGTCAGCACTAAACCAAGAAATA 

GTAAGAACGATGGTGTGGATACAGCTATATACCACCACAAATTACGTGATCAGGTACTAA 

AAGCACTCTACGACGTTTTGGCCAAGGAAAGTGAGCATCCACCTCAATCTATTTTGCATA 

CTGCAAAGGCCATAGAAAGTGAAATGAATAAAGTTAACAACTGTGACACCAACGAAGCCG 

CTTACAAAGCCAGGTATCGTATAATTTATTCAAACGTCATATCAAAGAATAACCCAGATC 

TCAAACATAAAATTGCCAACGGTGATATAACACCTGAATTCTTAGCTACATGCGATGCCA 

AGGATCTGGCACCAGCGCCCTTAAAGCAAAAGATAGAAGAAATTGCCAAGCAAAACTTAT 

ACAACGCACAGGGTGCCACCATAGAAAGGTCAGTCACCGATAGATTTACATGTGGTAAAT 

GTAAAGAGAAGAAGGTATCTTACTATCAATTGCAAACAAGATCTGCGGATGAACCATTGA 

CCACTTTCTGTACATGTGAAGCATGTGGTAACAGATGGAAATTCTCTTAG 

YGL043W, 309 aa (SEQ ID NO 96) 
MDSKEVLVHVKNLEKNKSNDAAVL^ 

I SKLVKKMI S SWKDAINKNKRSRQAQQHHQDHAPGNAEDKTTVGES VNGVQQPASSQSDA 
l^QDKWSTKPRNSKNIXSVDTAIYHHKLRDQVLKALYDVLAKESEHPPQ^ 
EMNKVNNCDTNEAAYKARYRI I YSNVI SKNNPDLKHKIANGDITPEFLATCDAKDLAPAP 
LKQKIEEIAKQNLYNAQGATIERSVTDRFTCGKCKEKKVSYYQLQTRSADEPLTTFCTCE 
ACGNRWKFS 

YGL102C, 929 bp, CDS: 501-929 (SEQ ID NO 97) 

TGTTACGATCAACATTCTTGTCCGTAATCAGCATGGTAGTTAAACCCATTCTGTACATAT 
GGTCAGATATACTTTCGCATGGGTCAATACCATGGTCAACCCAACCAGTTCTTCTTTGCG 
TTTTCAAAAGTTGTATAATATTCAAAAACGCTAACT 

GAATTGCCAAAATCTCCCTAGGTATATTATCTTCTGGCTTCCAGATGTTAACTGCAGTCA 
TTTTGTTTTTCCTGGTCTTTACCTCGAATAGGTTTO 

TTGGACCCTATGTTTATATATGGATTTTGAAAATCTTTTAAAAAAGCGATAAAAG^^ 

GGATCTGCCACTGGTAACTTCAAAATAGACAAGACGAAAAAACGGTGAAAATGGGTGATA 

GAAATAATACAGAAGTAGATGTTGAATTAGATTAAACTGAAGATATATAATTTATTGGAA 

AATACATAGAGTTTTTGTTGATGCGCTTAAGCGATCAATTGAACA^ 

CTGATTTTTTCTTCAGCCAACTTGGAGACGAATCTAG^ 

GGAATTCTACCCTTACCCAAGATCTTACCGTAACCGGCTGCCAAAGTGTCAATAACTGGA 

GCAGTTTCCTTAGAAGCAGATTTCAAGTATTGGTCTCTCTTGTCTTCTGGGAT 

CACAATTTGTCCAAGTTCAAGACTGGCTTCCAGAAATGAGCTTGTTGCTTC 

CTCATACCAACCTTACCGAAATAACCTGGATGGTATTTATCCATGTTAATTCTGTGGTGA 

TGTTGACCACCGGCCATACCTCTACCACCGGGGTGCTTTCTGTGCTTACCGATACGACCT 

TTACCGGCTGTACAAAAAAAATATTGTAA 

YGL102C, 142 aa (SEQ ID NO 98) 

MRLSDQFNNTTSSSDFFFSQLGDESSFDDNWNIWNSTLTQDLTVTGCQSVNNWSSFLRSR 

FQVLVSLVFTOQCPQFVQVQDWLPEMSLLLVE^ 

STTGVLSVLTDTTFTGCTKKIL 

YGL103W, 1461 bp, exonl : 501-549, intronl : 550-1060, exon2 : 
1061-1461 (SEQ ID NO 99) 

AACAAGCTATAATATTGTTAAATATAGTTGATCAACAGCATTGTAATGATTACAAGAGAC 

GAGGTGGAATGAACCTTATGAAATGCGTATTATATATAAACTGTAATAAGAGCTAAGTTG 

AATTGAAATCTACGATACTTGATGTTGACATTATAGCACTAGTTCCCAGGAAACCCTTTC 

GAAAAACACAGCAAAAACAAGAGTACTGTAACCAATGTAACATCTGTACACCAGGGACCC 

ACACATTACCAAAATCAAAATTATTTTTCTAATGCCTGTTATTTTTCCTAT^ 

GGCGCGTGAATAGCCCGCAGAGACGCAAACAATTTTCCTCGCAGTTTTTCGCTTC 

TGCGTATTTTCCCAGATAGGTTCAAACCTTTCATCTGTATCCCGTATATTTAAGATGGCG 
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TTTGCTTTCTCCGTTGATTTTTTTCCTT 

AATCATCCAACTAATCAAGAATGCCTTCCAGATTCACTAAGACTAGAAAGCACAGAGGTC 
ACGTCTCAGGTATGTAGTTCCATTTGGAAGAGGGAATGAAAGAACCAAGACGGTGACTTT 
TTTTTTAGTGTTGTGCAACCAATATGTCGTGTGTATATC 
CAGCTAAGTGTACTCAACATATTTCTTTGTGITTTGATTGCGA^ 

CACTGTTGAGACGGCTTATTTGAGGTAATAGCTCGAGTAAATGTACTCTTCCATCGCAAA 

CTGAGCAAAAAGAAAGTGTGCATAGCCTTTGTCATACTTCTCCTTTATTATACCATGATA 

TTCAGAACAGTCATACTGTCTACTCATTTTACGGCTATAAAAGGTAACTTTCATTTAGA^ 

TATGGAAAGCACTAATTATCGCTGTATCAAATGGTTGTAGAGAGCGCAATTATGAAAAAG 

AGTTACCACGTTTCTTTTGTTTCGATAAAATGTCGAGTTGAAAACC 

TTTAAAAATTGTATTTCATTACAATATTTTTTTT 

AAGCACAGAAAGCACCCCGGTGGTAGAGGTATGGCCGGTGGTCAACATCACCACAGA^ 

AACATGGATAAATACCATCCAGGTTATTTCGGTAAGGTTGGTATGAGATACTTCCACAAG 

CAACAAGCTCATTTCTGGAAGCCAGTCTTGAACTTGGACAAATTGTGGACATTGATC 

GAAGACAAGAGAGACCAATACTTGAAATCTGCTTCTAAGGAAACTGCTCCAGTTATTGAC 

ACTTTGGCAGCCGGTTACGGTAAGATCTTGK3GTAAGGGTAGAATTCCAAATGTTCCA 

ATCGTCAAAGCTAGATTCGTCTCCAAGTTGGCTGAAGAAAAAATCAGAGCTGCTGGTGGT 

GTTGTTGAATTGATCGCTTAA 

YGL103W, 149 aa (SEQ ID NO 100) 

MPSRFTKTRKHRGHVSAGKGRIGKHRKHPGGRGMAGGQHHHRINMDKYHPGYFGKVGMRY 
FHKQQAHFWKPVLNLDKLWTLI PEDKRDQYLKSASKETAPVIDT PN 
VPVIVKARFVSKLAEEKIRAAGGWELIA 

YGL130W, 1880 bp, CDS: 501-1880 (SEQ ID NO 101) 

TTTTGGTACTTGAATTTCTCGTTTCTAC 

GGAGTTTGGCTATTGCTACCCTTGGTCTTAGCACCACTTTT^ 

TGAACTAATTTAGTATCTATTTCCATTTCATTATAATTCACGTTTTTAGCAGCCTC 

CTTCTAGGTAATTGGAAATCTTCTTCTTTAGGCATAGCGTGACCAGCTGAAAGGCAGATG 

ATCTCAATATGTCCCGATAGGCCAATTTTGCCACCAGATAGTTCGATGGCATTTTA 

TAGTCCTTTTGAAAGCAATATCATAAAATATATATAGTTCTCCATGATGTTCGGGTCAGT 

CGCTCCGAAGCGTAACCTAGTATAATAAATAGTTCATTGCAGAAAATAACGAAAGAAATG 

GTGGAATACGATCTGTTATATCTAAACTAAAGCTAACTAACGGAATAAGCAAATACGAAT 

CGACCGCTAATOTAACAAATATGGTTTTAGCAATGGAAA 

CTGXMCTCATTCAACCTGGGAATGTCACGCAAGACTTGAAGA 

TGAATTCCCCAAAACCTACGAAAACATTCCCTGGTTCCCAGCCTGTGTCCTTTCAGCATT 

CTGATGTGGAAGAGAAGCTGCTTGCGCATGATTACTACGTTTGTGAGAAAACA 

TGCGGGTGTTGATGTTTATAGTGATAAATC CTGTG ACGGGTGAGC AAGG CTTTATG A 

TTGATAGGGAAAATAACTATTATCTGGTTAATGGATTTAG^TTTCCCAGATTACC 

AG AAGAAAG AAGAGCTGCT AG AGAC TCTTC AAG ATGGC ACCTTATTAGATGGTGAAC TTG 

TCATACAAACTAACCCAATGACAAAATTACAAGAGTTGCGTTATTTAATGTTCGATTGTC 

TTGCTATCAATGGTAGATGTCTCACACAATCACCAACAAGTTCTAGACTAGCCCACCTTG 

GAAAAGAATTTTTTAAACCATACTTCGATTTAAGAGCAGCGTACCCTAATCGTTGTACTA 

CTTTTCCGTTCAAAATTTCCATGAAACATATGGATTTCAGTTACCAATO 

CTAAAAGTTTAGATAAACTACCACATCTTTCTGATGGTCTGATATTTACTCCTGTGAAGG 

CACCTTACACTGCCGGCGGAAAAGATTCATTGTTATTAAAATGGAAGCCAGAACAAGAAA 

ACACCGTGGACTTCAAATTGATTTTAGATATCCCAATGGTGGAGGATCCTTCTTTGCCTA 

AAGATGATCGGAACAGGTGGTATTACAATTATGACGTTAAGCCAGTTTTCAGCTTATATG 

TCTGGCAAGGCGGAGCTGATGTCAATTCACGTTTAAAACATTTCGACCAGCCTTTCGATA 

GGAAGGAATTTGAAATATTAGAAAGAACATACAGAAAATTTGCAGAGTTGAGCGTTTCAG 

ATGAGGAATGGCAAAATTTGAAGAACCTAGAACAGCCATTAAATGGTAGAATAGTAGAGT 

GCGCAAAAAACCAAGAGACTGGGGCGTGGGAAATGTTAAGATTCAGGGATGATAAGTTAA 

ATGGTAATCATACATCGGTGGTCCAGAAAGTTTTGGAGAGTATCAACGATTCAGTTTCAT 

TGGAGGACCTCGAGGAAATTGTTGGTGATATTAAAAGGTGCTGGGACGAGAGAAGAGCAA 

ATATGGCTGGTGGTAGTGGGAGACCACTACCGTCTCAAAGTCAAAATGCGACATTATCTA 

CCTCTAAGCCAGTCCATTCACAGCCCCCAAGTAATGATAAGGAGCCAAAATATGTAGACG 
AGGATGATTGGTCGGATTAG 

YGL130W, 459 aa (SEQ ID NO 102) 

MVLAMESRVAPEIPGLIQPGNVTQDLKMMVCKLLNSPKPTKTFPGSQPVSFQHSDVEEKL 
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lahdyyvcektixalrvlmfivinpwgeqgcfmidrennyylvngfrfprlpqkkkeell 
etlqix;tlldgelviqtnpmtklqelryi^dclaingrcltqsptssrlahlgkeffkp 

YFDLRAAYPNRCTTFPFKI SMKHMDFS YQLVKVAKS LDKL PHLSDGLI FTPVKAPYTAGG 
KDSLLLKWKPEQENTVDFKL I LDI PMVEDP S LPKDDRNRWYYNYDVKPVFSL YVWQGG AD 
VNS RLKHFDQ PFDRKEFE I LERT YRKF AEL SVS DE EWQNLKNLEQ PLNGRI VEC AKNQ ET 

GAWEMLRFRDDKLNGNHTSWQKVLESINDSVSLEDLEEIVGDIKRO^DERRANMAGGSG 
RPLPSQSQNATLSTSKPVHSQPPSNDKEPKYVDEDDWSD 

YGL147C, 1076 bp, CDS: 501*1076 (SEQ ID NO 103) 

CAATATTATAGTTACTACCTATTTGATTATTAAGATCAAAAGTAATCCTTCATCTCATAT 

CAAAAAGAAAGGTTTGTAAAAGAGCATTGGGCAGAGAGTATTTGTCCTGCGTATAGAGGA 

GAAAAAATTGTACTGATGCTAATTTTGGTGTCGTTC 

TTTCCAGAAATGTTTGGGTTTATTTTTTAAT^ 

ATTTTGTCATTTCATTTTTCTGTGGAAAATTTC 

CAACATCCTCCCATCATCCCAATATTGGCATACACACACATGCAGCACAGCGGAACTGCG 
GAGGTCAGAGGCAATGTGGCAGAGACGCTGGCGCGCCTGTATTGTATAATAGTATATTTT 
ACACTCAATTCAATTTTTTGATATTAAATTAGTGTC 

CCCGTACCAGAAGTTCAATCATGAAATACATCCAAACTGAACAACAAATCGAAGTCCCAG 
AAGGTGTCACTGTCAGCATCAAGTCCAGAATCGTCAAGGTTGTTGGTCCAAGAGGTACTT 
TGACCAAGAACTTGAAGCACATTGATGTTACCTTCACCAAGGTCAACAACCAATO 
AGGTTGCTGTTCACAACGGTGGCAGAAAGCACGTTGCTC 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTC^ 
ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGGTGCCAAATTCATTGAAG 
TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTTCCAG 

TCGAATTTTCCACCAACGTTAAGGACGAAATTGTCTTGTCAGGTAACTCTGTCGAAGACG 
TTTCCCAAAACGCTGCTGACTTGCAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTA 
AATTTTTGGACGGTATCTACGTTTCTCACAAGGGTTTTATTACTGAAGA 

YGL147C, 191 aa (SEQ ID NO 104) 

MKYIQTEQQ I EVPEGVTVS I KSRI VKWGPRGTLTKNLKH IDVTFTKVNNQL I KVAVHNG 
GRKHVAALRTVKSLVDNMITGVTKGYKYKMRYVYAHFPINVNIVEKDGAK 

KKIRNVPVRDGWIEFSTNVKDEIVLSGNSVEDVSQNAADLQQICRVRNKDIRKFLDGIY 
VSHKGFITEDL 

YGL213C, 1694 bp, CDS: 501-1694 (SEQ ID NO 105) 

AATCAAAACGATCGTTATACAATTCATTGAGGAACCTCTCTAGTCCGATCCGTCTTTCAT 

CGATCATTTCCGGATCATCATATCTTCTTTGCCACCTCCTGTCCAATACACCGGGCTTTT 

CAGGGAAGTCATATGGGATGGTGCTTCCTACATCTCTCTCCAATCGTGTCTTCAGTTTCC 

AAAACTCGGAATACCTTTTGTAAAGGCGCTTGTTTGGTGTACTAACACCGTATAAAACAT 

ACTTGGGGTTGATTTTAACATCGTCCACCTTGATTCTT 

CAGAATTAGCTGCCATCAATATCAATTATCAACCCTTATATGACTTTATTGTTTTTGTTO 
TTGTTGGCTAATTAATTGATACAAATCTTTAGGCGAAAAATAAAAAAAA 

GAAGGAAAAATTAGGCGATATTAAAACAAATCTAAAATAAAGACAAGAAACGAAAAAGAG 

GTTAATCAAGTATTGGAAAAATGTCCAAAGTGTTTATTGCCACAGCAAA 

CTCATGACGCTGATATTTTCTCGGTTTCTGCTTGCAATTCATTTACG^ 

GTGACGGTTACTTAAAGGTGTGGGATAATAAGCTGTTAGATAATGAAAATCCAAAAGATA 

AGTCATATTCTCACTTTGTCCATAAGTCCGGATTGCACCATGTCGATGTCTTGCAAGCTA 

TTGAGAGAGATGCATTTGAATTATGCCTTGTTGCTACCACTTCATTTTCTG^ 

TCTTCTATCGTATCACTAGAGAAGATCAGACTAAAAAAGTTATATTCGAGAAATTGGATC 

TTCTAGACTCAGACATGAAAAAGCATTCCTTTTGGGCATTAAAATGGGGTGC 

ACAGACTACTTTCCCATAGGCTGGTTGCTACAGACGTCAAAGGGACCACTTACATTTGGA 

AGTTTGACCCGTTTGCAGATGAGTCAAATTCTTTAACACTAA^ 

AATTACAAGGCACTGTCGAATCGCCTATGACTCCAAGTCAATTTGCCACTTCTGTGGATA 

TCTCTGAACGAGGACTAATTGCCACAGGTTTTAATAATGG7^ACAGTACAAATTTCAGAAC 

TATCTACATTACGCCCGTTGTACAATTTTGAATCTCAGCATTCTATGATTAATAATTCGA 

ATTCCATCAGATCGGTGAAATTTTCTCCTCAAGGATCCTTATTAGCCATTG^ 

CAAATTCATTTGGTTGCATCACTCTATATGAAACTGAATTTGGTGAAAGAATAGGCTC 

TATCCGTACCAACCC^TAGCTCGCAGGCAAGTCTGGGTGAATTTGCACATTCTAGCTGGG 

TCATGAGTCTATCGTTTAATGATTCTGGTGAAACATTATGCAGTGCCGGATGGGATGGTA 

AATTGAGATTTTGGGATGTAAAAACAAAGGAAAGAATCACTACATTGAATAT^ 
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ATGATATTGAAATTGAAGAGGATATCTTAGCTGTTG 
AACCTGGTGTCTTTGACGTGAAGTTTTTGAAAAAAGGTT^ 
ATTTAAATGAAAGTTTATGCTGTGTTTGTTTAGATAGAAGCATCA 
CTGGCGGTAAATAA 

YGL213C, 397 aa (SEQ ID NO 106) 

MSKVF I ATANAGKAHDADI FSVSACNSFTVSCSGIX3YLKVWDNKLLDNENPOT 

HKSGLHHVDVLQAIERDAFELCLVATTSFSGDLLFYRITREDETKKVIFEKLDLLDSDMK 

KHSFWALKWGASNDRLLSHRLVATDVKGTTYIWKFHPFADESNSLTLNW 

SPMTPSQFATSVDISERGLIATGFNNGTVQISELSTLRPLYNFESQHSMINNSNSIRSVK 

FSPQGSLLAIAHDSNSFGCITLYETEFGERIGSLSVPTHSSQASLGEFAHSSWVMSLSFN 

DSGETLCSAGWDGKLRFWDVKTKERITTIjNMHCDDI EIEEDI LAVDEHGDSLAEPGVFDV 

KFLKKGWRSGMGADLNE SLCCVCLDRS I RWFREAGGK 

YGL235W, 1037 bp, CDS: 501-1037 (SEQ ID NO 107) 

ctggttccaaccatatcttatgggaagatctatcaggaaaccttagaatcttagcttcga 

tggagggacaatagcgggggcctttgatggtcgtgtcctgaatatgaatggattgatgca 

agttattgcgcaaaaagtcgtgcatttgaggtgtggtatgtgtgccaaagcaatc 

gcttcgtgggttcgactgacacggtttcattcagaaaactcatagggacaggcaacgcat 

ctcccttctggacctccagagk:gctgaaatcaatggattcctt^ 

tgcctgttttgaaacgccctaactgaaagcccacctc 

catatgttggctgctcgccaattcttcctgctgcaatacgcttgtcgccgatc 

ctgcactgagaaacgtacctgtagtgattatgacctgatctgccccaacctgggtaccgt 

catccagaaccacacctttgatgaccttgtggccacatccggggtcatacaagatcaagt 

cagcaactttgttctgcagcagagacaagttggggtgtgctttcttgtcggaaagttccc 

tttgcatgtatttcttatataactctctgtctatctgggctctgggcccccacacagcag 

gacccttgcttctgttcagcattttgaattgcactccagcgagatcagttactttgccca 

tcagcccatcgagagcgtcgatttcctttacaaggatgcccttacccactccaccaatag 

aggggttgcacgaacacttaccaatatctgttaacgatggtgtaatgagagtagtatgcg 

caccagtcctagatgacgcagctgcagcttcgcagcctgcatgtccagcaccg 

cgacctgtgtcttggttgtgggtcggaagcttgtcaa 

tgaggacctgtaagggaaatgaagtacacgaagacgccaaggttgttacacgcagcatcg 
ttctttggggcgtttag 

YGL235W, 178 aa (SEQ ID NO 108) 

MTLWPHPG S YKIKS ATLFC SRDKLGC AFL S ES SLCMYFL YNSLS I WALGPHTAGPLLLFS 
ILNCTPARSVTLPISPSRASISFTRMPLPTPPIEGLHEHLPISVNDGVMRWCAPVLDDA 
AAASQPAC PAPMTTTCVLVVGWKLVKEDMVNRLLRTCKGNEVHEDAKVVTRS IVLWGV 

YGL260W, 731 bp, CDS: 501-731 (SEQ ID NO 109) 

TACCATGGAACACCGGTGATCATTCTGGTCACTTGGTCTGGGGCAATACCAGTCAACATG 
GTGGTGAAGTCACCGTAGTTGAAAACGGCTTCAGCAACTTCAACTGGGTAGGTTTCCGTT 
{^TGGGCGGCrTGGAACATGTAGTATTGAGCCAAGTGAGCTCTGATATO^GAGACGTAG 
ACACCTAATTCAACCAAATTGACTCTTTCGTCAGACTGAGCTAGAGTGGTGGTTGCGGAA 
GCAGTAGCAGCGATGGCAGCGACACCAGCGGCGATTGAAGTTAATTTGACCATTGTATOT 
GTTTTGTTTTTTAGTGCTGGTATAAGCTTAACA^ 

CAAAAGCATACAGTTGAAGCAGCTCTATTTATACCCGTTCCTCTATCAGTCATCACTACT 
TAAACGATTCGTTAACAGATGCTCATTTAGCACCTCACATATCCTCCATATCTCATCTTT 
CACACAATCTGATTATCACTATGGAGATGCTCTTGTT^ 

ATAGACTTCGTATGTGGAGTATTGTATTATGGCACTCATGTGTATTCGTATGCGCAGAAT 

GTGGGAATGCCAATTATAGGGTGCCGAGGTGCCTTATAAAACCCTTTTCTGTGCCTGTGA 

CATTTCCTTTTTCGGTCAAAAAGAATATCCGAATTTTAGA 

CTTATTGTTAA 

YGL260W, 76 aa (SEQ ID NO 110) 

MEMLLFLNESYIFHRLRMWSIVLWHSCVFVCAECGNANYRVPRCLIKPFSVPVTFPFSVK 
KNIRILDLDPRTEAYC 

YGR085C, 1025 bp, CDS: 501-1025 (SEQ ID NO 111) 
TCCTTAC1TTAGTCTATTATCAATATCTCTTCCCCCTCCTAAATATGTACTCTTTTATTT 
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TTTTTAATTGTGAAGGAACAATTCAAGTTAGAACTCTTTTC 
GTGTAGCCTAATGTTTAATGCCTAATTTTTTTCTA^ 

GTCGTATAGACATCTATATATAACAAGCACAGAACCGTCTAATTGGTATTTTTCAGGACA 

TTTTAAACATCCGTACAACGAGAACCCATACATTACTTTTO 

CACCGCCTTCTTTTTATTTTTATCCGAAGATCTTTTGGAACCCGCTC 

GCTAGGATACCAAATTGAAACTTGGACATAACTCATCATTAAAGAAGTATACTGTTAAGA 

GAGGCATTCATTTCGTGTATTATAACGTTTAGCATCAGTTACCCTTGAAAGCCCAACATA 

TACAAAAATACGCGTCCAAGATGTCTACTAAAGCCCAAAACCCTATGCGTGATTTGAAGA 

TCGAGAAATTGGTCTTGAACATCTCCGTTGGTGAATCTGGTGACAGATTAACCAGAGCCT 

CCAAGGTTTTAGAACAATTATCTGGTCAAACTCCAGTTCAATCCAAGGCCAGA 

TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTC 

CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTC^ 

GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTGACTT^ 

TCAAGTATGACCCATCCATCGGTATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 

CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACTGTTGGTAACTCCCACAAGA 

CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGACGCTGATGTGCTCGATA 

AATAA 

YGR085C, 174 aa (SEQ ID NO 112) 

MSTKAQNPMRDLKIEKLVI^ISVGESGDRLTRASKVLEQLSGQTPVQ 

RNEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKTO 

GIFGMDFYVVMNRPGARVTRRKRCKGWGNSHKTTKEDW^ 

YGR118W, 1258 bp, exonl: 501-565, intronl; 566-885, exon2 : 
886-1258 (SEQ ID NO 113) 

AGCCATGTCGGTCGCACTAGACTTTTCTTCTCACTGTCACTTACCTGTTTGAAATCATGT 
CCTTTTTTTTTTTGCCATTCTTATACATTTTCT^ 

TACCCTATATACACCCATACCCTATTTTTAAATATAAAAAGTAAACTTCATTTTGAAAGA 

CCACTCTGCATCAGCACGCGGGCTCTGGAAGGAAGAAATGACGTTTCGGCGGAATACCCT 

TTCAGAAGGTCTGCTCTTGTGGCTGGTTCATGGGAGACACCCAGCGGAGCTCCTCCCGAG 

AAAGGCCCCTTCATCTCTGCCGATTGCTGACGGAAAGCAGTAGCGGAGGTTTGAGTTCTC 

TACGCCGAGAGTACACTGCCGTAATATCACAATGTTTCGACTAACGGTTACAGTACGTTA 

AATTAGATACTGCCTATGAATTGACATATTAGATAATGTCAAATTTTACAAAAACCTAAG 

ACAACAGGAAATAAACAAAGATGGGTAAAGGTAAGCCAAGAGGTTTGAACTCTGCTAGAA 

AGCTACGTGTCCACAGAAGAAACAAGTATGTTGACTATTTCAAAATTAAAAAAAACTATC 

AACCCCCTATTGTGATATCGTTTTAGGTGAAGGAAATGTTGTGAGCTCTGGAGTGATAAA 

TTTATCAAGTAACATATCCTGGCGCAAATCAGTTTGGAGAGGCTTAAAATGACACGTCAC 

AGTGATAAAAAGTAATGAATAGTGAACGGTCAGCTTCGGCCATTCTTCCCAATCTATAGT 

GTGGAAAATAAACCTTTTCTTCCCAAAATAACTCAGAAAGTCACAGGAGGCCGTTTTTTA 

CAACGGAATCATTTTTTTACTAACAGTTTTTTTTTATTATTATAGC 

CAACTACAAGAAGAGATTGTTGGGTACTGCCTTCAAGTCTTCTCCATTC 

TCATGCCAAGGGTATCGTCTTGGAAAAATTGGGTATCGAATCCAAGCAACCTAACTCTGC 

TATCAGAAAGTGTGTTAGAGTTCAATTAATCAAGAACGGTAAGAAGGTCACTGCTTTCGT 

TCCAAACGATGGTTGTTTGAACTTTGTCGACGAAAATGATGAAGTCTTGCTAGCAGG 

CGGTAGAAAGGGTAAAGCTAAGGGTGATATTCCAGGTGTTAGATTCAAGGTCGTTAAGGT 

CTCTGGTGTCTCCTTGTTGGCTTTGTGGAAAGAAAAGAAGGAAAAGCCAAGA 

YGR118W, 145 aa (SEQ ID NO 114) 
MGKGKPRGLNSAJUCLRVHRRNNRWAENNYKKRLLGT 

SKQPNSAIRKCWVQLIKNGKKVTAFVPNDGCLNFVDENDEVLI^GFGRKGKAKGDIPGV 
RFKWKVSGVSLLALWKEKKEKPRS 

YGR142W, 1733 bp, CDS: 501-1733 (SEQ ID NO 115) 
GGACTACTTTACAGGGTAATGAATATTTGGGCGTTTTTCGCTATTTTAGCATGCTC 
GTATGTACTGTGCATCGTCATGTAGCACTATTTCAGCCGTATTTTTCTTTTT1TC 
CACCGTCTGTGGTTGTAAAGTTACTGACACTTTTTTTTCTAGAAAGTO 
- GACACTCGGTGGAGCTCGAGAGTTGTATCCAGTTTTCTTGTTCGGCGATATT^ 

GGTCGGGTTGGGCTAACAGCCGCCCAGGATGGAAGAATTAAGAATTTCATAGAAGCCTTC 
AGTTCTTGGCGAAGTAAAGTGGCAAAACAAATGGAAGATCTATTGCATTACATATATAAA 
AGCATTAGAACAATCTTTTCTCATTGACAGGTATTCTCATTGCTCTATATATATTTTC 
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CTTCTTGAAAGAAATATCAGTATTACAATCATAACAACAACCAAAAGAAAATAACTAATA 

GACCC(^TTACAATATAGAAATGTTTTCCATATTCAATT(^CCATC 

TGCCATCTTTTAGTCAGCCCCTACATTCGCGTTATTTTGATTGCAGTTCTCC 

ATTATCCAGAATGTAAAAGGAGGAAAGCAATAAAAGCTAACCTAAGAGCTCCAAAAAAAA 

GCGATGCAAATTGTTCAGAACCTTTGAGGTATGCACTTGCTGAAACACCAAATGGTTATA 

CATTAAGCTTGTCTAAGCGGATTCCATATGAACTTTTTTCAA^ 

TAGGTGAGCTAAAGGAGAACCATTACAGACCAACTTACCATC 

GAAACCAGTATTATGTTGAAGATGAAGCGGATGAAGATGCTCTATTGAGATCTGCATTG 

AAGATCTGGATTTTAGAGCCATAGGAAAGAAAATTGCTAAGGATCTTTTCCAAGACTACG 

AAATAGAATTGAATCATAGAGGTGATGAATTGAGCATATTGAGTAAGAAGGATAAAATC 

TTAAGGAATTCTCTCTAGACCAAGTGTTTGAAGATGTTTTTGOT 

AAAACATAGATGATGGCTCGAGAGAAAAATATGCACTTTTAAAGATTGGTTTAGCT 

ATGAGGAAGAAATTTCCGAAGGTGGCATCAACGAACCAAAGATGCCAATAATTGAATCCA 

AAATAGACGAGTCTCACGATGATGTTAACATGTCTGAATCTTTGAAGGAGGAAGAAGCGG 

AGAAAGCGAAAGAACCACTAACCAAAGAAGACCAAATAAAAAAATGGATAGAGGAAGAAA 

GATTGATGCAGGAGGAAAGCAGAAAATCAGAACAGGAAAAAGCTGCCAAGGAAGATGAAG 

AAAGGCAAAAGAAAGAGAAGGAAGCCAGATTGAAGGCAAGGAAAGAATCTTTGATAAATA 

AGCAAAAAACCAAGAGGTCCCAGCAAAAAAAATTGCAAAATTCCAAATCATTGCCTATCT 

CTGAGATTGAGGCCAGCAATAAAAATAATAATAGCAATTCTGGTTCAGCAGAAAGTGATA 

ATGAAAGTATAAACAGTGATTCTGATACGACTTTGGATTTCTCTGTGTCTGGTAATACAC 

TAAAAAAACACGCTTCACCCCTATTAGAAGACGTTGAGGATGAGGAAGTTGACAGATACA 

ACGAGTCCCTAAGCAGATCTCCCAAGGGAAACTCTATTATTGAGGAGATATAA 

YGR142W, 410 aa (SEQ ID NO 116) 

MFSIFNSPCVFEQLPSFSQPLHSRYFDCSSPVSYYPECKRRKAIKANLRAPKKSDANCSE 
PLRYALAETPNGYTLSLSKRIPYELFSKYVNEKLGELKENHYRPTYHWQDFFGNQYYVE 
DEADEDALLRSALKDLDFRAIGKKIAKDLFQDYEIELNHRGDELSILSKKDKIFKEFSLD 
QVFEDVFVIGCGVENIDIX3SREKYALLKIGLVKHEEEISEGGINEPKMPIIESKIDESHD 
DVNMSESLKEEEAEKAKEPLTKEDQIKKWIEEERLMQEESRKSEQEKAAKEDEERQKKEK 
EARLKARKESLINKQKTKRSQQKKLQNSKSLPISEIEASNKNNNSNSGSAESDNESINSD 
SDTTLDFSVSGNTLKKHASPLLEDVEDEEVDRYNESLSRSPKGNSIIEEI 

YGR236C, 890 bp, CDS: 501-890 (SEQ ID NO 117) 

CAAAAAAGTTTTCGGATGAACCGGATTAATACAAGTAAAATCAGCAAAGATATAGAAGAC 

AAAATAAGCGTGAAAACAATCATAAACCACTCACAACGGGGGTTTTCAGCTGTTACTCCT 

CCATACATACATTTTGATAAAGATATAATGTTATATTTCTTTTCGTAAT^^ 

TCGGTTTGCTCTATAGATTTCATCAGCCGCACCGAAAAGGGAGATCAATAAGGTACCCTT 

TAAAAGGGATAAGAAGCCTACATCACCCCAATAAATGGAGTAATGGCCAGCATTGGATGA 

AGAGAAGAATTACGGGATACTGGGATAACACTGTTAAAAAATGCTTCGCGACGTGAGGGT 

CTTCTTCATATAAATTGAACTGCCAAATCTCTTTCACATTATCCAGGATAGTTTGGAATG 

TGTGTTACTGAAGGATCAGAATCAATAAATACAATCAATACAAATATTTAGCGCATAAAA 

TTCAAACAAAGTTTACTGAAATGAAGTTAGATTCAGGAATATACTCAGAGGCACAAAGAG 

TTGTGAGAACTCCAAAGTTTAGATATATTATGTTAGGGCTGGTGGGCGCTGCTGTGGTAC 

CGACCGCATACATGAGGAGAGGCTATACGGTTCCTGCACATAGCTTAGACAACATCAACG 

GCGTAGACACAACTAAGGCGTCTGTTATGGGTACAGAACAGAGAGCAGCTATGACGAAGG 

GTAAGAGTTTACAAGAGATGATGGATGATGATGAAGTAACGTATTTGATGTTCOTCTTC^ 

ATCATGTAAGGGAATTTGTACTTGGTTCCCTGCATTTATGTTCTTTGCA 

CATTTAATCATAGTACGACAAACGGGGAAGGGGATTGTGATTTTACATAA 

YGR236C, 129 aa (SEQ ID NO 118) 
MKLDSGIYSEAQRWRTPKFRYIMLGLVGAAWPTAYMRRGYT^ 

SVMGTEQRAAMTKGKSLQEMMDDDEWYLMFLFNHVREFVLGSLHLCSLHFVFAFNHST^ 
NGEGDCDFT 

YGR277C, 1418 bp. CDS: 501-1418 (SEQ ID NO 119) 
AATCTTTGCGATTGAATTGCTGCACGAACATTAACATT^ 

CAATATCTGGAATATCAGAATTTAGCAAGGCAATCAAAGCGGATAAAGCAGGGATTAGCC 
TGCCATTCTGTrTGTTCAGAGTAAAATCCACAACATTTTTACAAATTATGTTGCGGCCAA 
TAAGTATATTGACTTGAAATAAGTCTCTGTGCGATTC^ 
TGGATATTATGGGTGAAACGTGTGACCTTATCATTTCCCAGTTTTCTCTCTC 
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TGTCTTCATCCTGTATGGTAGCG^^ 
AGGTTTCTTACTCACAATGCCAAAATAAATATCAGTGTA^ 

TAATGGAAAAAGATAAAAATAAGGACCGTCATAAAAAGAGACGTGATTAAACCTAAAAAT 

CTAAAGTAAAGAAGTGTAAGATGGTTGAGGAAAATTCCAGAGTTTO 

ATACACCGCCTAGTGCTACTTTGC^GAGGATTATAGGGCAAACTATTCCGTTCTTAAGAG 

AATGTCAAAGTCAACTAGAGATCGTGATTGTACCTGAATTCAAAACCTCATTC 

ATTCTGCGCTAGGGAAGATGTACAGTATTACCAGGGATGTCCTTTTGGGCTATC 

TCAACAGCGGAATCAACATCATATTCAAC^TATTCATTTCGTCGAGAGTAATTTGCAAT 

GGAAAGTGGTTTTATTGCCACAGGAATCCACTTTTGAAACTO 

AAGGACAATACCATAGTATAGAACATTATGCATTACACGATAATATAATGGAAGAGATAG 

AAGGTCCCAAAGATGCTAACAAATTTCATGTCACCGCATTGGGCGGAACGTTCGACCACA 

TTCACGATGGACATAAAATATTGTTGAGCGTCTCTACATTCATCACGTCACAAAGGTTAA 

TTTGTGGAATTACGTGCGATGAGCTCTTGCAAAACAAGAAATACAAAGAGTTC 

CTTATGATACACGATGCAGGCACGTACATCAATTCATCAAGTTGTTAAAACCGGATCTCT 

CCGTAGAACTAGTTCCCTTAAGGGACGTGTGCGGCCCCACAGGGAAAGTACCCGAGATAG 

AATGTTTAGTTGTGAGTAGAGAAACCGTCAGTGGGGCAGAGACTGTGAATAAGACTAGGA 

TTGAAAAAGGCATGAGCCCATTGGCAGTACATGTGGTTAATGTACTTGGAGGAAGGGAGG 

AAGACGGCTGGAGCGAGAAGTTAAGCAGCACGGAAATCAGACGCCTACTTAAGTCCTCTG 

CTTCGCCAACGTGCACTCCACAAAACCCTTGCGTATAA 

YGR277C, 305 aa (SEQ ID NO 120) 

MVEENSRVLIVLPYTPPSATLQRIIGQTIPFLRECQSQLDIVIVPEFKTSFQLDSALGKM 
YSITRDVLLGYGMINSGINIIFNNIHFVESNLQWKVVLLPQESTFETWKLELGQGQYHSI 
EHYALHDNIMEEIEGPKDANKFHVTALGGTFDHIHDGHKILLSVSTFITSQRLICGITCD 
ELLQNKKYKELIEPYDTRCRHVHQFIKLLKPDLSVELVPLRDVCGPTGKVPEIECLVVSR 
ETVSGAETVNKTRI EKGMS PLAVHWNVLGGREEDGWSEKL SSTEI RRLLKSSAS PTCTP 
QNPCV 

YGR284C, 1433 bp, CDS: 501-1433 (SEQ ID NO 121) 

AGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGGCCA 

CCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTC 

CCACCGCCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAATCTG 
CAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTACTTCGTGTGAA 
TACCGTAAGAAATGGAATAGAATATATACGAATGTATACGAATATTATAGAGAACGTTCT 
CTTTTATTTCTATAATGAATAGGTTCGGGTAACGGTC 

ATGAGAGAAGAGGGAATAATGAGAAAGGCGAAAAATAAAGGACACCTTTAACGAAAGATC 
AAAGGTGTCCTTATTTACTTACAATAGCTGCAATTAGTACGACTCAAAAAAAGTGAAAAC 
AAAACTGAAAGGATAGATCAATGTCTTAGAGAGGACCTATTGGAAATTTTGGCGGTATGC 
CAATGTCATCATCGCAAGGACCATACTCTGGCGGTGCACAATTCAGATCAAACCAGAACC 
AATCCACTTCTGGCATCTTAAAGCAATGGAAGCATTCTTTTGAAAAGTTTGCCTCCAGAA 
TTGAGGGGKZTCACTGACAATGCAGTTGTTTATAAATTC 

CAAGATTTTTCATTGTGGCCACCTTTTATGAAGATTCGTTTAGGATCTTATCAC 

CAGATCAAATTTTTTATCTGAATAAGTGGAAGCATTACCCATACTTCTTTGTCGTTGTGT 

TTCTAGTGGTTGTTACCGTTTCCATGTTGATTGGCGCCAGTTTGTTAGTTTTAAG 

AAACCAATTATGCCACCGGTGTGTTATGTGCTTGCGTTATTTCTCAAGCATO 

GGTTGTTTACGGGTTCATCATTTGTCCTAAGAAACTTTAGTGTTATTGGTGGGTTG 

TTGCATTCAGCGATTCAATTGTTCAAAACAAGACAACATTCGGTATGCTTCCTGAAOT 

ACAGCAAAAACGACAAAGCGAAGGGTTACCTGTTGTTTGCTGGTAGAATTTTAATTGTTT 

TAATGTTTATCGCTTTCACTTTCAGTAAATCATC 

GCACAATATGTTTCGCCATTGGTTACAAGACAAAATTCGCATCCATTATGTTGGGTTTGA 
TACTAACTTTTTACAATATCACGCTAAACAACTACTGGTTTTATAACAATACTAAGAGAG 
ATTTCTTGAAGTATGAGTTTTACCAGAACTTAAGCATCATTGGTGGGCTTCTATTAGTTA 
CTAATACTGGCGCTGGTGAATTATCCGTTGATGAAAAGAAGAAGATTTACTAG 

YGR284C, 310 aa (SEQ ID NO 122) 

MSYRGPIGNFGGMPMSSSQGPYSGGAQFRSNQNQSTSGILKQWKHSFEKFASRIEGLTDN 
AWYKLKPYIPSLSRFFIVATFYEDSFRILSQWSDQIFYLNKWKOT 
SMLIGASLLVLRKQTNYATGVLCACVISQALVYGLFTGSSFVLRNFSVIGGLLIAFSDSI 
VQNKTTFGMLPELNSKNDKAKGYLLFAGRILIVLMFIAFTFSKSWFTVVLTIIGTICFAI 
GYKTKF AS IMLGL I LTF YNITLNNYWF YNNTKRDF LKYEF YQNL S 1 1 GGLLLVTNTG AGE 
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LSVDEKKKIY 

YGR285C, 1802 bp, CDS: 501-1802 (SEQ ID NO 123) 

CATTTAGTTCTGATTACAGCAGAAATCGTAGCGCGATGAGACATTTC^ 

TTTTTTTTGGGCAATTTTTTTATA 

CATTTCATTAAGAACTTGACTAAATATGAACATTTCTTAAAAAAAAGGTTGA 

AATAATCGAATATAAACGATGGAATTTTTATAAAATTAAACACATATATATATATATATT 

AACTATAAATATGTCAAAGAAACCATACAATCATAGATTTATAACTATCTTTT 

ATTAATGAACATAACGCTCCTAATACAAATGTCCAAAAAATATTACCCGCAAATACGAAT 

CTTTTTTTTTTCTCGATGAAATTTTGCAAAGAGTC 

AGAGAAAATTTCATAAGGTTTTCCTACCGATGCTT^ 

ATATACCAACAAGAGTAACGATGTTTTCTTTACCTACCCTAA 

AAGTCAACAGTTCCGCTACCAAAACCCGATTCGl^CGTCGTCCGGTCGAACCGGTTGGTA 
AGTTCTTTTTGCAACATGCTCAAAGAACTTTGAGAAA 

GAATTGAAGCTGAAAAGAACGTCAAAACCGTTGATGAATCCAATGTCGACCCAGATGAGT 

TGTTATTCGACACTGAATTGGCCGATGAAGATTTACTGACTCATGATGCTAGAG 

AAACTGCCGATTTGTATGCTGCTATGGGTTTGTC^ 

GTCAAATCATCAAGGCTCACAGAAAACAAGTTGTCAAGTACCATCCAGACAAGCAATCTG 
CTGCTGGTGGTAGTTTGGACCAAGATGGCTTTTTCAAGATTATTC 

CTTTGACTGATTCCAACAAGAGAGCTCAGTACGACTCATGTGATTTTGTTGCCGATGTTC 
CTCCTCCAAAGAAGGGTACCGATTATGACTTTTATGAAGCTTGGGGCCCCGTTTT 
CTGAAGCTCGTTTTTCTAAGAAGACTCCTATTCC 
AGAAGGAAGTTGAACAATTCTATGCTTTCTGGCACA 

AGTTCTTGGACGAAGATGTCCCAGATGACTCTTCTAACAGAGACCACAAGCGTTACATTG 
AAAGAAAGAACAAGGCCGCAAGAGACAAGAAGAAGACTGCTGATAACGCTAGATTGGTCA 
AACTTGTTGAAAGAGCTGTCAGTGAAGATCCCCGTATCAAAATGTTCAAAGAAGAAGAGA 
AGAAGGAAAAGGAAAGAAGAAAATGGGAAAGAGAAGCCGGTGCCAGAGCTGAAGCTGAAG 
CTAAGGCCAAGGCCGAAGCTGAAGCGAAGGCTAAAGCTGAATCTGAAGCCAAGGCTAACG 
CCTCCGCAAAAGCTGACAAAAAGAAGGCTAAGGAAGCTGCTAAGGCCGCCAAGAAAAAGA 
ACAAGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGG 
CCACCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTGAATGACGAAGAGTTAG 
TGTCCACCGCCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAAT 
CTGCAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTACTTCGTGT 
GA 

YGR285C, 433 aa (SEQ ID NO 124) 

MFSLPTLTSDITVEVNSSATKTPFVRRPVEPVGKFFLQHAQRTLRNHTWSEFERIEAEKN 
WTVDESNVDPDELLFDTELADEDLLTHDARDWKTADLYAAMGL S KLRFRATE SQI IKAH 
RKQVVKYHPDKQSAAGGSLDQDGFFKIIQKAFETLTDSNKRAQYDSCDFVADVPPPKKGT 
DYDFYEAWGPWEAEARFSKKTPIPSLGNKDSSKKEVEQFYAFWHRFDSWRTFEFLDEDV 
PDD S SNRDHKRYI ERKNKAARDKKKTADNARLVKLVERAVSEDPRIKMFKEEEKKEKERR 
KWEREAGARAEAEAKAKAEAEAKAKAESEAKANASAKADKKK^ 

S AKEADYFGDADKATTI DEQVGL IVDSLNDEELVSTADKI KANAAGAKEVLKES AKTI VD 
SGKLPSSLLSYFV 

YHR010W, 1472 bp, exonl : 501-531, intronl : 532-1092, exon2 : 
1093-1472 (SEQ ID NO 125) 

GACTCGGACGGAACCGTCTGATACTATACGTTCAGTGAAT 

AAGGGCCTCGAAAGACGTTAATGCATCCGTACACCTACATCTTTACATTTTTTGCTGTTC 
CACCTACACTGTTTTTTTTTTTTTCACCTTATGAGTCCTC 

AACAATATTCCAGGTGGAGTCCCGAGGCAGAATCAAGGCTGCGGAGAGAAGTTCCTCTCA 

AACTAATGGGAGTGATCCGCTCAGTTCTCCCATCACGACAGAACTGTCTGAGACAAAGTC 

TTTCCAGCAGAGTCCGCCTACGCTCTTGCTGCAGAGATTCGCCCGAAGGCAGGTTTCCTG 

AAATTCTTTTCACTAGTAAAGTGTTCGTTCATGTAAAACATACTGCCGTAGTT^ 

AAAATTAAAGATATATTAGATTTTTAGAATTTC^ 

AAGCATAACCAAAGAAAAAAATGGCTAAGTTCTTGAAAGCTGGTAAAGTTGGTACGTATC 

ATTTTCAGTTTTTGGACATCAACAAAAAACCGTGCAACTGTGGTATTAG 

ATTAGCAGTTGATGTTGTATAATTTGAGTTTGAA^ 

GTAGGGAGGAAAAAGCGTGGAGATGTTAGATCTGGGAAAAAACCTTTAAATTTGAATGAT 
AGCTTATTAATAGAAATATTGGACAAAAAGATGAATGATTTAGGAGCGAAACTAACGATT 
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ATT(^TATTCATTGAGCTATACGAGGCAGTGGAAGGGTTATCAAAAAGTTGTAATTTAAA 

AGAAAAAAGCATCAATAGCCACCAAATAAGATGGTGAAAGTTCCGCGATATATTTGCTAA 

GACCATAGGCACATGTACGCAGGCGACCAGGGCCTTTTATTTACTGTAGTTCTTTC 

CCCTATTAAAAATTCGTGGGCCTATGATAATTTTTCTCTCCCTAGTATTGAAGAACAAAA 

TTGAGAATTCGCCAAACTTTAAGAAGGGTTCACATTTACTAACTATTTC 

TTTTTTACACAGCTGTCGTTGTCCGTGGTCGTTACGCCGGTAAGAAGGTO 

AACCACATGATGAAGGTTCCAAGTCTCACCCATTTGGTCACGC 

AAAGATACCCATTGAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTTGCTAAGAGAACCA 

AGATCAAGCCTTTCATCAAGGTCGTCAACTACAACCATTTATTGCCAACCAGATACACOT 

TAGATGTTGAAGCTTTCAAATCCGTTGTTTCTACTGAAACTTTCGAACAACCTTC 

GTGAAGAAGCTAAGAAAGTCGTCAAGAAGGCTTTCGAAGAAAGACACCAAGCTGGTAAGA 

ACCAATGGTTCTTCTCTAAGTTGAGATTTTAA 

YHR010W, 136 aa (SEQ ID NO 126) 

MAKFLKAGKVAVVVRGRYAGKK\A^VKPHDEGSKSHPFGHALVAGIERYPLKVTKKHGAK 

KVAKRTKIKPFIKVVNYNHLLPTRYTLDVEAFKSWSTETFEQ^^ 

RHQ AGKNQWFF SKLRF 

YHR021C, 1299 bp, exonl: 501-503, intronl: 504-1053, exon2 : 
1054-1299 (SEQ ID NO 127) 
TTACTTACGTCTAOTATAACCTTCCGCGTAAAAAAGAAA 

TTAGCCCATACATTTTCACCCATGCACCATTGGATTATAAAGAAAAAAATTTAATA^ 
TCTGCCGGGGAAATTTCAGAAGAAAAAAGGAAGGTGTGTTCGCATTTAACACGGGCCACC 
ATAAACTTTTGTTTGCCACCCATCTAGACGGGATCCGCCCCGCCCAAGGCTCTCTTCCTC 
TAGCTAGGCAATGTGGCTCTCGGAAAGGAAACTCCCACCAGGACGTGGTGGGAAATGCA^ 
CAATTCCCCTCTGCTTCCCGCTGACCTTTCTTGGGCCCAGTTTAGTAAGTATGCTCTCAT 
CTTTCATGTGTGCTGTAACTTGCAAGTCATTAACACTATCTATAATTGATA 
AAAAGTTCTATATAGCATTTGCTTTTATTTAGAGAATACGAAAACACACCAGATAA 
TGCATATATATTAGATCAATATGGTATGTGAAAGAGATATTAAACATAAGATGTGAAGGA 
AACAGAAGAGAACAATATTTGAGGAATGAATTCGGATGAAATTCTAGTAGAAGAAAAAAG 
CCTAAAATAAAAAGAAAGAAAGGAAAATAAAGCAGTAATCAACCTCTGACATTTGATAGG 
AGTATGCGTTTCCGCAAAATCAACAAATCATGCATTAAACTGGTAACGGAGACTTTAAAG 
ACGTGCAAAGAAAGCAATTAATTTTTAGATAGGW3AATTGAAAGGCTCTGTATAGCAGA^ 
- ATTTGAGATCTACTGTGGAGATAAGCATATGGTGTTGAGTTATGGGTAATCTAACAATAA 
TAGAAACTTATAGCAGTTGAAGATGGCGGATCATGATGCCGGATACTGCTGGGTAATGAT 
TTATCCTTCTTTTTTTGGAGCACAAATGCTCACTTTTO 

ATGTATCCTACCCAACCCTACAGTTTTCAAATTACTAACATCAATTTTTTTGTG 
CTTTCGTTTTCGTTTCTATTTATTTCATTACAGGTTTTAG 

ACTGCTGCTTCTGAAGCC^GAAAGCACAAGTTAAAGACTTTGGTTCAAGGCCCAAGATCC 
TACTTCTTGGATGTCAAATGCCCAGGTTGTTTGAACATCACCACTGTTTrTTCTC 
CAAACTGCTGTCACTTGTGAATCATGCTCTACTGTCTTATGTACTCCAACCGGTGGTAAG 
GCCAAATTATCTGAAGGTACTTCTTTCAGAAGAAAGTAA 

YHR021C, 82 aa (SEQ ID NO 128) 

MVLVQDLLHPTAASEARKHKLKTLVQGPRSYFLDVKCPGCLNITTVFSHAQTAVTCESCS 
TVLCTPTGGKAKLSEGTSFRRK 

YHR141C, 1262 bp, exonl: 501-504, intronl: 505-945, exon2 : 

946-1262 (SEQ ID NO 129) 

TAAAACATGGCATTTTAAATAGTACTGCCAAAATT^ 

TGTTGCTACATATTATTTTCCATAGCATTCTCTGTCACAAACTTCAAAATAAAAGACAGT 

GACATCCGAACATCCGATACACCCATACATCATGAAAATAAATCCTGACATTGGAAGAAG 

TCTTGATACAAAAAAAGATCGCTGTCAAAAATGCGGCCAGACTGCCGCTGCATCGTACCA 

ACAGTGCGTATGTTCAGACGGAGAGACGACCTCTAGAGAGACGTCCGTCGGTGCGGCAAC 

GCTGACGGTTTAGTTGTTCGACGGGATGATGGGTTCCGCCAGGGGGAGGK3AAGGCTTTCC 

ACCAAGAGAGGTAAAATTATTCGTCGAAATGAACTC^GAGATACATCCATATTGTTGACA 

ATGTATATCTTAATTGATGTGGTATTTTCACTGTTTTAACGTAAATTGAA 

CAAAAAAACAATCAGTAATAATGGGTATGTGGACGATTAGGAATAGACAAACCATGTTAT 

TTATCTCCATTAGGGCGTGAGAGTGTAATTAGTACACAGGTACTACTAGAATGCTAAAGA 

ACTTTTTAAAATATCCTGAATCGTAGGGCAAATCCATGTCAAGCAAGAAACTAATAGTTA 
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TTAAACTTCATTTACTTTTCAGCTAGTTAAATATTTTCATCA 

ACCTGAATGATACTTTTATTGGCCCTTTTAATAAGAACTCTGGTO 

GATATCATTAGTAATACTCATTAGATATTTGTGAATTTAGCCGTTTCCCCATTACAGAAA 

AAAGATACAACTAATTACATGTGCAGTCAAATTACTTTTTTTTTAAGATCAATTA 

AATCAACTATCATGCTAAATTTGCTGTGATATCATTTTGAACCAGTTAA 

CCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACACAAGGTTACTC 

AATACAAAGCTGGTAAGGCTTCCTTGTTCGOTCAAGGTAAGAGACGTTATGACCGTAAAC 

AATCTGGTTTCGGTGGTCAAACCAAGCCTGTTTTCCACAAG 

AGGTTGTTTTG AG ATTGG AATGTGTCAAATGTAAG ACTAGAGCC C AATTAAC CTTGAAGA 

GATGTAAGCACTTCGAATTGGGTGGTGAAAAGAAGCAAAAGGGTC 

GA 

YHR141C, 106 aa (SEQ ID NO 130) 

MVNVPKTRKTYCKGKTCRKHTQHKVTQYKAGKASLFAQGK^ 

KAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YHR217C, 962 bp, CDS: 501-962 (SEQ ID NO 131) 
CATCGCTTGATTTCCGGCCTGCAAAAATAAAGTAG 

TCCATGGTGCACAGTATCTTAACTATCTGCTTAGTCGAGGAGAACCAGGATTCTGOT 

TGCTCAGCCGCTTCGTGGATATTCTCTTGGATACTTTAAACATGGACCTACGTTCCGCTC 

TCGAAAAG ACCAAT ATAATAAAAAGTT ATAAATTAC ATTTC CTTATTAGGT ATACGAC CT 

CGCGCTTCGAAGTAGAGGAGCCCTTTTTGGCGTACCTACATATGGCGCGTCAGACAGACA 

AACTTCCCCCAAAAATGTATTACCCCGCCGAATAAGAAAACAGACCCATTCACCCACGAC 

GTATCAAGTTACTTCCTTGGTGCAATGTCCCACTATAAAAAAATTCCTTGACG 

GTTGGACTAAAATCTGCGTCACAATCGCCTAAACAGGAAATATTGCCTATTTTCGTACAA 

GGTTACTTCCTAGATGCTATATGTCCCTACGGCCTTGTCTAACACCATCCAGCATGCAAT 

ACAGTGACATATATATACACACACCACACCCACACCCACACCCACACCCACACACACCCA 

CACACACACACCCACACACACCCACACCCACACCACACCCACACCCACACACACCACACC 

CACACACCACACCCACACCCACACCACACCACACCCACACACCACACACCACCCTATCTA 

ACCTGTCTCTTAACCTACCCTCACATTACCCTACCTCCCCACTCGTTACCCTGCCCCACT 

CAACCATACCACTCCCAACCACCATCC^TCTCTCTACTTACTACTACCATCCACCGCCCA 

TCATAACCGTTACCCTCCAATTACCCATATCCAACTCCACTACCATTACCCTGCTATTAC 

CCTACCATCCACCATGTCCTACTCACTGTACTGTTGTTCTACCCTCCATATTGAAACGTT 

AA 

YHR217C, 153 aa (SEQ ID NO 132) 

MSLRPCLTPSSMQYSDIYIHTPHPHPHPHPHTPTHTHPHTPTPTPHPHPHTPHPHTTPTP 
TPHHTHTPHTTLSNLSIiNLPSHYPTSPLVTLPHSTIPLPTTIHLSTYYYHPPPIITVTLQ 
LPISNSTTITLLLPYHPPCPTHCTWLPSILKR 

YIL112W, 3752 bp, CDS: 501-3752 (SEQ ID NO 133) 

TTCCATAGGGCTTATTTTCCAGTTGATGGAATGGGAGGTTGCTCTTAACGCGAAGACTAA 

CGTGCAAGCCAACAGTTATAGAAAAGTACCGTGAGAGAGAAAAAAA/LAAAAGATATAGCA 

TTCAATGAGGCTTTATTGAGGGGCACGATGCTCTTTTTTTCTTCTGTAC 

TTCCGTATTTCTTCGCTTTGTTTCATGCTCTGTTCTGAGCTTTTAGTTTCTCTTATTC 

AGCCTTTTCCAAATCAAGGCTCAGGAAGTGACTCGTCCTTAGAAGAACAAGGTT^ 

TGGTAGGGTTCTTGTACGAAGTTCTCAATATAATTTGCGCATTTACTGTACGG 

TAGTTTATTCCGGGTAACAAGTTTTCTTGTGATGCTAAATC 

CTATGTAGTAAGTTACACAAAGCAACAAAGGATATTATTATATGTGACAGAGAAGAATTG 
CTGTAGAGATTCATGACAATATGAATGAGACTACTACAAAACAGCCGCTAAAGAAAAGGT 
CCCTGAGCAGOTATCTTTCAAACGTGAGCACGAGACGGGAGGAGCTGGAAAAGATTTCTA 
AACAAGAAACATCCGAAGAGGAAGATACTGCCGGCAAGCATGAACAAAGGGAAACACTGT 
CGGAAGAAGTAAGTGATAAGTTTCCAGAAAATGTTGCATCGTTTCGCTCACAGACTACAA 
GCGTTCATCAAGCCACCCAAAATAACCTGAATGCAAAGGAATCCGAAGACCTGGCCCATA 
AGAATGATGCGAGTTCACACGAAGGAGAGGTTAATGGGGACAGCCGTCCGGACGATGTTC 
CTGAAACGAATGAAAAAATAAGCCAAGCAATACGAGCGAAAATTTCGTCATCATCATCAT 
CACCCAATGTACGTAATGTTGATATCCAAAACCATCAACCTTTTTCGAGAGACCAACTTC 
GAGCGATGTTGAAAGAACCAAAAAGGAAAACTGTTGATGATTTCATAGAAGAAGAGGGTT 
TGGGAGCTGTTGAAGAAGAGGATTTAAGTGATGAGGTACTTGAAAAAAATACAACAGAAC 
CAGAAAATGTGGAAAAAGATATAGAGTATAGCGACTCAGATAAGGACACAGACGATGTGG 
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GAAGCGATGATCCCACGGCACCCAACTCACCAATAAAACTTGGTCGTCGCAAACTGGTTA 

GAGGTGACCAACTTGATGCAACAACAAGTTCCATGTTTAATAACGAATCAGATTCTC 

TATCAGATATCGATGATAGCAAGAATATTGCTTTATCCAGTAGCCTATTTAGAGGCGGTT 

CTTC^CCTGTGAAAGAGACAAACAACAACCTTTCAAATATGAATTCTTCACCAGCACAAA 

ATCCAAAAAGGGGTTCTGTCTCCAGC^GTAATGATAGTAACAAGAGTTCTCATATAGCTG 

TTTCCAAGCGCCCCAAACAGAAGAAGGGCATATATAGGGATTCTGGTGGTAGAACAAGAC 

TACAGATTGCCTGTGACAAGGGCAAATATGATGTAGTCAAAAAGATGATTGAAGAAGGAG 

GTTACGATATTAATGACCAAGACAATGCTGGTAATACAGCATTGCATGAAGCGGCG 

AAGGTCATATTGAGATTGTGGAACTGTTGATAGAAAATGGTGCAGATGTAAATATCAAG 

CTATTGAAATGTTCGGCGATACTCCCTTGATCGATC^ 

TTGTCAAGTATCTTCTTAAAAACGGTGCGGACCC 

CTGCGTTTGAATCTGTCGATGATGAATCTGAATTTGATC 

TGCGTGAAATAAAAAAAAGGTTGAGTATAGCCGCTAAAAAATGGACTAACAGAGCAGGAA 

TTCATAATGACAAATCTAAAAATGGCAATAATGOTCACACAATAGATCAGCCACCTTTTG 

ATAATACCACAAAAGCCAAAAACGAAAAGGCCGCTGACTCACCTTCAATGGCTTCCAATA 

TTGATGAGAAAGCTCCGGAAGAGGAATTCTATTGGACAGATGTTACTTCTAGAGCGGGAA 

AAGAAAAACTGTTTAAAGCTTCGAAGGAGGGACATTTACCATACGTTGGTACGTATGTAG 

AAAATGGTGGTAAGATAGACTTAAGGTCATTTTTCGAAAGCGTTAAGTC 

ATATTACAAGTATCTTTTTGGCATTCGGATTTCCCGTAAATCAAACT^ 

AAACATCCGCTTTAATGGTAGCTGTAGGTCGTGGCCATCTTGGAACTGTTAAACTGCTAT 

TAGAGGCAGGTGCAGATCCAACCAAAAGAGATAAAAAGGGTCGTACCGCTTTGTACTATG 

CCAAAAACAGCATAATGGGAATAACAAACAGTGAAGAAATTCAATTGATTGAAAATGCTA 

TAAATAACTATTTGAAGAAGCACTCTGAAGATAATAATGATGATGATGATGATGATGATA 

ATAATAATGAAACATATAAACATGAAAAAAAGAGAGAGAAAACGCAATCACCCATATTAG 

CAAGCCGAAGAAGTGCCACTCCTAGAATTGAAGACGAAGAGGACGATACGAGGATGCTCA 

ATCTGGCAGACGATGACTTTAATAACGATCGTGATGTCAAGGAATCTACAACTTCGGATT 

CGCGCAAGAGATTGGATGACAATGAAAATGTTGGTACTCAATACTCATTGGACTGGAAAA 

AACGTAAAACAAATGCCTTGCAAGATGAAGAAAAATTAAAAAGTATCTCACCACTCTCTA 

TGGAACCTCATTCTCCAAAGAAGGCAAAATCTGTAGAGATAAGTAAAATACATGAAGAAA 

CGGCTGCTGAAAGAGAAGCAAGACTCAAGGAAGAGGAAGAATACAGAAAGAAAAGATTAG 

AAAAGAAAAGAAAAAAAGAACAGGAACTACTACAAAAGCTGGCCGAAGATGAGAAAAAAA 

GGATCGAAGAACAGGAGAAGCAGAAAGTCTTAGAAATGGAAAGATTGGAAAAAGCTACTT 

TAGAGAAAGCAAGAAAAATGGAAAGGGAAAAAGAAATGGAAGAAATCTCTTATAGAAGGG 

CAGTAAGGGACTTATATCCGTTAGGACTGAAGATTATTAACTTCAACGATAAACTTGATT 

ACAAAAGATTTTTGCCGCTATATTATTTTGTAGACGAAAAAAACGATAAATTTC 

ACTTGCAAGTAATGATATTGTTGAAGGATATCGACTTGCTCTCAAAGGACAACCAACCAA 

CTTCTGAGAAGATTCCCGTCGATCCCTCGCACCTGACTCCATTGTGGAATATGTTGAAAT 

TCATTTTCCTGTATGGAGGTAGTTATGATGATAAAAAGAACAACATGGAAAATAAAAGAT 

ATGTTGTAAACTTTGATGGGGTTGATTTGGACACAA^^ 

ACAAAAAATTTGTTAGTTTGCCCATGGCGTGGATTAAATGGGATAACGTTC 

ACCACGCAAAAAGAAAAGAAATTGAAGGAAATATGATTCAAATATCAATAAACGAATTTG 

CACGATGGAGAAACGATAAGCTGAACAAAGCGCAGCAGCCGACGCGCAAACAGCGTTCTC 

TAAAAATACCTCGAGAGTTACCGGTTAAATTTCAACACCGTATGAGCATATCCTCCGTCC 

TCCAGCAGACATCCAAAGAACCATTTTGGTAA 

YIL112W, 1083 aa (SEQ ID NO 134) 

MNETTTKQPLKKRSLSSYLSNVSTRREELEKISKQETSEEEDTAGKHEQRETLSEEVSDK 

FPENVASFRSQTTSVHQATQNNIJ^AKESEDLAHKiroASSHEGEVNGDSRPDDVPETNEKI 

SQAIRAKISSSSSSPNVRNVDIQiraQPFSM)QLRAMLKEPKRKTVDDFIEE 

DLSDEVLEKNTTEPENVEKDIEYSDSDKDTDDVGSDDPTAPNSPIKLGRRKLWGDQL^ 

TTSSMFNNESDSELSDIDDSKNIALSSSLFRGGSSPVKETNNNLSNMNSSPAQNPKRGSV 

SRSNDSNKSSHIAVSKRPKQKKGIYRDSGGRTRLQIACDKGKYDVVKKMIEEGGYDINDQ 

DNAGNT ALHEAALQG H I E I VELL I ENGADVNIKS I EMFGDT PLIDASANGHLDWKYLLK 

NGADPTIRNAKGLTAFESVDDESEFTDDEEDQKILREIKKRLSIAAKKWTNRAGIHNDKSK 

NGNNAHTI DQ PPFDNTTKAKNEKAADS PSMASNIDEKAPEEEFYWTDVTSRAGKEKLFKA 

SKEGHLPYVGTYVENGGKIDLRSFFESVKCGHEDITSIFLAFGFPVNQTSRDNKTSALMV 

AVGRGHLGTVKLLLEAGADPTKRDKKGRTALYYAKNSIMGITNSEEIQLIENAINNYLKK 

HSEDNNDDDDDDDNNNETYKHEKKREKTQSPILASRRSATP^^ 

NNDRDVKESTTSDSRKRLDDNENVGTQYSLDWKKRKTNALQDEEKLKSISPLSMEPHSP^ 
KAKSVEISKIHEETAAEREARLKEEEEYRKKRLEKKRKKEQELLQKLAEDEKKRIEEQEK 
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QKVLEMERLEKATLEKARKMEREKEMEEI SYRRAVRDLYPLGLKI INFNDKLDYKRFLPL 
YYFVDEKNDKF\^DLQVMILLKDIDLLSKDNQPTSEKIPVDPSHLTPLWNMLKFIFLYGG 
S YDDKKNNMENKRYVVNFDGVDLDTKIGYELLEYKKFVSLPMAWI KWDNWI ENHAKRKE 
IEGNMIQISINEFARWRNDKLNKAQQPTRKQRSLKIPRELPVKFQHRMSISSVLQQTSKE 
PFW 

YIL115C, 4883 bp, CDS: 501-4883 (SEQ ID NO 135) 
TTTCAATGCGCTACAACTGACTGAACCAGTC^ 

GCCCTGAGAGATTTTATTTTCTTATAAATTTTACTAAATAAGGATTTC 
AGTTTTTTTTTTTTCTGACGTTTGTTTAG 

GGTGGGAGGGGACATCGCAACTTTTATCGTGACCTACGACCAGTGTTTTTTC 

GATCAAAAGAGAAAAAAAGACAAAGGACCGAAGGATAGTTGCACGCATAAACTGGAGAAA 

AAATTGTGTTTGACATCGGCGTTTAGGCTTGTTTGTTCTC 

ACCAATTCATATTTCTCAGGTTAATTTGTCTCCTCTCCAACTT 

GAAGGTTTAATTTCATTATTGCAATTTTAGCAGAGAAACGCACATAAATAT 

GATTACAGAACCATTATAACATGTCTTCTTTGAAGGATGAAGTACCCACTGAGACTTCCG 

AAGACTTCGGTTTTAAGTTTTTAGGTCAAAAACAAATTCTACCTTC 

TGCCATTTGCATCTCTACAAAATCTCGATATTTCAAACAGTAAGTCTTTATTC 

CCTCTGK5TAGTAAGGCGGTGGTCGGCGAATTACAATTACTGAGAGATCATATCACCTCCG 

ACTCTACTCCGTTAACGTTCAAGTGGGAGAAAGAAATCCCAGATGTAATATTTGTGTGCT 

TTCATGGTGATCAGGTTTTGGTTTCAACGAGAAATGCATTATATO 

AATTGAGTGAATTTCGAACGGTCACTTCTTTTGAGAAGCCAGTTTTC 

TTAATAACACTTTAGTAATTTTAAATTCAGTCAATGATTTATCAGCACTGGATTTAAGAA 

CAAAATCGACTAAGCAACTGGCACAAAACGTTACCTCTTTTGATGTCACAAATTCGCAGT 

TAGCAGTTCTACTAAAAGATAGAAGTTTTCAAAGTTTTGCATGGCGAAATG 

AAAAACAATTTGAGTTCTCTCTACCGTCAGAATTAGAAGAGCTTCCAGTAGAAGAATATT 

CCCCTTTGAGTGTTACCATTCTCTCTCCACAGGATTTTTTGG^ 

TATCAGAGACCGATGACGAAGTTTCATACGATCAAAAAATGTACATTATAAAGCACATAG 

ACGGCAGCGCCTCATTTCAAGAAACTTTTGATATTACACCTCCATTCGGGCAAATAGTAA 

GGTTCCCATATATGTACAAAGTTACCTTGTCTGGTTTAATTGAACCTGATGCAAACGTAA 

ATGTGCTAGGATCATCATGTTCAAGTGAAGTAAGTATATGGGACTCGAAACAAGTTATTG 

AACCTTCCCAGGATTCTGAACGAGCAGTATTGCCCATCAGTGAGGAAACAGATAAGGACA 

CAAATCCAATAGGTGTGGCAGTTGACGTCGTTACTTCAGGCACTATTCTAGAACCTTGTT 

CCGGTGTTGATACGATAGAGCGATTGCCGCTCGTTTACATATTGAATAACGAAGGTAGCT 

TACAGATAGTCGGGTTGTTTCATGTGGCAGCAATCAAAAGCGGCCATTATAGCATAAATC 

TGGAATCTTTAGAACATGAGAAATCTCTCTCTCCTACATCAGAAAAAATTCCTATTGCTG 

GACAGGAGCAGGAAGAAAAAAAGAAAAATAATGAATCAAGTAAGGCTTTATCAGAGAATC 

CTTTCACATCAGCAAATACATCAGGCTTCACTTTTCTTAAAACACAACCAGCCGCTGCCA 

ATAGCCTGCAGTCTCAAAGTTCTTCAACCTTTGGTGCTCCCTCATTTGGATCATCCGC 

TTAAAATTGACTTGCCATCAGTCTCATCTACCAGTACTGGTGTAGCGTCCAGTGAACAAG 

ACGCAACAGATCCTGCTTCTGCTAAGCCAGTATTCGGCAAACCCGCGTTCGGAGCTATTG 

CCAAAGAACCGTCAACATCAGAATATGCCTTTGGCAAGCCATCTTTTGGTGCTCCCTCCT 

TTGGCTCTGGAAAGTCATCTGTTGAATCGCCTC^ 

CTTTTGGTACTCCTTCCTTTGGCTCTGGAAATTCATCTGTTC 

CTGCATTTGGTAAGCCCTCTTTTGGTACTCCTTCCT^ 

AGCCGCCTGCTTCCGGATCTGCCTTTGGTAAGCCCTCTTTTGGTACATCTGCATTC 

CTGCATCAAGTAACGAAACTAACTCTGGATCCATATTTGGAAAGGCTGCATTTGGTTCAT 

CATCTTTTGCACCCGCCAACAATGAACTTTTCGGATCAAACTTTACTATTTCAA 

CAGTTGACAGCCC7VAAGGAGGTAGATTCAACGTCACCTTTCCCATCTTCTGGCGATCAAA 

GTGAAGATGAGTCTAAGAGTGATGTAGACTCTTCTTCGACACCTTTTGGTACGAAACCTA 

ACACCTCTACGAAACCAAAGACCAATGCCTTTGATTTTGGGAGTTCTTCCTTTGGATCTG 

GATTTTCAAAGGCTCTGGAATCTGTTGGTTCCGATACAACTTTTA 

CTTCACCTTTCTCTTCACAGTTAGGAAACAAATCACCATTCAGTTCCTTCACAAAAGATC 

ATACTGAAAATGGATCTTTAAGTAAGGGCTCTACCAGTGAAATCAATGACGATAATGAAG 

AACACGAAAGCAATGGTCCCAACGTAAGCGGTAATGATTTGACAGATTCTACGGTTGAGC 

AAACATCTTCTACTAGATTACCGGAAAOTCCCTCGGATGAAGATGGTGAAGTTGTCGAGG 

AGGAAGCGCAAAAATCCCCCATAGGCAAGCTAACTGAAACTATAAAAAAAAGTGCCAATA 

TTGACATGGCTGGTTTAAAAAATCCTGTATTTGGAAATCATGTCAAAGCAAAATCCG 

CGCCGTTTTCAGC^TTTGC^CAAATATTACCAAACCAAGCTCTACAACACCTGCTTTOT 

CGTTTGGTAACTCCACAATGAATAAAAGTAATACATCTACGGTTTCACCAATGGAAGAAG 
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CTGATACTAAAGAAACTAGTGAAAAGGGCCCCATAACCTTGAAGAGTGTGGAGAATCCGT 

TTCTACCAGCGAAAGAAGAAAGAACTGGAGAAAGTTCTAAAAAGGATCATAACGATGACC 

CAAAAGATGGTTATGTATCAGGAAGTGAAATATCTGTAAGGACTTCTGAAAGTC 

ATACCACAGCAAACGAAGAAATTCCAAAGTCACAGGACGTGAACAATCATGAAAAAAGCG 

AAACAGACCCAAAATATAGTCAACATGCTGTGGTTGATCACGATAACAAGTCTAAAGAAA 

TGAATGAAACTTCGAAGAATAATGAAAGGAGCGGTCAACCAAATCATGGTGTCCAAGGAG 

ATGGAATAGCATTGAAAAAAGACAATGAAAAAGAGAATTTTGATTCAAATATGGCAATAA 

AGCAATTCGAAGACCACCAATCTTCAGAAGAGGACGCGAGCGAAAAAGACAGTAGACAAA 

GCAGTGAAGTTAAAGAATCAGATGATAACATGTCACTCAACAGTGACCGGGATGAAAGTA 

TATCTGAGTCCTACGATAAACTGGAAGATATTAATACTGATGAGCTACCTCATGGTGGAG 

AAGCTTTTAAAGCACGTGAAGTGAGCGCTTCCGCTGATTTTGATGTACAAACTTCATTAG 

AAGACAATTATGCTGAATCTGGCATACAGACAGACCTTTCAGAAAGTTCCAAGGAAAATG 

AAGTTCAAACGGATGCCATACCCGTGAAACA(^CAGTACACAAACTGTTAAGAAGGAAG 

CAGTCGACAATGGTCTGCAAACTGAGCCTGTTGAAACATGTAATTTTTCTGTT 

TTGAAGGTGACGAAAATTATTTAGCAGAGCAATGCAAACCAAAGCAATTGAAAGA^ 

ACACAAGTGCAAAAGTATCAAATATTCCTTTCGTTTCA^ 

TTGAGAGTACATTTCAGACGGTCGAAGCTGAG 

ATATGGATACTTTTTTTACTGATCAATCGAGCATCCCTTTGGTG 

CTATCAATAATCTGTATACTTGGAGAATACCAGAGGCTGAAATTGTATTAAATATTCAGA 
ATAATATCAAGTGTGAACAAATGCAAATAACAAATGCTAACATTCAAGACCTGAAGGAAA 
AAGTTACAGATTATGTCAGGAAAGATATTGCACAAATAACTGAAGATGTAGCCAATGCAA 
AAGAGGAGTATCTGTTTTTAATGCATTTTGATGATGCTTCGAGTC 

TCAGCACGCATCAATTTAGAATGCAAAAGACATTACGTGAAAAGCTATTCGATGTGTCCG 

CCAAAATTAATCATACTGAAGAGTTGCTGAACATTTTAAAATTGTTCACTG 

AGAGATTGGACGATAATCCATTAGTGGCAAAACTAGCTAAAGAATCTCTTGCACGTGACG 

GTTTACTAAAAGAAATCAAATTATTGCGTGAGCAAGTGAGTAGGTTACAATTGGAGGAGA 

AAGGTAAAAAGGCTTCGTCGTTCGATGCATCCTCTTCAATAACAAAGGACATGAAAGGAT 

TTAAAGTAGTAGAAGTTGGGTTGGCCATGAATACGAAAAAGCAAATTGGTGATTTCTTCA 

AAAATTTGAACATGGCAAAATAG 

YIL115C, 1460 aa (SEQ ID NO 136) 

MSSLKDEVPTETSEDFGFKFLGQKQILPSFNEKLPFASLQNLDISNSKSLFVAASGSKAV 
VGELQLLRDHITSDSTPLTFKWEKEIPDVIFVCFHGDQVLVSTRNALYSLDLEELSEFRT 
VTSFEKPWQLKNVNNTLVIU^SVNDLSALDLRTKSTKQLAQNVT 

RSFQSFAWRNGEMEKQFEFSLPSELEELPVEEYSPLSVTILSPQDFLAVFGNVISETDDE 
VSYDQKMYIIKHIDGSASFQETFDITPPFGQIVI^PYMYKVTLSGLIEPDANVNVLASSC 
SSEVSIWDSKQVIEPSQDSERAVLPISEETDKDTNPIGVAVDVVTSGTILEPCSGVDTIE 
RLPLVYILNNEJGSLQIVGLFHVAAIKSGHYSINLESLEHEKSLSPTSEKIPIAGQEQEEK 
KKNNESSKALSENPFTSANTSGFTFLKTQPAAANSLQSQSSSTFGAPSFGSSAFKIDLPS 
VS STSTGVAS SEQDATDPAS AKPVFGKPAFGAI AKEP STSEYAFGKP SFGAP SFG SGKS S 
VESPASGSAFGKPSFGTPSFGSGNSSVEPPASGSAFGKPSFGTPSFGSGNSSAEPPASGS 
AFGKPSFGTSAFGTASSNETNSGSIFGKAAFGSSSFAPANNELFGSNFTISKPTVDSPKE 
VDSTSPFPSSGDQSEDESKSDVDSSSTPFGTKPNTSTKPKTNAFDFGSSSFGSGFSKALE 
SVGSDTTFKFGTQASPFSSQLGNKSPFSSFTKDDTENGSLSKGSTSEINDDNEEHESNGP 
NVSG1TOLTDSTVEQTSSTRLPETPSDEDGEVVEEEAQKSPIGKLTETIKKSANIDMAGLK 
NPWGNHVKAKSESPFSAFATNITKPSSTTPAFSFGNSTM^SNTSWSPMEEADTKETS 
EKGPITLKSVENPFLPAKEERTGESSKKDHNDDPKDGYVSGSEISVRTSESAFDTTANEE 
IPKSQDVNiraEKSETDPKYSQHAVVDHDNKSKEMN^ 

DNEKENFDSNMAIKQFEDHQSSEEDASEKDSRQSSEVKESDDNMSLNSDRDESISESYDK 
LEDINTDELPHGGEAFKAREVSASADFDVQTSLEDNYAESGIQTDLSESSKENEVQTDAI 
PVKHNSTQTVKKEAVDNGLQTEPVETCNFSVQTFEGDENYLAEQCKPKQLKEYYTSAKVS 
NIPFVSQNSTLRLIESTFQTVEAEFTVLMENIRNMDTFFTDQSSIPLVKRTVRSINNLOT 
WRIPEAEILLNIQNNIKCEQMQITNANIQDLKEKVTDYVRKDIAQITEDVANAKEEYLFL 
MHFDDASSGYVKDLSTHQFRMQKTLRQKLFDVSAKINHTEELLNILKLFTVKNKRLDDNP 
LVAKLAKESLARIX5LLKEIKLLREQVSRLQLEEKGKKASSFDASSSITKDMKGFKVVEVG 
LAMNTKKQIGDFFKNLNMAK 

YIL148W, 1321 bp, exonl : 501-508, intronl : 509-942, exon2 : 
943-1321 (SEQ ID NO 137) 

TCGATCAACTCTATCCAACAATTCTATAATATCCACTGTTCATTAACGAATATTGGTCTT 
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tttcccttatggtgaagtaaattttccatgcaatatccgggtaagctatc 

ttgactgcaatttgagtttattacatccgtacattactaagatgtatggtttttc 

ttgtgctccgtgtcgatatttcgtggagcaaaccagaaaagatgcggaacctcttagcac 

tccgcctggagataggcggagcatattcctcctatgggatgggttttgttgtactc 

ctctctagacaggacctccgattgcctccctgagggtgagatggtttccggcctcaggac 

ggccttctccagtttctagcgaggcatacattccaaccaaaggtgtatcaagaatatctg 

aaattaaaggtagttgaatctctatttgttgttgttattaccgcttato 

gagacgaccaagattcaaacatgcaaatgtatgcaccatatccattctaaacatagtttt 

tcgaacgttcagagcttaaagggacaattattttagaaactgaatttttaccca 

taacatcgtatctgtaaagtctacaaaattttttatccatcaaaaattaaaacaaagaaa 

actgccaaactgaatatgaggaactttcctctctaggaatgacttagtgaatgtacagtc 

acttgtggaaaatatgattagattttgagcgggtgatgcgac 

aagaaatatccaaatttgtggttcatgctctcccccaa^ 

taaaattttgtcttcttccgaacagttatgaaaaaact^ 

ttactaacttgtcatttttttataaaattatttttttaac 

tggtaagaccatcactttggaagttgaatcttctgacactattgacaatgtcaa 

gattcaagacaaggaaggtatcccacctgaccaacaaagattgatctttgctggtaagca 

attggaagacggtagaaccttgtctgactacaacattcaaaaagaatccactttgcact^ 

agtcttgagattgagaggtggtatcattgaaccatctttgaaagctttggcttcc 

gaactgtgacaaatctgtttgccgtaagtgttatgctagattc 

ctgtagaaagagaaagtgtggtcacaccaaccaattgcgtccaaagaagaagttaaaatg 

A 

YIL148W, 128 aa (SEQ ID NO 138) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 
IQKESTLHLVLRLRGGIIEPSLKALASKYNCDKSVCRKOTARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YIL150C, 2216 bp, CDS: 501-2216 (SEQ ID NO 139) 

AATATTCAACCTGAAGTTGCAGTCAAAGCGGCGATTAACTTTTCCAACGTAACCGATCTA 

ACTAACAATAGCACCGATGGAGCAAAAATAACAGAAATTGGAAGTACATCTAAACGGCCA 

ATTGAGAGCGGTACATCTTCTGATCCAGACACCAAAAAGGTTAAAGAGAGTCCAGCAAAT 

GATCAAGCTTCCAACGAGTGATGTAATATTAAACAATGTAATTATATAAATATGAAACAT 

CTACATATTTTAAATGTCACTAATGTCATTACAGAGGACATAAAGTGATTTATGACACAT 

CCGTACTAGTAGTTAAGTATGAAGAAATTTTGGGTTTATTTGC 

GTTTCTTGGATGCGCAAACCCACCTTTTCTAACACCACTAAGAAATATCAACTTTATAGG 

CCATCGAAGATAAAGGAACGTAAGTTTGTCAATTCAACCTCACATTTTCAACGCACATTA 

AGCACTTGGTTCGTGGAGAAATGAATGATCCTCGTGAAATTTTAGCGGTTGATCCGTACA 

ATAATATTACTTCTGATGAAGAGGATGAGCAAGCCATCGCGAGAGAACTTGAATTTATGG 

AACGAAAGAGGCAGK3CCTTAGTGGAACGATTAAAAAGAAAGCAAGAATTTAAGAAACCCC 

AGGATCCTAATTTTGAAGCCATCGAGGTACCTC^TCTCCTACCAAAAACCGTGTGAAAG 

TGGGGTCTCATAATGCTACACAACAAGGCACAAAATTCGAAGGTTCGAATATTAATGAAG 

TAAGGTTATCTCAATTACAGCAGCAACCAAAACCACCAGCTAGTACAACCACATACTTTA 

TGGAGAAATTTGAAAACGCAAAGAAGAACGAAGATAAACAAATTGCCAA 

TGATGAATGCAAGAGTACATACGTTCAGTACCGATGAGAAGAAATATGTGCCGATAATCA 

CAAACGAATTAGAAAGCT1TTCAAATCTTTGGGTTAAAAAGAGGTACATA 

ACTTAAAACGGGCTTTGCATGAGATCAAAATCCTTCGGTTGGGCAAACTTTTTGCT 

TTCGCCCACCTAAATTTCAAGAGCCTGAATACGCCAACTGGGCCACCGTAGGCCTCATTA 

GCCAGAAATCGGACATCAAATTTACATCATCTGAAAAGCCAGTCAAATTCTTCATGTTC 

CCATAACGGACTTTCAGCATACACTAGATGTTTATATCTTCGGGAAAAAGGGTGTAGAAA 

GATATTATAATCTTCGCCTGGGTGATGTGATAGCAATATTAAACCCAGAAGTACTACCAT 

GGAGACCCTCAGGGCGAGGAAATTTTATCAAATCCTTGAACCTTCGAATTAGTCATGACT 

TCAAATGTATCCTGGAGATAGGTTCAAGTAGAGATTTAGGTTGGTGTCCCATAGTGAATA 

AAAAGACTCACAAAAAATGTGGCTCTCCCATTAACATATCTCTTCATAAGTGTTGCGATT 

ACCATAGAGAAGTGCAATTTCGTGGAACAAGTGCTAAAAGA 

ACGCCTTGGGCGCGCCTACGAAAGTGGACTCTCAACCAAGCCTATATAAGGCCAAAGGGG 
AAAACGGGTTTAATATAATCAAAGGTAC TCGTAAGCGC CTGTCAGAAG AGG AGGAAAG AC 
TTAAAAAGAGCTCTCACAATTTTACGAATAGTAATTCTGCCAAAGCATTTTTCGACGAGA 
AATTTCAGAATCCAGATATGCTGGCAAACTTAGACAATAAAAGAAGGAAAATAATAGAAA 
CTAAGAAATCGACAGCACTGAGCCGCGAACTAGGCAAAATTATGAGAAGGAGGGAATCCA 



WO 01/02550 



47/161 



PCT/BEOO/00077 



GCGGATTAGAAGATAAGAGCGTCGGAGAGCGACAGAAAATGAAACGAACCACAGAAAGTG 
CCCTCCAGACAGGGCTTATCCAACGCCTAGGATTCGATCCCACTCATGGAAAAATTTCCC 
AAGTACTCAAGTCTTCTGTATCAGGGAGCGAACCTAAGAACAACTTACTCGGTAAAAAAA 
AAACTGTTATAAACGATCTCTTGCATTACAAGAAGGAAAAAGTCATTCTCGCACCTTCAA 
AGAACGAATGGTTCAAGAAAAGAAGCCATCGCGAAGAAGTTTGGCAAAAACATTTCGGAT 
CCAAGGAAACTAAAGAAACTTCTGACGGTAGTGCCAGCGATCTTGAGATAATATAA 

YIL150C, 571 aa (SEQ ID NO 140) 

MNDPREILAVDPYNNITSDEEDEQAIARELEFMERXRQALVERLKR^ 
IEVPQSPTKNRVKVGSHNATQQGTKFEGSNINEVRLSQLQQQPKPPASTTTYFMEKFQNA 
KKNEDKQ IAKFESMMNARVHTFSTDEKKYVP I ITNELESF SNLWVKKRYI PEDDLKRALH 
EIKILRLGKLFAKIRPPKFQEPEYANWATVGLISHKSDIKFTSSEKPVKFFMFTITDFQH 
TLDVYI FGKKGVERYYNLRLGDVI AI LNPEVLPWRPSGRGNFI KSFNLRI SHDFKCI LE I 
GSSRDLGWC PI VNKKTHKKCGS PINI SLHKCCDYHREVQFRGTS AKRI ELNGGYALGAPT 
KVDSQPSLYKAKGENGFNIIKGTRKRLSEEEERLKKSSHNFTNSNSAKAFFDEKFQNPDM 
LANLDNKRRKIIETKKSTALSRELGKIMRRRESSGLEDKSVGERQKMKRTTESALQTGLI 
QRLGFDPTHGKISQVLKSSVSGSEPKNNLLGKKKWINDLLHYKKEKYILAPSKNEWFKK 
RSHREEVWQKHFGSKETKETSDGSASDLEI I 

YIL167W, 1133 bp, CDS: 501-1133 (SEQ ID NO 141) 
GACATTTTGAAAAAATTACATTTATAGAAGTTTATO 

GCTC ATAGTC CG AG ATC AATATAATAAATTATTC AAGGTTT AAGG AAGAAGTTAC CATGG 
AAATGACTTACTATGAAAAGACACCTTTGATTCGTCAATTTTTGAACAATGGTAAGACAA 
ATTCGTGGTTTTACGTTAAGCATGAGATGTTACAACCAGGTGGAAGTTTCAAATCGAGAG 
GAATCGGGCATTTGATAAGGAAGAGTAATGAAGAAGCGCTAAGCGAGGGTTCTGGGAAGC 
TTGCTGTATTTTCTAGCTCTGGGGGAAATGCTGGTTTAGCAGCAGCAACTGCC 
CGATGGCACTTAATTGCAGTGTAGTGGTTCCTAAAACTACAAAACCTAGAATGGTAAAGA 
AAATTCAAAGTGCAGGAGCCAAAGTCATTATCCATGGTGATCATTGGGGGGAAGCAGATG 
AATACTTGAGGCACGAATGAATGGCGCAAGAAAGCCAACATGGTTCGAAGACA 
• TGCACCCGTTTGATAACGAGACAATTTGGGAAGGTCATTCTACGATTGTGGATGAAATCA 
TAGAACAATTGAAGGAAAATGATATATCCTTACCTAGGGTGAAAGCTTTGGTTTGTAGTG 
TTGGTGGTGGTGGGCTATTTAGTGGCATAATTAAAGGCCTAGATAGG 
AAAAAATTCCGGTCGTTGCTGTAGAAACTGCCGGTTGTGACGTATTGAATAAGTCTCTCA 
AAAAAGGTAGTCCAGTTACTCTTGAAAAATTGACAAGTGTTGCAACTTCTTTGGC 
CATACATAGCATCATTCGCGTTTGAGAGTTTTAACAAGTATGGATGTAAGTCTC 
TATCAGATCAAGACGTTCTGGCAACATGCTTGAGATATGCCGATGACTACAATTTTATAG 
TGGAACCAGCCTGTGGAGCATCCTTACATTTATGTTATCATCCAGAGATTCTTGAAGACA 
TTCTGGAACAAAAAATATATGAGGATGATATCGTTATTATAATCGCATGCGGTGGATCA 
GTATGACG^ATGAAGACTTGGTGAAAGCGTCGAGCACATTAAACGTATCATAA 

YIL167W, 210 aa (SEQ ID NO 142) 

MAQESQHGSKTLYVHPFDNETIWEGHSTIVDEIIEQLKENDISLPRVKALVCSVGGGGLF 
SGI IKGLDRNQLAEKI PWAVETAGCDVLNKSLKKGSPVTLEKLTS VATSLAS PYIASFA 
FESFNKYGCKSVVLSDQDVLATCLRYADDYNFIVEPACGASLHLCYHPEILEDILEQKIY 
EDD I VI 1 I ACGGSCMTYEDLVKAS STLNVS 

YJL034W, 2549 bp, CDS: 501-2549 (SEQ ID NO 143) 

CCATGAACTCAGCATGTGCTACTCCAGTTAATGACTTGTTCGTATCGTTCATGCCATAAG 

CCATCACCTGGCCAGTTGGCGTATGTACAAAGATGCAAGCTACCGGTGTCTCATCGTGGT 

CAAGAGCGTATCTAGCCAAACGGACAGCTGTCCTCATATGTTTAATATGCTGCATAGTGT 

GAGTCCTCTAGTTTTTACCGCAGCCACCAGCCGCTTCTCGAGCAAAGTGTAGATCCCATT 

AGGAOTCATCATTCATCTAATTTTGCTATGTTAGCTGCAACTTTCTATTTTAA 

TTCTGGAAATTTCACCCGGCGCGGCACCCGAGGAACTGGACAGCGTGTCGAAAAAGTTGC 

TTTTTTATATAAAGGACACGAAAAGGGTTCTCTGGAAGATATAAATATGGCTATG 

CTAAAGATTAACGTGTTACTGTTTTACTTTTTTAAAGTCCCCAAG 

AAAAGCGTATCAAACATACCATGTTTTTCAACAGACTAAGCGCTGGCAAGCTGCTGGTAC 

CACTCTCCGTGGTCCTGTACGCCCTTTTCGTGGTAATATTACCTTTACAGAATC 

ACTCCTCCAATGTTTTAGTTAGAGGTGCCGATGATGTAGAAAACTACGGAACTGTTATCG 

GTATTGACTTAGGTACTACTTATTCCTGTGTTGCTGTGATGAAAAATGGTAAGACTGAAA 

TTCTTGCTAATGAGCAAGGTAACAGAATCACCCCATCTTACGTGGCATTCACCGATGATG 
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AAAGATTGATTGGTGATGCTGCAAAGAACCAAGTTGCTGCCAATCCTCAAAACACCATCT 

TCGACATTAAGAGATTGATCGGTTTGAAATATAACGACAGATCTGTTCAGAA 

AG C ACTTG CCATTTAATGTGGTT AATAAAGATGGGAAGCCCGCTGTAGAAGTAAGTGTC A 

AAGGAGAAAAGAAGGTTTTTACTCCAGAAGAAATTTCTGGTATC 

AACAAATTGCCGAAGATTATTTAGGCACTAAGGTTACCCATGCTC 

CTTATTTCAATGACGCGCAAAGACAAGCCACCAAGGATGCTGGTACCATCGCTGGTTTGA 

ACGTTTTGAGAATTGTTAATGAACCAACCGCAGCCGCCA 

CTGATAAGGAACATCAAATTATTGTTTATGATTTGGGTGGTGGTA 

TATTGTCTATTGAAAACGGTGTTTTCGAAGTCCAAGCCA^ 

GTGGTGAAGATTTTGACTATAAGATCGTTCGTCAATTGATAAAAGCTTTC 

ATGGTATTGATGTGTCTGACAACAACAAGGCCCTAGCTAAATTGAAGAGAGAAGCTGAAA 

AGGCTAAACGTGCCTTGTCCAGCCAAATGTCCACCCGTATTGAAATTGACTCCTO 

ATGGTATCGACTTAAGTGAAACCTTGACCAGAGCTAAGTTTGAGGAATTAAACCTAGATC 

TATTCAAGAAGACCTTGAAGCCTGTCGAGAAGGTTTTGCAAGATTC 

AGGATGTTGATGATATCGTTTTGGTTGGTGGTTCTACTAGAATTCCAAAGGT 

TGTTAGAATCATACTTTGATGGTAAGAAGGCCTCCAAGGGTATTAACCCAGATGAAGCTG 

TTGCATACGGTGCAGCCGTTCAAGCTGGTGTCTTATCCGGTGAAGAAGGTGTCGAAGATA 

TTGTTTTATTGGATGTCAACGCTTTGACTCTTGGTATTC 

CTCCATTAATTAAGAGAAATACTGCTATTCCTACAAAGAAATCCCAAATT^ 

CCGTTGACAACCAACCAACCGTTATGATCAAGGTATACGAGGGTGAAAGAGCCATGTCTA 

AGGACAACAATCTATTAGGTAAGTTTGAATTAACCGGCATTCCACCAGCACCAAGAGGTG 

TACCTCAAATTGAAGTGACATTTGCACTTGACGCTAATC 

CAGATAAGGGAACTGGTAAATCCGAATCTATCACCATCACTAACGATAAAGGTAGATTAA 
CCCAAGAAGAGATTGATAGAATGGTTGAAGAGGCTGAAAAATTCGCTTCTGAAGACGCTT 
CTATCAAGGCCAAGGTTGAATCTAGAAACAAATTAGAAAACra^ 

ACCAAGTTAATGGTGACCTAGGTGAAAAATTGGAAGAAGAAGACAAGGAAACCTTATTAG 
ATGCTGCTAACGATGTTTTAGAATGGTTAGATGATAACTTTGAAACCGCCATTGCTGAAG 
ACTTTGATGAAAAGTTCGAATCTTTGTCCAAGGTCGCTTATCCAATTACTTCTAAGTTGT 
ACGGAGGTGCTGATGGTTCTGGTGCCGCTGATTA'tGACGACGAAGATGAAGATGACGATG 
GTGATTATTTCGAACACGACGAATTGTAG 

YJL034W, 682 aa (SEQ ID NO 144) 

MFFNRLSAGKLLVPLSVVLYALFVVILPLQNSFHSSNVLVRGADDVENyGWIGIDLGTT 
YSCVAVMKNGKTEI LANEQGNRITPS WAFTDDERLIGDAAKNQVAANPQNTI FDI KRL I 
GLKYNDRSVQKDIKHLPFNVVNIUDGKPAVEVSVKGEKKVFT 

LGTKVTHAVVTVPAYFNDAQRQATKDAGTIAGLNVLRIVNEPTAAAIAYGLDKSDKEHQI 

IVYDLGGGTFDVSLLSIENGVFEVQATSGOTHLGGEDFDYKIVRQLIKAFKKKHGIDVSD 

Nl^LAKLKREAEKAKRALSSQMSTRIEIDSFVTCIDLSETLTRAKFE 

PVEKVLQDSGLEKKDVDDIVLVGGSTRIPKVQQLLESYFDGKKASKGINPDEAVAYGAAV 

QAGVLSGEEGVEDIVLLDVNALTWIETTGGVMTPLIKRNTAIPTKKSQIFSTAVDNQPT 

VMI KVYEGERAMSKDNNLLGKFELTGI PPAPRGVPQI EVTFALDANGI LKVS ATDKGTGK 

SESITITNDKGRLTQEEIDRMVEEAEKFASEDASIKAKVESRNKLENYAHSLKNQVNGDL 

GEKLEEEDKETLLDAANDVLEWLDDNFETAIAEDFDEKFESLSKVAYPITSKLYGGADGS 

GAADYDDEDEDDDGDYFEHDEL 

YJL035C, 1253 bp, CDS: 501-1253 (SEQ ID NO 145) 

TACCTAAGTCAATACCGATAACAGTTCCGTAGTTTTCTACATCATCGGCACCTCTAACTA 

AAACATTGGAGGAGTGGAAAGAATTCTGTAAAGGTAATATTACCACGAAAAGGGCGTACA 

GGACCACGGAGAGTGGTACCAGCAGCTTGCCAGCGCTTAGTCTGTTGAAAAACATGGTAT 

GTTTGATACGCTTTTTCCCTTGAGACTACTCTTGGGGACTTTAAAAAAGTAAAACAGTAA 

CACGTTAATCTTTAGAATTACATAGCCATATTTATATCTTCCAGAGAACCCTTTTCGTGT 

CCTTTATATAAAAAAGCAACTTTTTCGACACGCTGTCCAGTTCCTCGGGTGCCGCGCCGG 

GTGAAATTTCCAGAAGGTTCTATTAAAATAGAAAGTTGCAGCTAACATAGCAAAATTA 

TGAATGATGAGTCCTAATGGGATCTACACTTTGCTCGAGAAGCGGCTGGTGGCTGCGGTA 

AAAACTAGAGGACTCACACTATGCAGCATATTAAACATATGAGGACAGCTGTCCGTTTGG 

CTAGATACGCTCTTGACCACGATGAGACACCGGTAGCTTGCATCTTTGTACATACGCCAA 

CTGGCCAGGTGATGGCTTATGGCATGAACGATACGAACAAGTCATTAACTGGAGTAGCAC 

ATGCTGAGTTCATGGGGATCGATCAGATCAAGGCGATGTTGGGCTCCCGAGGAGTTGTTG 

ACGTGTTCAAAGACATTACTCTATATGTTACTGTAGAACCGTGTATAATGTGTGCATCTG 

CTC TC AAGC AATT AGACATTGG AAAGGTG GTGTTCGGTTGTGGC AACG AG AG ATTTGG AG 
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GCAACGGTACTGTCTTGTCAGTAAATCATGATACGTGTACATTAGTGCCCAAGAACAATA 
GTGCGGCAGGGTACGAGAGTATACCGGGGATCTTGAGGAAAGAAGCAATAATGCTGCTGA 
GATACTTTTATGTAAGACAAAATGAAAGGGCGCCAAAGCCACGGTCCAAGAGTGACAGAG 
TGTTGGATAAAAACACGTTTCCGCCTATGGAATGGTCAAAGTATCTTAATGAAGAAGCAT 
TCATTGAGACTTTTGGTGATGATTACAGGACTTG^ 

GTAATAGCGTCGATTGGGATTTGATTGACTCCCACCAAGATAATATAATCCAAGAACTGG 
AAGAAGAATGCAAAATGTTTAAGTTTAATGTACATAAGAAATCTAAGGTTTGA 

YJL035C, 250 aa (SEQ ID NO 146) 
MQHIKHMRTAVRLARYALDHDETPVACIFVHTPTGQ^ 

DQI KAMLGSRGWDVFKDI TLYVTVEPC IMCASALKQLDIGKVVFGCGNERFGGNGTVLS 
VNHDTCTLVPKNNSAAGYE S I PGI LRKEAIMLLRYFYVRQNERAPKPRSKSDRVLDKNTF 
PPMEWSKYLNEEAFIETFGDDYRTCFANKVDLSSNSVDWDLIDSHQDNIIQELEEQCKMF 
KFNVHKKSKV 

YJL070C, 3167 fap, CDS: 501-3167 (SEQ ID NO 147) 

TCCCCTGATGGTCAAATACTGTGCATGGCATCCCGTGCAGTCAAGGATGCTTTGAGA 

GTTCATCTGCCTTCTTGTAGCGTGTTCAGCAACTGGCCTACCAGCGGGACGCCTTTGGG^ 

AAAGTTACCAGTGTCGCATTTTCGCCATCTGGTGGGCTACTGGCCGTGGGTAA 

GGTAAAGTGAGGCTCTGGAAATTAAACCACTACTAAATTTCCATTTATAGACAAACTTA^ 

ATATTAAAAGCAATGTACAAATACATACACAAAATATCACTGTAAAAAAATTGCGAAGAA 

ACTTGAAATTGAATATGATTCTGCCCACTTTTTTC 

AAAAATTGTCCGAGAAATTAAATATAATATATGGAAAAAA^ 

AATTTGATTAAAATGTCCTCTCAATATCCTCTGTAAGAGTTATCTAAATCTCACTTTACT 
TATTCATCTCGCTGGGAATTATGCAGGCGGTAGAGAGAAGGCCCTCGTTACTCTTTGACG 
AATATCAAAATTCTGTTACTAAGCCTAATGAGACGAAGAATAAAGAAGCCAGGGTCTTGT 
CAGAGAATGACGGTGATGTCTCCCCATCTGTTTTGAAACAGAAGGAAATATCAGTCGATG 
ATATGGATATGATTTCTTTGCCCACGGAATTTGACAGGCAAATGGTTTTAGGTTCACCTA 
TGTTTTTCGATCTTGAAGACGAAGAAAACAAAATTGATCCACTTC 

ATTATGGAAATGGAGAAAGTGACAGCTTTGTCTCATCGTACACGCCCTCAAATCTGAAAA 
CGGGTGAAGAAACTAAAGATCTTTTCATTAATCCGTTTGAATTGGTTO 
AAAGATACATTGCTGCTTCCAAACAAGATGGCATTTCAAACATAAAAAATGACACTGA^ 
AGTGGTTTTTATACCCAAAACCACTGCCAAAGTTTTG^ 

TCCAAGATCCCTCTGACTCTGACTTAAATGACGATGGAGACAGTACTGGGACCGGAGCCG 
CTACACCGCACCGCCATGGCTACTATTACCCAAGTTACTTTACCGATCACTACTACTACT 
ACACAAAATCTGGTTTGAAAGGAAAAGGAAATATAAAAGTACCATACACCGGTGAATATT 
TCGATTTAGAGGATTACAAAAAACAATACATTTACCATTTAAGTAATCAGGAAAATACGC 
AAAACCCACTTTCACCTTATTCTAGTAAGGAGGAGTCACTAGAGGAAGAATTTTTAACAG 
ATGTGCCTACGTTTCAAGAATTTAGGGATGATTTTGCATACATAATAGAGTTAATCCAAT 
CTCATAAATTCAACGAGGTTTCACGAAAGCGATTATCTTATTTATTAGATAAATTTGAAT 
TGTTTCAGTACCTAAACTCTAAGAAAGAAATTTTAGCTAATAAAAATGTTCCCTACAGAG 
ATTTTTATAATTCTCGTAAGGTAGATCGAGACTTGTC 

GTCAATTGAGTGAATATATATGGGAGAAAATAAATTTAGAACCTGAAAGGATAGTTTATC 

AAGACCCGGAAACGTCAAGGAAACTCAGTTTGAGAGACATTTTTCAGTTTGGTO 

CTAATGACCAACCCATTGCGATTGGGTTGAAATTGATTGATGATGAATTCTTGG 

ATAGAAATATTTACCTAATAGATTACCATCTAACTCCTAACAAAGTAGCAAAGTTGGTCG 

GCAAAGAAATGAGGTTTTACCTATTAGCCAAAGTGTTTCTGGAGTTTGATAATTTCAOT 

AAGGTGAGTACCTAGCAGAAATTTTCATAAAATACGTTATTCATATCCTCGAAAAATCAA 

AGTACCAATTGGCCCAAGTATCAGTTAATTTTCAATTCTATTCCAGTGGTGAAGACTGGT 

ACAAGAAATTTTCTCAATGGTTGCTACGATGGAAGCTAGTATCGTATAATATCCGCTGGA 

ATATACAAATTGCCAGGATTTTTCCCAAACTATTC 

AGGAGTTTTTGGATCTTATCTTCAATCCTTTATTCACTCTGGAAAAGGAGCAGT^ 

TAGATTCATCTGTAAATACTGATATCATTGGTCTGCAGTTTTTTTTATCAAATG 

CTATGGATCTGGTCATTAAAGAGTCGGATGAATATTACTGGAAAGAATTTACTGATATGA 

ATTGTAAGCCAAAATTTTGGACAGCACAGGGTGACAATCCAACTGTTGCGC 

ATTATATTTATAAAAGTTTAGCGAAAGTTAATTTTC 

CAATCACCCTAAGAAATTATTGTTCTCCACTATCCAGCAGAACTTCCCAATTTGGAGT^ 
ATTTATATTTTACAGATCAAGTTGAATCGTTAGTCTC^ 
GTCTGCTACAGGTAGAACCGCTTTGGGATACTGCAACAATGATTCAA 
TCTTTCAAATACCCATTTTAGCTGCGCCATTATCATCTGTTTCATTACTGAATTCGCAAA 



WO 01/02550 



50/161 



PCT/BE00/00077 



AATCGACCTTTTTGAAGAATAAAAACGTGCTTC 

AAACAGCCAAAATCAATCCTTCTAGAGATATCACTGTGGGCGAACAAAGATCATATGAGA 

CAAATCCTTTCATGAAAATGTTTAAGATGGGACTAAAAATTTCTTC 

TTCTTTACAATAGTTCATACACGCTAGAACCTCTCATTGAAGAATACAGTGTAGCAGCAA 

GTATTTACTTGCTGAACCCAACAGATTTGTGCGAGTTGTCGAGAACAAGTGTG 

GTGGCTATGAAGGTTGGTACAAGGCTCATTGGATTGGCGTTGGAGTTA 

ACTTTGAGGAGAACGTGGGTGGGATAGATAATTGGTACGATACAGCGAAAGATACCTCGA 

TAAAGCACAACGTTCCGATGATTAGAAGAAGATATAGAAAGGAGAC^TTGGATCAAGAGT 

GGAACTTCGTTCG^ATCACTTTGGAGTAATTAACTCCATTTGGTAG 

YJL070C, 888 aa (SEQ ID NO 148) 

MQAVERRPSLLFDEYQNSVTKPNETKNKEARVLSENDGDVSPSVLKQKEI SVDDMDMI SL 
PTEFDRQMVLGSPMFFDLEDEENKIDPLPSVSHHYGNGESDSFVSSYTPSNLKTGEETKD 
LFINPFELVSQMRKRYIAASKQIXSISNIKNiyrEKWFLYPKPLPKFWRFEDDKRFQDPSDS 
DLNDIX5DSTCTGAATPHRHGYYYPSYFTDHYYYYTKSGLKGKGNIKVPYTGEYFDLEDYK 
KQYIYHLSNQENTQNPLSPYSSKEESLEEEFLTDVPTFQEFRDDFAYIIELIQSHKFNEV 
SRKRLSYLLDKFELFQYIiNSKKEILANKNVPYRDFYNSRKV^ 

WEKINLEPERIVYQDPETSRKLSLRDIFQFGCSSNDQPIAIGLKLIDDEFLDWYRNIYLI 
DYHLTPNKVAKLVGKEMRFYLLAKVFLEFDNFI^^ 
, SVNFQFYSSGEDWYKKFSQWLLRWKLVSYNIRWNIQIARIFPKLFKENVVSNFQEFLDLI 
FNPLFTLEKEQLPIDSSVNTDIIGLQFFLSNVCSMDLVIKESDEYYWKEFTDMNCKPKFW 
TAQGDNPTVAHYMYYIYKSIAKVNFLRSQNLQNTITLRNYCSPLSSRTSQFGVDLYFTDQ 
VESLVCNLLLCNGGLLQVEPLWDTATMIQYLFYLFQIPILAAPLSSVSLLNSQKSTFLKN 
KNVLLEHDYLKDQETAKINPSRDITVGEQRSYETNPFMKMFKMGLKISLSSKSILYNSSY 

TLEPLIEEYSVAASIYLI^PTDI^ELSRTSVLSSGYEG^mCA^IGVGVKKAPYFEENVG 
GIDNWYOTAKDTSIKHNVPMIRRRYRKETIJD^ 

YJL078C, 3146 bp, CDS: 501-3146 (SEQ ID NO 149) 
TTTTTCTTCGCACATGGCTGGTTCTGCTGGAGGCGG 

GCAGGTCGCTTCGTTTACTTTTCTCTGCGTGCTCGAGAACTGATAAATACTGGTTTAG^ 

AAACCGTCCACTTATGGATTTAACAAGGAGGTGAAAGGTAGGTACCATGGCAATATAGCT 

AGCAACGCTACGCACTAGCTGTGTGTGCTTGCTCTCTTGTGTTCGTCTTTCGTATATTGC 

GGGTTCCCGCGGTTAATTCAACAACAAATATGGTATCTAGGCAGGGACCCAGCAACGGAA 

GGATGTAATTGCTATATAGGGCCGATGAAACAGTTCTCATGTTTCAACTC 

TTCTCTAAAACATATTCTATACTTCAAAGTTTTTAGCTTCTTC 

AACCAATATCGGCATAAAATTATAATTGCTGCACCCCTGCAACTCCAAACAACTTAAAAC 
AACTTAAAACGAAAACGCTTATGCTGGAGTTTCCAATATCAGTTCTGCTAGGATGCCTA^ 
TAGCCGTCAAGGCACAAACCACGTTTCCAAACTTCGAGAGCGATGTGCTGAACGAGCATA 
ACAAGTTCAGAGCGCTACATGTTGACAOVGCGCCGCTCACCTGGTCCGACACTCTGGCCA 
CCTATGCGCAGAACTACGCCGACCAATATGATTGTTCGGGTGTCTTAACGCATTCCGATG 
GCCCATATGGTGAGAACCTTGCCCTTGGTTACACAGACACGGGAGCGGTGGACGCCTGGT 
ACGGGGAGATAAGCAAGTATAATTATTCAAATCCCGGATTTTCTGAATCCACGGGTCACT 
TCACACAGGTGGTTTGGAAGTCAACCGCCGAGATTGGATGTGGTTATAAATATTGTGGTA 
CGACATGGAACAATTATATTGTGTGCTCCTACAACCCTCCTGGAAACTACCTGGGTGAGT 
TTGCAGAGGAAGTGGAACCACTTATAAGCACTGTTTCCTCGTCCTCATCCTCGTCCTCTT 
CTACCTCAACTACATCAGACACAGTCTCCACCATCTCATCCAGTATTATGCCCGCTGTAG 
CGCAAGGGTATACAACAACGGTATCGTCTGCGGCTAGCAGCAGTTCTTTAAAATCGACGA 
CCATAAACCCTGCCAAGACCGCTACCCTCACTGCGTCCTCTTCTACCGTAATTACTAGTA 
GCAGAGAATCAGTTGGATCCTCCACTGTCTCATCAGCCTCAAGCTCTTCTGTCACTACTT 
CCTATGCTACCTCCTCGAGTACCGTCGTCTCTAGTGATGCTACTTCATCCACTACCACCA 
CCTCATCGGTTGCTACATCGTCCAGTACCACTTCTTCCGACCCTACCTCGAGCACTGCTG 
CTGCTTCTTCTTCTGATCCTGCCTCAAGTTCCGCTGCCGCTTCCTCCAGCGCGAGTACCG 
AGAACGCCGCTTCTTCTAGCAGCGCCATCTCGAGCTCTTCATCAATGGTTTCTGCTCCTT 
TGAGTAGTACTCTTACTACTTCCACCGCAAGCTCCAGAAGTGTAACTTCCAATTCAGTTA 
ATTCTGTTAAGTTTGCAAACACAACTGTGTTTTCTGCTCAAACAACCTCTTCTGTAAGCG 
CCTCATTATCATCATCTGTAGCTGCTGACGATATTGAGGGTAGCACTTCCAAGGAGGCCA 
CAAGCTCAGTTTCCGAACATACTAGTATAGTAACTAGTGCAACTAATGCTGCCCAATATG 
CAACGAGACTTGGGTCATCTTCCAGAAGTTCTTCCGGGGCCGTCTCTTCCTCAGCTGTGT 
CGCAATCTGTTCTGAATTCCGTTATAGCCGTCAACACCGACGTATCTGTAACCTCAGTTA 
GTAGCACAGCCCATACCACAAAGGACACCGCCACCACTTCAGTAACCGCCTCAGAAAGTA 
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TCACTTCGGAAACTGCTCAGGCTTCAAGTTCAACAGA 

CCACATCGAGTAGCATTTAC^CAACAGTGCTTCTGTGTCAGGACACGGTGTAACATACG 

CTGCCGAATACGCCATTACATCCGAGCAATCCTCTGCGCTTGCCACATCTGTGCCTGCTA 

CAAATTGCTCTAGTATCGTGAAGACCACAACTTTAGAAAATTCGAGTACCACAACCATCA 

CAGCCATTACTAAGAGTACTACAACCTTGGCCACTACTGCTAACAACTCCACAAGGGCAG 

CTACCGCAGTAACCATAGATCCCACATTGGACCCTACCGACAACTCAGCTAGTCCAACCG 

ACAATGCTAAACACACCTCTACATATGGATCTTCTTCCACAGGCGCATCTTTAGATA 

TACGCACAACCACCAGTATTAGTGTCTCAAGCAACACCACACAGTTAGTCTCTACCTGCA 

CTTCCGAGAGCGATTATTCCGATAGTCCTAGCTTCGCCATCTCCACTGCCACCACCACTG 

AAAGCAATCTGATCACAAACACCATCACAGCTTCTTGTAGTACGGATAGTAATTTCCCTA 

CCTCCGCTGCTTCTTCTACAGATGAGACGGCCTTCACTAGAACAATCTCGACATCTTGTA 

GCACITTGAACGGCGCCTCAACCCAAACCAGTGAGCTAACCACATCGCCTATGAAAAC 

ACACGGTGGTTCCAGCTTCTTCTTTCCCTTCAACTACAACCACTTG 

ACACTGCCTTTTCTAGTATCTACACTGAAGTCAACGCCGCAACTAT(^TTAACCCCGGAG 

AAACATCTTCTCTCGCTAGCGATTTCGCCACATCTGAAAAGCCAAACGAGCCCACTTCTG 

TCAAATCCACCTCAAACGAAGGCACCTCTTCCACAACAAGAACCTACCAACAGACTC 

CTACACTGTATGCCAAGCCCTCCAGCACAAGCCTAGGTGCAAGAACAACTACTGGTAGCA 

ACGGTCGTTCAACTACCAGCCAACAAGACGGGTCTGCCATGCATCAGCCAACTTCCTCGA 

TCTACACTCAACTAAAAGAAGGCACATCAACCACCGCAAAACTTTCTGCATACGAAGGTG 

CTGCAACACCTCTTTCCATTTTCCAGTGCAATAGTCTAGCTGGAACGATTGC 

TCGTAGCTGTTCTGTTCGCCTTCTAG 

YJL078C, 881 aa (SEQ ID NO 150) 

MLEFPISVLLGCLVAVKAQTTFPNFESDVLNEHNKFRALHVDTAPLTWSOT 

DQYDCSGVLTHSDGP YGENLALGYTDTGAVDAWYGEI SKYNYSNPGF SE STGHFTQWWK 

STAEIGCGYKYCGTTWNNYIVCSYNPPGNYLGEFAEEVEPLISTVSSSSSSSSSTSTTSD 

TVSTISSS IMPAVAQGYTTTVS SAASSSSLKSTTINPAKTATLTASSSTVITS STESVGS 

SWSSASSSSWTSYATSSSTWSSDATSSTTTTSSVATSSSTTSSDPTSSTAAASSSDP 

ASSSAAASSSASTENAASSSSAISSSSSMVSAPLSSTLTTSTASSRSVTSNSVNSVKFAN 

TTVFSAQTTSSVSASLSSSVAADDIQGSTSKEATSSVSEHTSIVTSATNAAQYATRLGSS 

SRSSSGAVSSSAVSQSVI^SVIAVNTDVSVTSVSSTAHTTKI)TATTSVTASESITSETAQ 

AS S STEKNI SNS AATS SSI YSNS ASVSGHGVTY AAE YAITS EQS S ALATS VPATNCS S IV 

KTTTLENSSTTTITAITKSTTTLATTANNST 

TYGSSSTGASLDSLRTTTSISVSSNTTQLVSTCTSESDYSDSPSFAISTATTTESNLITN 
TITASCSTDSNFPTSAASSTDETAFTRTISTSCSTLNGASTQTSELTTSPMKTNTVVPAS 
SFPSTTTTCLENDDTAFSSIYTEVNAATIINPGETSSLASDFATSEKPNEPTSVKSTS^ 
GTSSTTTTYQQWATLYAKPSSTSLGARTTTGSNGRSTTSQQDGSAMHQPTSSIYTQLKE 
GTSTTAKLSAYEGAATPLSIFQCNSLAGTIAAFWAVLFAF 

YJL179W, 830 bp, CDS: 501-830 (SEQ ID NO 151) 

TTGCATTATCAACTATAATTCCATTTCCTAGAGGAGTTTTTATAGTCCTGCCATCTAATT 

GTAGAGCAATCTTTCCTTTCTCAACATCCCTATTO 

GTGAAGTTTTGCTCAATCTATTTGTTTCCGTAGGAGTCTTATTCTCAA^ 

TCCCCAGTGGCTGGGCATTTAATGAGTAGAATCGGGGCAGTTTCAATCTTATGGAATTCA 

CAATGAAGCATCCCTTCCTTAATGATGGCAGCATTCCGTATTCTCTTTTGTAGGGTTTCG 

TTTGCCTTCAAGTGTTTTGTTCTTATTTAGCCTTTTC 

CTCTGAAGAAAATGAATGAGTTTAAAGATATAGCAATTAAAAAGTAACAGTGAAGAAATT 

TCTCAGATGAGCAGATGGGAATTAAAGAACTATCTACAGAGCTCTTTACTAAATTGAATC 

AATAATACATACTTACAAACATGTCACAGATAGCACAAGAAATGACAGTGAGCTTAAGAA 

ACGCCAGGACACAATTCkSATATGGTCAATCAGCAGCTAGCATATTTGGACAGACAAGAAA 

AGCTTGCTGAATTGACAAAGAAAGAACTAGAGTCTTATCCAACGGACAAAGTATGGAGAT 

CTTGCGGTAAATCGTTTATCTTACAGGATAAATCCAAATACGTTAATGATTTATCACATC 

CCGAAACTGTTCTTCTGGATCAAAGAAAAACATTAAAGATAAAGAAGAACT^ 

CTACTGTTGAAAAAACAATAGACAATCTAAAGGCATTGATGAAGAATTAA 

YJL179W, 109 aa (SEQ ID NO 152) 

MSQIAQE^m;SLRNARTQLDMVNQQLAYLDRQEKLAELTKKELESYPTDKVWRSCGKSFI 
LQDKSKYVNDLSHAETVLLDQRKTLKIKKNYLETTVEKTIDNLKA^ 

YJL180C, 1478 bp, CDS: 501-1478 (SEQ ID NO 153) 
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AATAGTTCTTCTTTATCTTTAATGTTTTTCTTTGATC 

ATAAATCATTAACGTATTTGGATTTATCCTGTAAGATAAACGATTTACCGCAAGATCTCC 

ATACTTTGTCCGTTGGATAAGACTCTAGTTCTTTCTTTGTCAATTCAG^ 

GTCTGTCCAAATATGCTAGCTGCTGATTGACCATATCCAATTC 

AGCTCACTGTCATTTCTTGTGCTATCTGTGACATGTTTGTAA 

ATTTAGTAAAGAGCTCTGTAGATAGTTCTTTAATTCCCATCTGCTCATCTC 

TTCACTGTTACTTTTTAATTGCTATATCTTTAAACTC 

AAAAAATTAAGGTAAAGGAAAAGGCTAAATAAGAACAAAACACTTGAAGGCAAACGAAAC 

CCTACAAAAGAGAATACGGAATGCTGCCATCATTAAGGAAGGGATGCTTC^TTGTGAATT 

CCATAAGATTGAAACTGCCCCGATTCTACTCATTAAATGCCCAGCCACTGGGGACAGACA 

ACACGATTGAGAATAACACTCCTACGGAAACAAATAGATTGAGCAAAACTTCACAGAAGT 

TTTGGGAAAAGGTGTCACTAAATAGGGATGTTGAGAAAGGAAAGATTGCTCTAC 

ATGGCAGGACTATAAAAACTCCTCTAGGAAATGGAATTATAGTTGATAATGCAAAGTCTC 

TCTTAGCATACCTATTAAAACTGGAGTGGTCGTCCCTATCCAGTCTTTCCATCAAAACTC 

ACTCTTTGCCACTAACTTCATTAGTGGCAAGATGCATAGATTTACAAATGACAAATG 

CTGGCTGTGACCCTCAATTAGTTGCAAAGATTGGAGGCAACAGTGATGTTATAAAAAATC 

AGTTGTTAAGATATTTAGATACCGATACTTTATTGGTCTTTTCCCCTATGAATC 

AAGGAAGATTACGCAATGCGCAAAATGAGTTATATATACCCATCATCAAAGGAATGGAAG 

AGTTTTTACGCAACTTTTCATCCGAGTCTAATATTCGACTACAAATTTTAGATGCCGACA 

TCCATGGGTTACGAGGCAATCAGCAGTCGGATATCGTTAAGAATGCAGCAAAAAAATATA 

TGAGCAGCTTATCACCATGGGATCTTGCAATTCTTGAAAAAACTGTATTAACCACAAAGT 

CCTTCATTTGKZGGCGTGCTATTATTAG 

CCTTGAAAACTGATATGGATAATATTGTACGTGCCGCCACCTTAGAAACAATCTTCCAAG 
TTGAAAAGTGGGGAGAGGTTGAAGATACTCATGACGTTGACAAAAGAGACATCAGAAGAA 
AAATTCATACTGCTGCGATTGCTGCTTTTAAGCAATAA 

YJL180C, 325 aa (SEQ ID NO 154) 

MLPSLRKGCFIVNSIRLKLPRFYSLNAQPLGTDNTIENNTPTETNRLSKTSQKFWEKVSL 
NRDVEKGKIALQLDGRTIKTPLGNGIIVDNAKSLLAYLLKLEWSSLSSLSIKTHSLPLTS 
LVARCIDLQMTNEPGCDPQLVAKIGGNSDVIKNQLLRYLDTDTLLVFSPMNEFEGRLRNA 
QNELYIPIIKGMEEFLRNFSSESNIRLQILDADIHGLRGNQQSDIVKNAAKKYMSSLSPW 
DLAILEKTVLTTKSFICGVLLLENKKDTANLIPALKTDMDNIVRAATLETIFQVEKWGEV 
EDTHDVDKRDIRRKIHTAAIAAFKQ 

YJL181W, 2336 bp, CDS: 501-2336 (SEQ ID NO 155) 

GCAAGTCAGTACGATGCATCCTTGGATCAAGAAGGTGAGTCTGGAAACGGTGCTTCTAAT 

GGCGATGTTTACCATTATAATGAAGGGGACTTGGCTGCCTCCTTCAAGGGATGTAGATCA 

AGAGGTACGTGTGCTAGTCAAATAGGTCACATGTACCAGAAAATCAAGAAATCTTAGATG 

TGTGTAATCTTGCAATTTAGTTTCAAACAAGATCCTTGTATTTATATAAACAAAGATATA 

ATTTTTAAAAAAAAATTAGAAAAAGCAAATATAATTCAGGTC 

CTGTATTGATGCATTTTCCTTATGCTTAGTGACGCGTTTTCGCGCGTCAG 

TTCTTGGCTTTTTTTTTTTCATTTTCGTAA^ 

TTGAAATAAAGAACAATTACGAACGGTGAAGCTGCTATTTTGGTTATTATACCCTTCCAG 

GACAGTACGCGCAAACTATTATGGAGATATTCAAGGAAGAAGAAGAAGAAGCTTTTTC 

CGATAGAAGGTATAATATATGCCTGTGAGGTGTATGACCCTGTACCCCGTCATTTACATA 

AAAGCAAAACAAAGATCATCAATGCTGCTAAATTAATTATAGAAACGCATCTTTCATATT 

ATACAATACTCAATAACATTTCAGATATACAAGCCTATCTTTCTACTTGGCTTAGGGATC 

TTGGAACGACAGGTCCATACCAAACAATTCTTTCAGAAAGTATTTCTCTCATGTTTC 

GCACTGTATCTATCTTCAGGAAATGTACGATAGAGGGAGGTTTTCCACATTTGATCGCAC 

GTCTTTATCTCAGATTGAAAAGCTACCAGAAGCTCTTAAACGATGCAGGATTAAAGAATT 

TTTTTTCAAGCTACGATTATGCTTTCGGGGTTGCATACAACCTTGTA^ 

ACAGGTATGACGAAGTTCATTACATATCGAACGGCACTTACTCATTAGTTGCATCGATGA 

AGATAGATCCTGCTGAAGTCATTAAAAGGGAACATTTTAGGCTTACAATTCCGA^ 

ACATATCTAATATATTAATTGAAATTTTTCAT 

TGAACCCTGATAGTTTATCTATATCTACAGCTTCAGCAGAAACAATCTTTCGCAGTATCT 
CCGAAGGTAATCATCAGGTCCTAGAATTGGGGAGAAGTTTAATGTTTCCATTGTTGAGGA 
CTGGAGATTTTGAAATCTGTCGTATTGACGACGCGGGAGCTGTCATAACATTTACAGAAG 
CGAAGGATGTAAAACTAGAAATAATCAGTCTGGATGAAGTTTCCTGGGTAATGCAGTGGA 
AATCTTGTCTTCAAAATTATGAGAGAAGGGCAGCAAATGACAGTTCATTTATCAAAACAC 
ACCTACAATTTAAGAAGGCCAACAATTTCAATGAAGATAATAATGGGCTAGGACTAATTG 
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TAGACAGAAATATTCCAACAGATGATTTTACGCTAGCTTCTACAAACCGTCAAAGTCCCG 
CGCCTTCAAATACTGGTTGTTCATTAGAC 

CTGTTATTCGTGAAGACTTTTATGATAGCTCTCTAAATGAGCGTATATCTAAAGACGGAG 

ATAGCAGTTGTGAATCCTTC^GTGGCGCCGAAAGTATCTTATC 

ATAATGAATTTTTTAACAACCAGTCACCTCATTATTTTTCAGAACACATA 

CGAGAGAGGTGGTAATAACAGATGAAAATACGATAATATCTTTGGAAAATACCCAAGTAA 

GTCGGTGGTCAAATTACTCATGGCAAAAAATTTCACCGCATCAATTACAGGTCTCTATTA 

TCCAACTGCGCATGGGAAACTTCATTGTGGCTTATGATTCTGATTATAA 

TCAAAATTCGTTTGTGTGACGATATAAAATGTATACAATCCACAGAGCAAGACATACAAA 

TACGTGTCCCGCTCGGCGCAATAATGTGCAGCGTCACTGGTATCTTGAATATTAGGACGA 

AGGACGCTGACAAGTTGCTTCGGGTATTAAGCTTTTATACCACTGACCACACGGAAGCTG 

TATCGCACTCAAACAATCAAGATGCTACTGCAAGTCCACTTTCGTCAGTTTCATCAGCAA 

TGGATCTCAAGCATTCATTACAGAAATGTTCCTCTACAATAATGCCCCAAGAGTTGACGC 

AGGACGTCATCGGTTCAAAATCAGACCTAATCAGTAATATTCGTCAAAAAATATAA 

YJL181W, 611 aa (SEQ ID NO 156) 

ME I FKEEEEEAFSAI EGI I YACEVYDPVPRHLHKSKTKI INAAKLI I ETHLS YYTI LNNI 
SDIQAYLSTWLRDLGTTGPYOTILSESISLMFDRWSIFRKCTIEGGFPHLIARLYLRLK 
S YQKLLNDAGLKNFF S SYDYAFGVAYNLVNCSEYRYDEVHYI SNGTYSLVASMKIDPAEV 
IKREHFRLTIPKFNISNILIEIFHLLDGLAFFKVNPDSLSISTASAETIFRSISEGNHQV 
LEI^RSLMFPLLRTGDFEICRIDDAGAVITFTEAKDVKLEIISLDEVSWVMQWKSCLQNY 
ERRAANDSSFIKTHLQFKKANNFNEDNNGLGLIVDRNIPTDDFTLASTNRQSPPPSNTGC 
SLHRSKPLHIPLSSVIREDFYDSSLNERISKDGDSSCESFSGAESILSDYDFHDNEFFNN 
Q SPHYF SEH IDNNSREWITDENTI I SLENTQVSRWSNYSWQKI S PHQLQVS I IQLRMGN 
FIVAYDSDYNLHQFKiRLCDDIKCIQSTEQDIQIRVPLGAIMCSVTGILNIRTKDADKLL 
RVL SFYTTDHTEAVSH SNNQDATASPLS SVS S AMDLKHSLQKC S STIMPQELTQDVIGSK 
SDLISNIRQKI 

YJL187C, 2960 bp, CDS: 501-2960 (SEQ ID NO 157) 

TCTTGCAACC^TCGTCCTCTAAGGAAAGAAATGTGGCACCTTTAAATAGGTTCCACCTCA 

CAGATGCCAACATGTGGGAGATAGGGTCCTATTCGCAATTTATTAACGTCTCTAGTACTG 

GTAAGCCTTTCTAACATTCTTGTGGTCACGTGATGTC 

CGGGTGATAACGACGCGAAAAATATTTTTTCATTTTTCTTTTA^ 

CGCGACGCGAAAAAAATGCAGAGAAGTAAAAGAATGCTGGATAAGAAATCAACAACACAG 
TTGAACATTGGCGTGCCCCTGTGTATTAAGTAAAGGTTGTCC 

TGTATGCGTGTGTTAACTATCCTGCACATCATCTTGCGCAGTTAGTCCAATAAAAAAGGA 
TTACTACTGAACAGGTCTTACTATTTTTC^ 

ACAGGCGCACACGAGAACAGATGAGTTCTTTGGACGAGGATGAAGAGGACTTCGAAATGC 

TGGACACGGAGAACCTCCAGTTTATGGGGAAGAAGATGTTTGGCAAACAGGCC 

ACGAGAGTGATGATTTTGCTATAGGGGGTAGCACCCCGACCAATAAACTGA 

CATATTCGAACAACAAATTGACAAGAAGTACGGGGACCTTGAACCTGTCATTAAGTAATA 

CAGCTTTGTCAGAGGCTAACTCCAAATTTCTTGGGAAAATTGAAGAAGAGGAAGAAGAGG 

AGGAAGAAGGCAAGGATGAGGAAAGCGTGGATTCTCGTATTAAAAGGTGGTCTCCGTTCC 

ATGAAAATGAAAGTGTTACTACTCCTATTACAAAAAGATCTGCGGAAAAAACGAACAGTC 

CTATTTCTCTCAAACAATGGAACCAGCGATGGTTTCCGAAAAATGATGCTCGCACTGAAA 

ATACATCCTCATCCTCTTCATATAGCGTCGCTAAACCTAACCAATCAGCCTTTACGTCTT 

CGGGCCTCGTATCTAAAATGTCTATGGACACTTCGTTATACCCTGCGAAATTGAGGATAC 

CAGAAACACCAGTGAAAAAATCACCCTTAGTGGAGGGAAGAGACCATAAGCATGTCCACC 

TTTCGAGTTCGAAAAATGCATCGTCTTCTCTAAGTGTTTCCCCTTTAAATTCT 

ACAATAATTTACAAGAAGACCTTTTATTTTCAGATTC 

CCATCCATGTACCAACCATAGACTCATCCCCACTGAGCGAGGCAAAATATCATGCACATG 

ATCGTCACAATAACCAGACAAACATCCTGTCTCCCACTAATAGCTTGGTTACCAACAGCT 

CTCCACAAACATTGCATTCTAACAAGTTCAAAAAAATCAAAAGAGCAAGGAATTCGGTTA 

TTTTGAAAAATAGAGAGCTAACAAACAGTTTACAACAATTCAAAGATGATTTAT^ 

CGGACGAGAATTTCCCACCTCCAATCATAATATCAAGTCATCATTCAACTAGAAAGAACC 

CTCAACCTTATCAATTTCGTGGACGCTATGACAATGACACTGACGAAGAGATCTCCACTC 

CAACAAGACGAAAATCTATTATTGGGGCAACATCTCAAACACATAGAGAAAGCAGACCAT 

TGTCACTCTCCTCTGCCATCGTGACAAACACAACAAGTGCAGAGACGCATTCCATATCTT 

CCACCGATTCTTCGCCGTTAAATTCCAAAAGGCGTCTAATCTCTTCAAATAAGTTATCAG 

CAAATCCAGATTCCCATCTTTTCGAAAAATTTACGAATGTGCATTCCATTGGT 
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AGTTTTCCACGGTCTACCAGGTTACGTTTGCCCAAACAAACAAAAAGTATGCAATCAAAG 
CCATTAAACCAAACAAATATAATTCCTTGAAACGCATATTACTGGAAATTAAAATACT 

ACGAGGTAACAAACCAAATTACAATGGATCAAGAAGGGAAGGAATACATCATCGATTACA 

TCAGTTCCTGGAAGTTTCAAAATTCATACTATATTATGACAGAATTGTGCGAAAATGGT^ 

ATTTGGATGGATTTTTACAAGAGCAAGTTATCGCAAAGAAAAAAAGGTTGG 

GAATTTGGAAAATCATCGTGGAATTAAGCCTGGCTTTACGATTCATC 

ACATTGTGCATCTGGACTTGAAACCCGCAAACGTCATGA 

AACTAGGTGACTTTGGAATGGCTACTCATTTACCGTTGGAGG 

AAGGTGACAGAGAATATATTGCACCAGAAATCATTTCTGATTGTACGTACGATTACAAGG 

CAGATATTTTTTCCCTGGGTCTGATGATTGTTGAAATTGCAGCGAACGT^ 

ACAATGGCAACGCATGGCATAAGTTGAGATCC^TGATTTATCGGATGCAGGAAGATTAA 

GTTCCACAGATATTCATTCTGAATCATTATTTTCAGAC^ 

ATTTATTTGATTTTGAAAGAGACAATATCA^ 

CTGTTCATAACAATAGTAATATCAACAACCCTAATATGAATAATGGCAACGATAATAATA 
ATGTCAATACTGCCGCTACCAAGAATCGTCTTATTTTGCATAAAAGTTCTAAAATTCCCG 
CATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACGATGGATGA 
TAGAGCCCAATTATGAGAGAAGGCCCACGGCAAATCAAATCTTACAAACTGAGGAATGCC 
TGTATGTAGAAATGACACGCAATGCAGGTGCTATTATCCAGGAAGACGACTTTGGACCTA 
AGCCAAAATTTTTTATATGA 

YJL187C, 819 aa (SEQ ID NO 158) 

MSSLDEDEEDFEMLDTENLQFMGKKMFGKQAGEDESDDFAIGGSTPTNKLKFYPYSNNKL 

TRSTGTLNLSLSNTALSEANSKFLGKIEEEEEEEEEGKDEESVDSRIKRWSPFHENES^ 

TPITKRSAEKTNSPISLKQWNQRWFPKNDARTENTSSSSSYSVAKPNQSAFTSSGLVSKM 

SMDTSLYPAKLRIPETPVKKSPLVEGRDHKHVHLSSSKNASSSLSVSPLNFVEDN1JLQED 

LLFSDSPSSKALPSIHVPTIDSSPLSEAKYHAHDRHNNQTNILSPTNSLVTNSSPQTLHS 

NKFKKIKRAIWSVILKNRELTOSLQQFKDDLYGTDENFPPPIIISSHHSTRKNPQPYQFR 

GRYDNDTDEE I STPTRRKS I IGATSQTHRESRPLS L S S AI VTNTTS AETHS I S STDSS PL 

NSKRRLISSNKLSANPDSHLFEKFTNVHSIGKGQFSTWQVTFAQTNKKYAIKAIKPNKY 

NSLKRILLEIKILNEVTNQITMDQEGKEYIIDYISSWKFQNSYYIMTELCENGNLDGFLQ 

EQVIAKKKRLEDWRIWKIIVELSLALRFIHDSCHIVHLDLKPANVMITFEGNLKLGDFGM 

ATHLPLEDKSFENEGDREYIAPEIISDCTYDYKADIFSLGLMIVEIAANWLPDNGNAWH 

KLRSGDLSDAGRLSSTDIHSESLFSDITKVDTNDLFDFERDNISGNSNNAGTSTVHNNSN 

INNPNMNNGITONNNVNTAATKNRLILHKSSKIPAWPK^ 

RPTANQILQTEECLYVEMTRNAGAIIQEDDFGPKPKFFI 

YJL188C, 809 bp, CDS: 501-809 (SEQ ID NO 159) 

AATTCCCGCATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACG 

ATGGATGATAGAGCCCAATTATGAGAGAAGGCCCACGGCAAATCAAATCTTACAAACTGA 

GGAATGCCTGTATGTAGAAATGACACGCAATGCAGGTGCTATTATCCAGGAAGACGACTT 

TGGACCTAAGCCAAAATTTTTTATATGATAAATGGAACAAAAAACCTTC 

TACTTTTTTCCCACACGTGCTTATGGGCCGCATTGT^ 

AGTGTAATTGCAGTCCGGTAGTAATACGATGTAAAACCTTAGATGAGTTTATTTTAAGTA 

CAGCCGCTTCAAGCATTTTTATTTTTATTTTACAGATGTAGCAGATAACAACCGTTAAAT 

TATATTATATATATATATATATATATATCAAATACGACGTATTACATATATATTGAGAAT 

AAGGGAAGGATGGAAGACAAATGACAAAAAGTTTGAAGCATAAATATGTTCTTCGCTTAG 

ATGTTCATCTTGGTTCTTCTCCAGTTTCTTCTCTTAGCGTTGTAACGGATA 

GTTCTCAATCTGATCCATTGTGGCAATGGTCTGTTTTGCTTCTTA 

TGCTTGATTCTGAAAGACTTTTGAGCCTAATTAAAAGGGAAACATATC 

AGTGTACAATTGTAAAAAATGTTAGTAACAATGTTCAAACTCATCAATATGATGCATTCA 

CGGATCCAAGGCAATACCACCTGACATAA 

. YJL188C, 102 aa (SEQ ID NO 160) 
MTKSLKHKYVLRLDVHLGSSPVSSLSVVTDSWGSQSDPLWQWSVLLLSLSHFLLDSERL 
L S L I KRETYRAHTKCTIVKNVSNNVQTHQ YDAFTDPRQYHLT 

YJL189W, 1042 bp, exonl : 501-506, intronl : 507-892, exon2 : 
893-1042 (SEQ ID NO 161) 

TATTCAAGAATTATTTCACATCTTCCAGCGAGTAAACATGCCGCTGGTAATCGCGCGTCC 
TCAATATTTGAGTTTTTCAAATAGTGAGGTGTGGATGTATAGAGGAATTA 
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agtatgtgatgtatgggcgcacagtacgaatttaa^ 
ttgattttcaaaaaacttatgggcgttttaggctccggctcaaactac 
gcaggccgaggcaaacagtacgccttggcggggacgccgaagcgactccttctgttccaa 
gctcaatggtccttgcgtttacgctcgcgcgtg^ 

gctgtcgagaaccgagaattattcttcgccttgatagatactttaaaacttctacttaat 

atactttctacaatttttggtacattcatattatactgaaaattcgaaaa^ 

ataaacacagatagatcaacatggctgtatgttagaaagatattataaatcccagttaga 

tgctgaactgatcaatagcaaattataaaccacatccatctaaatgaccttaccacctac 

aatttggatttgaaatagaagcaatgtgtaaaatatagggaaaggattagg 

catactaaaatttttcttatccgaaacagaaatctaaagtcgccactacgcagattaaaa 

tatgotcataaactgcttattctga 

ggtattgccttggatccgtgaatgcatcatattgatgagtttgaacattc 
tttttacaattgtacacttcgtatgtgcacgatatgtttccctt^ 

GTCTTTCAGAATCAAGCAAAAAATGGCTAAGGCTAAGAAGCAAAACAGACCATTGCCACA 
ATGGATC AG ATTGAGAAC CAAC AACACTATC CGTTAC AACGCTAAGAGAAG AAACTGGAG 
AAGAACCAAGATGAACATCTAA 

YJL189W, 51 aa (SEQ ID NO 162) 

MAAQKSFRI KQKMAKAKKQNRPLPQWI RLRTNNTI RYNAKRRNWRRTKMNI 
YJL190C, 893 bp, CDS: 501-893 (SEQ ID NO 163) 

TCTCGACAGCCCAAAAGCCGAATTGCGTTAGTTAGCCCACGCGCGAGCGTAAACGCAAGG 

ACCATTGAGCTTGGAACAGAAGGAGTCGCTTCGGCGTCCCCGCCAAGGCGTACTGTTTGC 

CTCGGCCTGCCGCGTGGTGGTGGTAGTTTGAGCCGGAGCCTAAAACGCCCATAAGTTTTO 

TGAAAATCAAGCTAAAAAATGAAAAAAAAAAAAAGTTAAATTGGTACTGTGCGCCCATAC 

ATCACATACTTAAAAGTGTGTAATTCCTCTATACATCCACACCTCACTATTTGAAAAACT 

CAAATATTGAGGACGCGCGATTACCAGCGGCATGTTTACTCGCTGGAAGATGTGAAATAA 

TTCTTGAATATGGGTTTGCAGTTAGTCAATTTCAATCTAAATAATCTTAATCGACTA 

AATTCTTAAATTGTAAGGTTTTTTAATGGCCTTTCAGTTCTAGTA^ 

GACCAACATACATATCCAAGATGACCAGATCTTCCGTTTTAGCTGATGCTTTGAATGCCA 

TTAACAACGCTGAAAAGACCGGTAAGCGTCAAGTTTTAATCAGACCATCCTCCAAGGTCA 

TTATCAAGTTTTTGCAAGTTATGCAAAAGCACGGTTACAOT 

ATGACCACAGATCTGGTAAGATTGTTGTTCAATTGAACGGTAGATTGAACAAGTGTGGTG 
TT ATTTC C C CAAG ATT CAACGTTAAG ATTGGTGACATTGAAAAATGG ACT GC C AACTTGT 
TGCCAGCCAGACAATTCGGTTACGTCATCTTGACCACCTCTGCTGGTATCATGGACCATG 
AAGAAGCCAGAAGAAAGCACG1TOCTGGTAAGATTTTGGGTTTCGTTTACTAA 

YJL190C, 130 aa (SEQ ID NO 164) 

MTRSSVLADALNAINNAEKTGKRQVLIRPSSKVIIKFLQVMQKHGYIGEFEYIDDHRSGK 
I WQ LNGRLNKCGVT S PRFNVKI GD I EKWT ANLLP ARQFGYVT LTTSAGIMDHEEARRKH 
VSGKILGFVY 

YJL197W, 4265 bp, CDS: 501-4265 (SEQ ID NO 165) 

CTTCTTCGGGGTTCCCCAATGTCACTGCCATCTCTAAAGTAGATAGAAAGGGCGATCGCT 

ATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCAGCTTCTATT^ 

GTGTCATTACTCTAGGTTATGGTATCATGGCATCTGTTGTCAAGGGTAACGCAACCTCTG 

CGTAAGAGATACGTCTACGATAGCATGTAACAGCGTATATATAATCTATATGTATTCGAT 

TAATCCAACACTTCTGTTGTGTAGTCTAATGTTCGAAAAAAAGGTACGCTTCCCTGTTAT 

AATCAGGTATATTTCGTTATTCTTATAAGCTAAAAGATTAAAAATTTTTCCACTTTCCTT 

GAAATTTGGTCGGTTCGTGGAAAAATATTATTACGTATTGAAGAAGTGCATGAAGAT 

AGATGGGATTACTGGAAAAATAAAGGGAGGAAAATCCTGCAGAACGTTGTTGTTT 

GAAGGTTTCTTCATTCGAAAATGGGTTCTTCAGATGTTTCAAGTCGTGAATGTTCATTGG 

TTTATAATGAAGATCCCGATTTCACCGATGGCACAACACCATGTGATCGGTTGGGAGT^ 

ACTTGATGAATGTTCTAGATGACAAGGATGAAATAAAGCAAGAGTCTGTCCCAGTCTCAG 

ATCGTGAAATTGAGGATACGGAATCCGATGCTTCCGCTGTTTCTTCATTTGCTAGCGCTA 

ATGAGTTAATAGCTGAGCCACACGCTGCAAGTGAAACTAATCTTGGAACTAATGGTCAAG 

ATGGAAGAAATGTCTTAGAACAACAAAGAGACGTGGTTGCTAGACTAATAGAAGAAAACA 

AGGAAACGCAAAAAGAGGGTGATAAAGTCTGTATTGTCCCCAAGGTTTGGTACGATAAAT 

TTTTCGACCCCGATGTTACCGATCCTGAAGATATAGGCCCTATTAATACACGCATGATTT 

GCAGAGACTTTGAAAATTTTGTGCTTGAGGATTACAATAG 
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CAGAGCCTGTTTTCAATTTTCTAT^ 

TGGTAACTAATTTGGTTATCAACCAAACCACAGGGGAGTTAGAGACAGAATACAATAAAT 
GGTTTTTCAGACTACATTACCTGACCGAAAAACAAGACGGGAGGAAAAGGAGGCATGGCC 
AGGACGATTCAATAATGTACCTCTCGATGTC^ 

AAAAGAGTATGAATCTGTTTTTTGAGAAAGCTGATCATCTAGACGTGAATGCGGTGG 

TTAAAATTTGGTTTGTGTCAGAGGGATCTGATATTGCCACAGATAGCAA 

TTTTGAATTCTTC ATATGAAATAACTCCGCTTC AATTTCTCGAA C G ATAAAG AAAC 

TACTAATACCAGACATGTTTGAAAACCGTTTAGACAAGATAACTTCAAATCCGAGTGACC 

TTGTCATAGAAATTAAACCTATAGAAGGGAATCACCATTGGCCTTCAAACTATTTTGCTT 

ATAATAAACTCGAACCAGCATCAGGTACTACTGGTTTGGTCAATTTGGGAAATACATGTT 

ACATGAATTCTGCGTTGCAATGCCTGGTACACATTCCGCAGTTGCGTGATTATT^ 

ATGATGGTTATGAAGACGAAATCAATGAAGAAAATCCTCTTGGGTACCACGGCTATGTGG 

CTAGGGCATTTAGTGACTTGGTTCAGAAGTTGTTTCAAAACAGGATGAGCATAATGCAAA 

GAAATGCTGCTTTCCCCCCTTCAATGTTCAAATCCACTATCGGGCACTTTAATTCGATGT 

TTTCTGGTTATATGCAACAGGATTCTCAAG 

ATGAAGATTTGAACAGGATAATAAAGAAAGAATACACAGAAAAACCATCATTATCTCCTG 
GTGATGACGTGAATGATTGGAATGTAGTCAAGAAACTGGCAGACGATACTTGGGAGATGC 
ATTTAAAGAGAAATTGTTCCGTTATAACGGATTTATTTC 

TATATTGTCCCGAATGTCAAAATGTTTCTATAACGTTTGACCCGTATAATGATGTTACAT 

TGCCGCTTCCGGTTGATACAGTGTGGGATAAAACTATAAAAATTTTTCCCATC 

CACCACTTCTTCTTGAAGTTGAGTTAAGCAAATCGTCCACTTATATGGACTTGAA^ 

ATGTTGGTAAAATGTCGGGCCTAGATCCAAATACACTATTTGGCTGTGAGATTTTCAGTA 

ATCAAATCTATGTTAACTATGAGTCAACAGAGTCGAATGCTC^TTTTTAACCTTGCAGG 

AATTGATCAAACCTGCTGATGACGTTATTTTTTATGAATTACCAGTAACAAATGACAATC 

AAGTAATTGTTCCCGTATTGAATACTAGAATTGAAA 

TTGGAGTCCCTTTCTTTATTACGTTAAAAGAA 

GAATGAAATTGCAAAAGAGGTTTGTCCATTTAAGTGGTGGGTATAT 

CTGTAGGAAATCGAACCGATTTTGCTGATGCTTTTCCATTATTAGTAGAAAAATATCCAG 

ATGTTGAATTTGAACAATATAAAGATATACTACAGTATACGTCTATTAAGGTGACTGACA 

AGGATAAATCCTTTTTTTCCATCAAGATTCTGTC 

GTAATAACCGAACAGGGKZCTAATTTCTGGACCCCTATCTCCCAGTTAAACCTTGACAAAG 
CTACAGATATAGACGATAAACTTGAAGATGTGGTGAAGGATATCTACAATTATTCATCCT 
TAGTAGATTGTGCTGAAGGGGTCCTTATGCAAGTGGATGATGAGGGAGATACCGAGGGTA 
GTGAAGCAAAGAATTTTTCCAAGCCCTTCCAATCGGGAGATGATGAAGAAAATAAAGAAA 
CTGTAACAAATAATGAAAATGTAAATAATACTAATGATCGGGATGAAGATATGGAACTAA 
CAGATGATGTTGAAGAAGATGCAAGTACAGAGCCAGAATTAACAGATAAGCCAGAGGCGT 
TAGATAAAATTAAGGATAGCTTGACTTCCACTCCGTTTGCGATTCTTTCTATGAATGATA 
TTATTGTTTGTGAGTGGAGCGAATTGGGTTCAAATGAGGCATTTC 

ATAACTGGGAAAATCCAGCTACTTTGCCTAACAAAGAGTTGGAGAACGCTAAGTTGGAAA 

GATCTAACGCTAAGGAAAGAACCATAACCTTGGACGATTGTCTCCAATTATTTTCCAAAC 

CAGAAATACTAGGATTAACCGATTCGTGGTACTGCCCTACATGCAAGGAACATCGTCAGG 

CTACGAAACAAATACAACTTTGGAATACACCAGATATTCTGCTAATTCACCTTAAAAGGT 

TTGAAAGTCAAAGGTCTTTTAGCGATAAAATTGATGCCACGGTTAATTTC 

ATTTGGATCTGTCGAGGTACGTTGTCTATAAAGATGATCCCAGAGGTTTAATCTATGACC 

TGTATGCAGTAGATAACCACTATGGTGGTTTGGGTGGTGGGCACTATACCGCGTACGTAA 

AGAATTTTGCCGACAATAAATGGTACTATTTTGATGATTCTCGAGTAACTGAAACTGCGC 

CAGAAAATAGTATAGCTGGATCGGCTTATTTGCTATTTTACATTCGCCGTCATAAAGATG 

GCAATGGATTAGGCAGCTCTAAACTACAGGAAATAATCCAAAAGTCACGCCACGGATATG 

ATGAGCGTATCAAAAAGATATACGATGAACAGATGAAGTTGTATGAATTTAATAAGACTG 

ACGAGGAGGAAGATGTTTCTGATGATATGATAGAATGTAATGAAGATGTGCAGGCCCCTG 

AATATAGTAATCGTAGTTTGGAGGTTGGGCATATTC 

ATGACAATGATGATGGTGAGAGGACAAATTCAGGTAGGAGAAAGTTAAGATTGTTGAA^ 
AAGTCTACAAGAATAATTCAGGCTTGGGTTCATCGAGTACGTCTGAAATATCTGAGGGAT 
GC C C AG AAAACG AAGTCGCTG ATTTG AATTT AAAAAATGGTGTGAC ACT AG AATCGC C AG 
AATAA 

YJL197W, 1254 aa (SEQ ID NO 166) 
MGSSDVSSRECSLVYNEDPDFTIX3TTPCDRLGW 

ESDASAVSSFASANELIAEPHAASETNLGTNGQDGRNVLEQQRDWARLIEENKETQKEG 
DKVCIVPKVWYDKFFDPDWDPEDIGPINTRMICRDFENFVLEDYNRCPYLSIAEPVFN 
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L S EI YGMTSGS YPVVTNLVINQTTGELETEYNKWFFRLHYLTEKQDGRKI^HGQDDS IMY 
LSMSALNLVWDLVEKSMNLFFEKADHLDVNAVDFKIWFVSEGSDIATDSNVSTFLNSSYE 
ITPLQFLELPIKKLLIPDMFENRLDKITSNPSDLVIEIKPIEGNHHWPSNYFAYNKLEPA 
SGTTGLVNLGNTCYMNSALQCLVHIPQLMYFLYDGYEDEINEENPLGYHGYVARAFSDL 
VQKLFQNRMSIMQRNAAFPPSMFKSTIGHFNSMFSGYMQQDSQEFIiAFLLDSLHEDLNRI 

IKKEYTEKPSLSPGDDVNDWNWKKLADDTWEMHLKRNCS^ 
WSITFDPYNDVTLPLPVDTVTOKTira^ 

LDPNTLFGCEIFSNQIYVNYESTESNAQFLTLQELIKPADDVIFYELPVTNDNEVIVPVL 

NTRIEKGYKNAMLFGVPFFITLKEDELNNPGAIRMKLQNRFVHLSGGYIPFPEPVGNRTO 

FADAFPLLVEKYPDVEFEQYKDILQYTSIKVTDKDKSFFSIKILSVEKEQQFASNNRTGP 

NFWTPISQLNLDKATDIDDKLEDVVKDIYNYSSLVDCAEGVLMQVDD 

KPFQSGDDEENKETVTNNENVNNTNDRDEDMELTO 

LTSTPFAILSMNDIIVCEWSELGSNEAFSDDKIYNWENPATLPNKELEINAKLERSNAKER 
TITLDDCLQLFSKPEILGLTDSWYCPTCKEHRQATKQIQLWNTPDILLIHLKRFESQRSF 
SDKIDATVNFPITDLDLSRYWYKDDPRGLIYDLYAVDNHYG^ 

WYYFDDSRVTETAPENSIAGSAYLLFYIRRHKDGNGLGSSKLQEIIQKSRHGYDERIKKI 
YDEQMKLYEFNKTDEEEDVSDDMI ECNEDVQAPEYSNRSLEVGHI ETQDCNDEDDNDDGE 
RTNSGRRKLRLLKKVYKNNSGLGSSSTSEISEGCPENEVADLNLKNGVTLESPE 

YJL198W, 3149 bp, CDS: 501-3149 (SEQ ID NO 167) 

tgtcgtatttccactgatttggatgtatgttgc 

tccactggtttctagcagaggtaagaaaatcagtagtagcggcagcagccaagaaaaatg 

gcagcctggcaagcagcgaaggccatctgtgctgcatttccacactccttgtatgactgc 

atacgcataaagaggtgccttgctgtaggcgtatatgatcctaagcaacagagaaaccac 

ggttctcttctcttcttatttcgttattgtcttccctttttac^ 

taaagcggggcgctcacaatatcgccgcagctacagccgttttttttttt^ 

tttgcgctgcttctcgaagaatgaatggctcactgaaaaattttgattc 

gaac^ctgttcacttcgatgtcatccggccaataaagttgtttttaggataaacgagtaa 

gtggtagctggtacaggatcatgagattttcacacttcttgaagtacaatgctgtcccag 

aatggcaaaaccattatatggactacagcgagctgaaaaatcttatttacacgctacaaa 

cagatgaacttcaggttggtgataacgaagaaggatttggcgcaggaaagagctctaaca 

ttacagataggttcaaaaacaagttttcttttaaaaatgcgaaggaagatacgtc 

gtatgaacaaagatgcaggcatcgttgaggaaaccatcgagttgcgagagttgcctac 

ctcagacggtcgctgccaaaccttctcctttcagaagaatgaaggaaaagatatttt 

aaagaaggtcgtcttccgcatcgtccgtctcctccacggccaacgaaaatctgcaattag 

acacttatgatacgtttgttggtgatttaacagctgaaaaacagaaag 

ataagaggacagaagcgaagttctacgacaaatttgacgcgctggtgaaggacctgaaga 

aaatcggagttatagaatacgatatcgacgatgatactctgtttaacgaaccgattgcca 

gcacaaatgacgaagttcccccactagacttggatgatgacgaagacgacgacgaatttt 

acgatgatcaatctaatattgaagataatactgctttgctgcatcattcg 

ttaagtctcagaaaaaatcgctgttgaagaagtcgatcgtaaacctatatatcgatcttt 

gcgagttgaagtcgttcatcgaattgaaccgcattgggtttgcaaaaattacaaa 

cagacaaagttcttcacttgaatacaagaaccgaactgatcgaatcggagcagtttttca 

aagacacatatgcattccaggcagaaacgatcgaattgctaaattccaaaatttcccagc 

tagtcacattttatgcgcgcatcactgaccggcctcataatatctcgcatagcaagcaag 

agttgaaatcctacctgcatgaccacattgtttgggaaagaagtaacacttggaaagaca 

tgttgggactgctatcgcaagctgacgagttgacaccaaaggaaacagaatataatgcaa 

ataagctggtaggcaagttagatttggaatactacagatggccactacccagaccgataa 

acttaaaattcactagtataaacaacgttgcactaccgaaattatttttcaccaaga 

catacaagatttactttattattctagtcactggactcttgttaggaataaagaccttca 

acgacgctgctcagcaccgctgcatggcccttgtcgagtgtgtcgcctttttc 

gtgaggccatccgattacacattacagcattccltgtaccactactc 

aagtcctaaaaacctccgacggggctataatgagtgctgcaagcgcttcatcagaaattt 

tggccgccatgtggtcttctacaattatgattctgctggcaggttttactttgggtg 

tacttgcacaatataacatcgccaaagttcttgcctcgtggttgttggccttcgctg^ 

gtaaacccagaaacgttcttttaatggcaatgtgtgtcgtgttcttcctatcaa 

tttccaatgtcgcagcacctgttctaacatattcgttgttatctcccctattc 

tggatgcagatagcccatttgcgk:aagcattggtgttaggtgta 

tcggtggtatgtcttcagcaatctcttcacctcaaaacatcatttccatgtcgtacttga 

AACCCTATGGTATTGGCTGGGGCCAATTCTTTGCTGTTGCATTGCCA 
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CCATGCTTTTGGTTTGGATTTTATTGTTCACT 

AAAAATTTAAGCCTATTAAGACGAAATTCACAGTTAAGCAGTATTATATCATTACTGTOV 
CTGTGGCCACTATTTTGTTGTGGTGTGTGGAAAGCCAGATTGAAG^ 
CAGGTCAAATTGGAATCATTCCCATCGTTTTGTTTTTTGGT^ 
AAGATTTAAATGCCTTTC CGTGGTC AATCGTTATTTTC 

GGAAGGCCGTCTCATCCTCGGGTTTGCTATCAACCATTGCAAAAGCATTACAAAAGAAAA 

TTGAGAATGATGGTGTTTTTGCCATTCTATGTATTTTCGGTATCCTGATGTTC 

GTACTTTCGTCTCGCATACAGTATCCGCTATTATCATCATTCCCTTGGTGCAAGAAGTTC 

GTGACAAGCTTGGCAACCCCAAAGCTGCTCCTATCCTTGTTTTCGGT^ 

CATCCTGTGGTATGGGACTAGCTTCTTCGGGGTTCCCCAATGTCACTGCCATCTCTAAAG 

TAGATAGAAAGGGCGATCGCTATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCAG 

CTTCTATTTTGGCTTTCCTATGTGTCA 

TCAAGGGTAACGCAACCTCTGCGTAA 

YJL198W, 881 aa (SEQ ID NO 168) 

MRFSHFLKYNAVPEWQNHYMDYSELKNLIYTLQTDELQVGDNEEGFGAGKSSNITDRFKN 

KFSFKNAKEDT S SGMNKDAGIVEETIELRELPTAQTVAAKPS PFRRMKEKI FYKRRSS SA 

SSVSSTANENLQLDTYDTFVGDLTAEKQKVDDFYKRTEAKFYDKFDALVKDLKKIGVI^ 

DIDDDTLFNEPIASTNDEVPPLDLDDDEDDDEFYDDQSNIEDNTALLHHSQYNIKSQKKS 

LLKKSIVNLYIDLCQLKSFIELNRIGFAKITKKSDKVLHLNTRTELIESEQFFKDTYAFQ 

AETIELLNSKISQLVTFYARITDRPHNISHSKQELKSYLHDHIVWERSNTWKDMLGLLSQ 

ADELTPKETEYNANKLVGKLDLEYYRWPLPRPINLKFTSINNVALPKLFFTKKAYKIYFI 

ILVTGLLLGIKTFNDAAQHRCMALVECVAFLWASEAIPLHITAFLVPLLVVLFKVLKTSD 

GAIMSAASASSEILAAMWSSTIMILLAGFTLGEVLAQYNIAKVLAS^ 

LMAMCWF F L SMWI SNVAAPVLTYSLLSPLLDAMDADSPFAQALVLGVALAANIGGMS SP 

ISSPQNIISMSYLKPYGIGWGQFFAVALPSGILAMLLVWILLFTTFKMNKTKLEKFKPIK 

TKFTVKQYYI ITVTVATILLWCVESQIEGAFGSSGQIAI IPI VLFFGTGLLSTQDLNAFP 

WSIVILAMGGIALGKAVSSSGLLSTIAKALQKKIENDGVFAILCIFGILMLWGTFVSHT 

VSAI III PLVQEVGDKLGNPKAAP I LVFGC ALLS SCGMGLASSGFPNVTAI SKVDRKGDR 

YLSVMTFLTRGVPASILAFLCVITLGYGIMASWKGNATSA 

YJR049C, 2093 bp, CDS: 501-2093 (SEQ ID NO 169) 
ACTGCCATCTCTTCCATTCTTTGAAAAGATTATTAAGTTCGTCGTTAAGTTCCGCAATCT 
GCATTTCATTTAAAGACGGATCATATATTCTTGTGCTTTTTTGTTT^ 
CTTGTCGCTTCCATTCGTTGGCCTCTTTTATGGATTTTACCTO 

TCTGGTAACGTGAATAATCCTTGTATCCACCTGCCGACTCTGCTTGCTGCTCTTGAAATC 

GTACCAGAACTGAGTTGGCCTTATCTACATTTCTACTCATTTTGAATGCACAGGTATCTC 

ATTACTGATGTGGTGCGCCTTGCGATATAACGGTGTGTCACTTTTATTT^ 

CATCCTGAAATTATTTCACCGCACTACGCAAAGAGAACGGAGAAAAAGGTATAATAGGGC 

AAATGATCATTGACATCGTGATCGTAAGCCAAAAAAAAATACAATAGGCTCCCTAAATAA 

GTAGAGTAAAAGCTCTTGAGATGAAGGAGAATGACATGAATAATGGCGTAGATAAATGGG 

TAAATGAGGAAGATGGTCGAAATGATCATCATAACAACAATAATAACTTGATGAAGAAGG 

CCATGATGAACAATGAGCAAATTGATAGAACTCAGGATATCGACAACGCCAAAGAAATGT 

TGAGGAAAATATCAAGTGAAAGCAGCTCGCGCAGAAGCTCCCTGTTGAATAAAGATTCAT 

CTCTCGTGAACGGCAATGCAAACAGTGGCGGTGGTACGAGCATTAACGGAACAAGAGGAA 

GTTCTAAGAGTAGTAATACACACTTTCAGTATGCCTCCACGGCGTATGGTGTAAGAATGT 

TGAGTAAAGATATATCTAATACCAAAGTGGAACTGGATGTGGAAAATTTGATGATTGTTA 

CGAAACTCAACGATGTCTCACTGTATTTCTTAACAAGAGAGTTGGT^ 

TACATTTTCCACGTGTGACTGTTTATGTGGATTCCGAATTGAAAAACAGC 

CCGCTGGCGAGTTATGTGAAGATAGTAAATGTAGAGAATCAAGGATCAAGTATTGGACAA 

AGGATTTCATCAGGGAACATGATGTTTTCTTCGATT^ 

GTACTGTTCTTTTTGTAAGTTCCATTTTTCAGAGACATGTACC 

CATTAGGGTCTCTAGGATTTTTAACAAATTTTAAG 

CTCGGATTATGAATCATAAAATCAAGACAAATTTACGGTTGAGGTTGGAGTGCACAATTT 

ATCGTAGACACCGCCCTGAAGTAGACCCAAACACGGGGAAGAAAATATGTGTGGTGGAAA 

AACTAAGCACACACCACATTTTGAACGAAGTGACCATCGATCGTGGTCCAAGTCCTTTTC 

TATCCATGTTAGAATTGTATGGTGACGGCTCATTAATGACCGTTGCGCAGGCGGACGGAC 

TGATTCCTGCTACTCCGACTGGGTCCACGGCCTATTCTTTGAGTG 

TATGCCCAACCGTCAATGCAATCGCTTTAACACCCATTTGTCCACATGCATTGAG 

GACCCATCATCTTACCAGAAAGTATAAATTTAAAAGTGAAAGTCTCGATGAAGTCAAGGG 
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CTCCAGCATGGGCGGCTTTTGAT^ 

TAACCATATGCGCCAGCCCATATGCTTTTCCAACCGTGGAAGC 

TTAACAGTATCAGTCGACAACTAAACTGGAATGTGAGGGAACAACAAAAGTCCTTTACGC 

ATATTTTGTCCCAAAAGAACCAAGAAAAATATGCACATGAGGCGAACAAAGTCAGA^ 

AAGCAGAACCTTTAGAGGTAATAAGAGATAAATACTCTCTGGAAGCAGACGCTACTAAGG 

AAAACAACAACGGAAGCGATGATGAGAGCGACGATGAGAGTGTAAACTGCGAAGCTTGCA 

AATTAAAGCCTTCGAGCGTCCCAAAACCTTCTCAAGCAAGGTTTTCAGTATAA 

YJR049C, 530 aa (SEQ ID NO 170) 

MKEI^MNNGVDKWVNEED DRTQDIDNAKEMLRKI S SE 

SS SRRS SLLNKDS S LVNGNANSGGGTS INGTRGS SKS SNTHFQYASTAYGVRMLSKDI SN 
TKVELDVENLMIVTKLNDVSLYFLTRELVEWVLVHFPRVTV^ 

DSKCRESRIKYWTKDFIREHDVFFDLWTLGG^ 

LTNFKFEHFREDLPRIMNHKIKTNLRLRLECTIYRRHRPEVDPNTGKKICVVEK^ 

I2IEVTIDRGPSPFLSMLELYGDGSLMTVAQADGLIAATPTGSTAYSLSAGGSLVCPTVNA 

IALTPICPHALSFRPIILPESINLKVKVSMKSRAPAWAAFDGKDRIELQKGDFITICASP 

YAFPTVEASPDEFINSISRQLNWNVREQQKSFTHILSQKNQEKYAHEANKVRNQAEPLEV 

IRDKYSLEADATKENNNGSDDESDDESVNCEACKLKPSSVPKPSQARFSV 

YKR094C, 1255 bp, exonl: 501-508, intronl: 509-876, exon2 : 
877-1255 (SEQ ID NO 171) 

AGGTTGTGTTCTTCAATGATGGGCAATGCAATTTGGCGTTAAGCGCC 

AACAGCGAAATTOATGACATATTATTTCGAACCTTTTACAAACTAGTAG 

TATTACCTATTGGCATTCATTTGTGTTCTATATGTGGATGAGGATAGCCG 

CATCGGAGGCC^TATCATCTTTCGACAATCCTTTTTAAATACTATT^ 

TAATAGATTTGTGTAGTTGTCTGGGTGCAATCTTTCCATTTT^ 

TTTTCATGTTTTTCAGATTCTGAAGTACCGCAATAGGATATGGCGGATAATCCGCCATAT 

GATCCGCCTCATACTAGCCATTACCCATCTATCCCAGGCATTATGGGTATGCAACTCATA 

ATCTCAAATACACAAATAAGAGCAACCTTATATATCACTTTTTCCCGTTCAGCAAGAGGT 

AAAGCCACCAAAGGTTCAAAATGCAAATGTATGTTACGGCGAATACAGAATACTATGTTC 

GAAATAATATGAGGATTATACGATAGCAAAAAAGCCATAAACGAAAGACATAAATGGAAA 

ATGATTGACAAGCTCACAATTTATTAAACAAGTAGCAATTGAGAAAAACTATTACTCGCG 

GCAAGCTTCTGAGTTTACATTAAATCTGTAGAGCAAATTGAAAATGTC 

AAGGGTTTGTTTGTTCCATCTTATTTTGCATAACATAGTTATATTTACTTGGTCGCATAA 

AAAATATTTTTTACTAACGTGAAGTTTCTTTCTTTATGATGTACGCACGCACGTCTGT^ 

TTACTCCATAAATGAACTTATTCCAATTTTGTACAGCTTCGTTAAGACOT 

GACCATCACTTTGGAAGTTGAATCTTCTGACACCATTGACAATGTCAAGTC 

AGACAAGGAAGGTATCCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGA 

AGACGGTAGAACTCTATCTGACTACAACATCCAAAAGGAATCCACTTTACATTTGGTC 

GAGATTAAGAGGTGGTATCATTGAACCATCTTTGAAAGCCTTGGCTTCCA 

TGACAAATCTGTTTGTCGTAAATGTTACGCCAGATTACCACCAAGAGCTACCAACTGTAG 

AAAGAGAAAGTGTGGTCACACCAACCAATTGCGTCCAAAGAAGAAGTTGAAATAA 

YKR094C, 128 aa (SEQ ID NO 172) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 
IQKESTLHLVLRLRGGIIEPSLKALASKYNCDKSVCRKCYARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YLR040C, 1175 bp, CDS: 501-1175 (SEQ ID NO 173) 

AGCTCTCAAACAACTAATACTATAAGTTCAAGTACAAGCACAGGAGGTGTAGGTTCAGTC 

AAGCCATGTCTTTACTTCGTTTTAATGTTAGAA 

AATATATTAGGTTCAAGGTCTTCGCAGGTGTAAGAAAACCCGTGGTCTCCATATTCTTAA 
GTATGATAAATAAAAAAAAACTTAATAAATTATTAATTGCTTCAAACCTTTT^ 
TAGTTTTTAATATTTCAAACGTTATCTTCATTGAACGCCCAAATAGG^ 
AAATTTTTTATTGCTGTC ATCCAAGGCTATGC TAGAAAATTCAAGAG CTTGGATGATTTA 
AAAAGACACTCTCAATCGAGAAAGTTTATTCri^GTTATTCTGCTTTACCTGATCATATO 

CCGGCGTATTGTTTCTAATCAAGTGATTTCGATATCCA 
CCTGAAAATATTGCGTATCAATGATATTTGCTCCTTCTTTCTCCCTC 
TCCTGGTAAGCTTTCTAATCAGCCACAGTTTTGCTGCCAAAACTTTAACGTCTA^ 
ATGACGATACACTTGCCAGGTCCGCAGCTGCAGATGCAGACATGGCATTCTTCATGGAGT 
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TTTTAAACGATTTCGACACCGCTTTTCCACAGTATACCTCATACATGATGCAAAACCATT 

TAACCCTACCTCAACCTGTTGCTGACTACTACTATCACATGGTTGATTTGGCCTCAACAG 

CAGATTTACAATCTGATATTGCTCAGAGTTTTCCGTTCACTCAATTCCA 

CGGCCTTTCCATGGTATACCTCTTTGCTAAACAAAGCCTCCGCCACCACCATATACCTTC 

CCCAACACTTCATAACAGGTGAGACAGAAGCTACCATGACTAACTCATCTTATGCCAGCC 

AAAAAAACTCCGTTTCCAATTCTGTTCCTTTCTCGACAGCGAACGCAGGCCAGTCCATGA 

TTTCCATGGCTAATGAAGAAAACAGTACAACAGCACTTATATCCGCATCAAACTCTTCTT 

CAACATCCAGAACTAGTCAATCACAGAATGGTG^CCATGCCAAAAGCTTATATTTCCCCA 

TGGCGTTGTTCGGAATCTTTGCAGTTGCCCTTTAA 

YLR040C, 224 aa (SEQ ID NO 174) 

MI FAPSF S L I KNI LLVS FLI SHSF AAKTLTS S SNDDTLARS AAADADMAFFMEFLNDFDT 
AFPQYTSYMMQNHLTLPQPVADYYYHKVDLASTADLQSDIAQSFPFTQFQTFITAFPWYT 
SLLNKASATTIYLPQHFITGETEATMTNSSYASQKNSVSNSVPFSTANAGQSMISMANEE 
NSTTAL I S ASNS SSTSRTSQSQNGAHAKSLYFPMALFGI FAVAL 

YLR048W, 1618 bp, exonl: 501-590, intronl: 591-949, exon2 : 
950-1618 (SEQ ID NO 175) 
GCACCCTTTTTCTTTTTCAATAAGAAAAAAGAGC 
AATATTTCCCTTTTTACATCCGTACATATAAAAT^ 

TACCTATTTCTTAAAGGCCTTTGTCACTTCTTTATGGGAATGGCGCTACTT^ 

GCCTACTTTGAAAAATTTACCAAGGCGAAATTGAGTGCGCTAGGCGGAAGTTCCAGGGCA 

CGGTCACCGAACCTTTGTGCTGTTTCGAACGAGGGTCCCGCTGGAGGTTGAC 

GAGGAGCTGGAAAGATGGAATGGAAGGACTGCAACACTCAGTAAGAAGGTTCGTGGTAGG 

GAACATCACCTTCTCTAGTTCCTGTAAAAATAATATGATCAAGTTTGAATCCTCGTATTG 

AAAAATCGCGAGTTATTAAGTGTGTAATTTAGAATACCGAAATAGCACAAGAAGAGATAA 

GATAAGATACTGATAGGATAATGTCTTTACCAGCTACTTTTGATTTGACTCCAGAGGATG 

CCCAACTTTTGTTGGCCGCTAACACCCATTTAGGTGCTAGAAACGTTCAAGTATGTA 

ATATCCCATACGATTATGTTCTATAGATGATAATAGGTCTCGAAAAGAATATGTCCCCGA 

TTTAATCATATTTGGAGGTCAGAGGACCAAAGGTAATTTCAGAGGAATTTTGAACACGCC 

GGGTTTAGAAGAGTTAGAATTTCACTTCTTAGTGAGGGTAAGGAGAAGAAACTCAATAAG 

AATATACATCCTCGACTGTGTCAAAGATTATGAACTCCGATGAAACAGTAAAACGTCAAA 

AAATTCCACGGGATATAATTCGGTACTTTATTGGATATGGAAGAAAACATTATATATGCA 

CAAATGAACGCTCTTACTAACATAATTTATCTTTCCTCTCTTTTTTTAGGTCCACCAAGA 

ACCATACGTTTTCAATGCTAGACCAGATGGTGTTCACGTTATCAATGTTGGTAAGACCTG 

GGAAAAGTTGGTTTTGGCTGCTAGAATTATTGCTGCCATTCCAAACCCAGAAGATGTTGT 

TGCCATCTCTTCCAGAACCTACGGTCAAAGAGCTGTCTTGAAATTTGCTGCTCACACTGG 

TGCTACTCCAATCGCCGGTAGATTCACTCCAGGTTCTTTCACTAATTACATCACCCGTTC 

TTTC^GGAACCAAGATTGGTTATTGTTACCGACCCAAGATTAGACGCTCAGGCCATT^ 

GGAAGCTTCTTACGTTAACATTCC^GTCATTGCTTTGACTGATTTGGACTCCCCATCTGA 

ATTTGTTGATGTCGCCATCCCATGTAACAACAGAGGTAAGCACTCCATCGGTTTAATCTG 

GTACTTGTTGGCTAGAGAAGTTTTGAGACTAAGAGGTGCTTTGGTCGACAG^ 

ATGGTCCATCATGCCAGATTTGTACTTCTACAGAAACCCAGAAGAAGTTGAGCAAGTTGC 

TGAAGAAGCTGCTGCCGCTGAAGAAGGTGAAGAAGAAGAAGTTAAGGAAGAAGTCACTGA 

AGGTCAAGCTGAAGCTACTGAATGGGCTGAAGAAAATGCAGACAACGTTGAATGGTAA 

YLR048W, 252 aa (SEQ ID NO 176) 

MSLPATFDLTPEDAQLLLAANTHLGARWQVHQEPYVFNARPDGVHVINVGKTWEKLVI^ 
ARIIAAIPNPEDWAISSRTYGQRAVLKFAAHTGATPIAGRFTPGSFTNYITRSFKEPRL 
VIVTDPRLDAQAIKEASYVNIPVI ALTDLDS PSEFVDVAI PCNNRGKHS IGLIWYLLARE 
VLRLRGALVDRTQPWSIMPDLYFYRNPEEV^QVAEEAAAAEEGEEEEVKEEVTEGQAEAT 
EWAEENADNVEW 

YLR088W, 2345 bp, CDS: 501-2345 (SEQ ID NO 177) 

CTTCCCATGTAGAATATCATTGTCAAACATACTACTACCGTGAGAATCCAATCTACTAAA 

AAGACCCAGCTAAAGTCCTTTTGGTGTGTCAATGGAACACCACGTAATTGTGAAATA 

TCCATGCTTGCTAACTTATTACCGTCAATAGAAGACTTGAGTCAGGTGGCTTTAATGAGT 

ACTATTCTTTTTTTTTTTCCAAAGAGCACTATGTTGAT 

AGTATCCTGTAGCCTAGAAAGGTTGAAGCTTATAAAACCGTGCCAACAGCTTTATAGTGG 
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GGAGTTTGGCTTCCCTCTATTTGTATATTC 

CATCGTGAACCTCTCACTTTAATGCCAGCGGTAGAAAAAAAAGTCATAAACAATACACGC 

CGGCTACACTTAGAAAGAAATGACATTTGCTGTCTTATAAAAGGACTTGACAGACCAAAG 

ACGCGTATAATACACCAAGAATGGCCTTATTGGAGAAGTTGCATCGAAGGATTGTTGATA 

TGGGGCTTGTCCCGCGTATAATCGCCTTATTACCAGTTATTTCCATGCTATG 

TTGGGTTTATTTCTATAGCTATTCTGCCTATGGATGGACAGTACAGAAGAACATAC^ 

CTGAGAATGCATTGATGCCTTCACAAGCGTATAGTTACTTTAGAGAATCTGAATGGAACA 

TTTTGAGGGGCTATCGATCTCAAATTAAAGAAATGGT 

ACAATTTGATGGGTTCTTGGTTACAAGAATTTGGTACTAAGACTGCTATTTACGAAAATC 

AACAATATGGAGAAACATTGTACGGTGTAATGCACGCTCCTAGGGGTGATGGAACAGAAG 

CGATGGTGCTTGCCGTTCCATGGTTTAATTCAGATGATGAATTCAATATTC 

CTTTGGGTGTATCTTTAGCAAGATTTTTCTCACGTTGGCCAGTATGGT 

TTGTTGTCTTCAGCGAAAATCCTCGTGCAGCATTAAGATCATGGGTTGAGGCATACCATA 

CTTCCTTAGATTTGACTGGTGGTTCCATTGAAGCTGCTGTTGTGTTGG 

CGGAAGATTTCTTCGAGTATGTAGAAATCTCATACGACGGTCTGAATGGTGAGCTGCCCA 

ATTTGGATCTTGTCAACATCGCTATATCC^TTA^ 

TGCACGGTCTACCCAGTGATCAGTTAACTAATAATAATTTCTGGTCAAGATTAAAAATAT 

TATGCCTGGGAATAAGGGATTGGGCGTTGTCCGGTGTTAAAAAGCCCCATGGTAACGAGG 

CATTTAGCGGCTGGAGGATTCAATCTGTAACATTGAAAGCACATGGAAACAGTGGTCATG 

ATATTACTACATTTGGACGTATACCCGAAGCAATC^ 

AAAAATTTCACCAATCGTTCTTCTTTTATTTGTTATTAGCACCACGTC 

TTAGTAGTTATTTGCCAAGCGCTGTGGCTTTAT 

ATGCATTTATAAACAATGCTTATGCAAATATATCCTTATTTTCCGAGTATAATTTGGTAG 
CGTTGTTGGTTTGGTTCGTGTGATTGGTGATATC 

TAATACCTTCATCGGGATTATTGATGACAATTAGCATGGCATCTTGTTTTO 
TACTTTCCAGAAAAATTCACATCTCAGAACCACTATCATACAGGTTGAAAAATGTTGCTT 
TTTTATATTTCAGTTTGGTTTCAACATCTTTC 
TGATCGGCACATTGGCATTTCCTATGACATTTGTGAA 

AACATGAGGTGACAACTCAATCCTCTAACCCAATAAAAACTGAGCCGAAAGATGAGATAG 
AGCTCGTCGAGAATCACATGGATACAACGCCAGCAACCCCCCAACAACAGAAACAAAAAC 
TAAAAAATTTAGTACTATTAATTTTGACAAATCCATTTATTTCAATAACCTTATTCGGAC 
TATTTTTTGATGATGAATTTCATGGATTTGATATAAT 

TGGATTTGAAATGTTGGAGTTGGTTTGTACTTTGTATAGGTTGGCTTCCATGTTGGCTAT 
TGATATTAGCGTCATCGTTTGAATCTAAATCTGTCGTAGTAAGGTCGAAAGAAAAGCAAA 
GTTAG 

YLR088W, 614 aa (SEQ ID NO 178) 

MALLEKLHRRIVDMGLVPRIIALLPVISMLCALFGFISIAILPMDGQYRRTYISENALMP 

SQAYSYFRESEVWILRGYRSQIKEMVNMTSMERNNLMGSWLQEFGTKTAIYENEQYGETL 

YGVMHAPRGDGTEAMVIiAVPWFNSDDEFTJIGGAALGVSLARFFSRWPWSKNIIVVFSEN 

PRAALRSWVEAYHTSLDLTGGSIEAAVVLDYSSTEDFFEYVEISYDGLNGELPNLDLVNI 

AISITEHEGMKVSLHGLPSDQLTNNNFWSRLKILCLGIRDWALSGVKKPHGNEAFSGWRI 

QSVTLKAHGNSGHDITTFGRIPEAMFRSINNLLEKFHQSFFFYLLLAPRQFVSISSYLPS 

AVALSI AFAI SSLNAFINNAYANISLFSEYNLVALLVWFVSLVI SFWSQAFLLI PS SGL 

LMTISMASCFLPLILSRKIHISEPLSYRLKNVAFLYFSLVSTSLLMINFAMALLIGTLAF 

PMTFVKTIVESSSEHEVTTQSSNPIKTEPKDEIELVENHMDTTPATPQQQKQKLKN 

I LTNPF I S ITLFGLFFDDEFHGFDI INKLVS AWLDLKCWSWFVLC IGWLPC WLL I LAS S F 

ESKSVWRSKEKQS 

YLR159W, 845 bp, CDS: 501-845 (SEQ ID NO 179) 

TCCGTCCCAAAGATAGCTTGATCATCCTAAGCGGGTCGCATTTTACTATCCCCAGTTCCG 

AAGAATAACAAGGCTCAATGCATATGCTGTTTATCGTGCTCACAAGGCGGTATGACGTTT 

TTAGCAATGTAATTATATTAAAAAGATCTTCAGTCACTATGAGTGGTTGATTGCCCCATA 

GAGAGCTATAAGCCGACGTGAAAGCTGCTGGTTCCAGCTTGGCTCATGTCGTCACCAGTC 

ACTAGTCACTTGGTCGCATTCATTGCTACTCATCTGCGAGTGAGCATATTTGAGATCTGA 

CTTGCCAAGGGATTAGAATCACGTAAGACTCTTGATCCTTAGAAGATATTTCTGACAAAG 

AACCACCTAAGCCATGCAAGTTTTTTTTTTCATTTGGTGGCGAAACAAA 

TTTCTTCTTGTACAAACGCCAAGCCCGATAGGTGAGACAATTCTTGAAGTAATGGACCTC 

TGAGTAAGCATATCAGTCGAATGAAGTTCCAATATGCGTTGGCCAAGGAACAGCTAGGCA 

GCAACTCGCGCAGTGGCGTCAAAAAACTAATAAGTAAACACCACTGGCTTCCGGAATACT 



WO 01/02550 PCI7BE00/OOO77 

62/161 



ATTTCTCTGATCTCTCATTTTCTGTTGTACAGCAGTG 

CTACAATCATATCTTGTATGCGGCCCGCAAACCAAGAGATTTATCCTTTGAGACATTC 
AGACCCTCCGTTCGCAACCGTGCTCTCTGTTTTCATCACTATATGCACGCTCT^ 
GCTCCTGCACTTTGCACGTGGCGGAGCCATCGCCCGGCTTCCATATGTAC^ 
CCTAA 

YLR159W, 114 aa (SEQ ID NO 180) 

MKFQYALAKEQLGSNSRSGVKKLISKHHWLPEYYFSDLSFSWQQWDSRAIEKTTIISCM 
RPANQEIYPLRHCETLRSQPCSLFSSLYARSFQSSCTLHVAEPSPGFHMYGCHT 

YLR167W, 959 bp, CDS: 501-959 (SEQ ID NO 181) 

ATCAAAAGAGTGTTTCAAGTAAGTAAAAACATTTGAGCCTCCCCATTTC 

GAAATTAAACTTGGTTGGGGTTAATTATTTGATGGGTATATTAATTO 

ATCGATAATAAATATTCTACAAAACCTTTATCAATAGTGGTGAAGTCTTO 

ACCTGGGGTTAATGAACGAGAAGTTCTTGAGATATCTTTCCTGTTTAC 

TGTAAGGAATTGGGTTTATCATTTATCATTTATTTTAGTA 

GGGCGCACTTTTTCAAGCGGTGGGAACTC^TCAAAATGAAA^ 

TATTAAATGGTTTAAATATTTTGAGATGTTC 

TTTTATTCCAATACAAAGAAGTCACAAGATTACTTGGTAAGAAAGAAGCAGTTAATO 

AATTTTGCCGACAAGCCAAGATGCAAATTTTCGTC 

CCCTGGAAGTTGAATCTTCTGACACTATTGACAATGTCAAGTCCAA 

AAGGTATTCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGAAGATGGTA 

GAACTTTGTCCGACTACAACATCCAAAAGGAATCTACTCTACACTTGfcTCTTGAGATTGA 

GAGGTGGTGGTAAGAAGAGAAAGAAGAAGGTCTACACCACCCCAAAGAAGATCAAGCACA 

AGCACAAGAAGGTCAAGTTGGCTGTCTTGTCCTACTACAAGGTCGATGCTGAAGGTAAGG 

TTACCAAATTGAGAAGAGAATGTAGCAACCCAACTTGTGGTGCTC 

ACCACAAGGACAGATTGTACTGTGGTAAGTGTCATTCCGTCTACAAGGTTAACGCTTAA 

YLR167W, 152 aa (SEQ ID NO 182) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 

IQKESTLHLVLRLRGGGKKREOOCVYTTPKKIKHKHKKVKLAVLSYY 

CSNPTCGAGVFLANHKDRLYCGKCHSVYKVNA 

YLR232W, 848 bp, CDS: 501-848 (SEQ ID NO 183) 

agccaccaattccaccaggcccggcattcaagtacttgtaagaacaccaacaggcaaagt 

caacaccccaatcatgaagttgcaatgggacgttccctacagcgtctgctaaatcccatc 

caaccaatatgtcggggaattggtgggcaaatgaggtgattcggccaatatcgaaatatt 

gccccgtgtaatactgaacacctgacaaacagaccagcgccaattcatcttgatttacct 

ctatggtatccaggatatcttgagttctgatataagtctctccctcgcgtggctcgatct 

gaataaaaacattctcaggttccgaaattccatgaattttgcactggttgtagaaagcat 

aatagtctgatggaaaggagcccttttcaaaaaggatcttga^ 

tataaaacgtaattaacaatgaattcaaatttgcagtg^ 

cattttcttgagcacccacgatgggggctagtagtggaagaataggtaagtc 

cccaaggcacctttcctctggcttcttcaggatgtttgaaatgcgat 

cgctccacgk:atctagctcagcattaattgaattcctagttgacttcggcatcaaaccta 

aagaattcccgcataagtacgtcacaggcttatcgtcggacgatagtcccatggatttaa 

atgtagggatgttgaattcatccctcagagattccggatattctccgtctaattccaaag 

ctttctccataattacgagtttgtttc 

cgtattga 

YLR232W, 115 aa (SEQ ID NO 184) 

MGASSGRIGKSMLTQGTFPLASSGCLKCDSTAQSLHASSSALIEFLVDFGIKPKEFPHKY 
VTGLSSDDSPMDLNVGMLNSSLRDSGYSPSNSKAFSIITSLFLFSTEYLGLICTY 

YLR233C, 2600 bp, CDS: 501-2600 (SEQ ID NO 185) 

GCGCATTTTCCCCACCCATGCGAATCATGGCTGAAATCAATGCCTGTTAGGTGCCCTGCA 

ACACTAGTCATGGTAACTTCGCAGTTAGCCCCATTTCTGGCAAACGGGAACCCACTAAAC 

ATGAAATCATAGTTCTTTACATACATGTAGCCGGAATCCCTTGAAGTTGATCTGCCTCCT 

CCTAGGATCTGTGAAACTGCCTTCGCTATAGAATriTTCTCTGCGACACATAGCACTTTC 

ATTATTGTCTATAATACACCTTTACGTAGCTGAAGCGAGCGC^CAGACGAAGGTGCTTTC 
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AAAAGCGATGCCCTCTTTATTGACAGTTACTAAT^ 

GTGATTTTCGCGTTCACGCCATTATCCAATGTCAAAAAGGATAATGGAAATGTTAACATG 
CCTGTATGATCCGACCGTTTTTAGCAAACTTATCAGGG 

GACAGATGCCACCATAGATAATGGATAATGAAGAAGTTAACGAAGAATGTATGAGATTAT 

TTTTCAAGAACGCTCGTGCGCATCTGGATAAACATCTAACATCAAGGT^ 

AAAATGCATATATCACGTTCAGATGCTTCCTGGATGGAATACATCGCAAATCTACTAGGT 

TTCTCGAAGAGCTACTTTTGAAACAAGAAAATATGTACCATAATAACAATTACGAACGCA 

TAAATGATTCCGTGATACCATTGGTTCTGAAACTTTTATGGCTTCAAATTC 

CACTCCAATGGTTTGAGCACTGGTTCCATGATA*TCATGCGACTAAGTAACAGAAGAAAGT 

TCAGAGTTTTTAGAATTTTTCAAAAAAAAATGATTC 

ATTACTATGACATCATCGAACACCTATGCGCAAAGTACGATATGAATTCCGTT 

ATGCTCTCTTCGCGAAGTTGAATTTAATGCAATACACAGATGGACTTTCAA 

AAATTATCTTAAAGACGAGTAATCCACTGACGTTTTC 

GCGTGATTAATCTAGGTTCCACACATTTTTATAAAACACTACT 

AACCCAAGAGTGTGGAAGGTTTTGAGAAGTCTATTAGGTACTTGAATATTG^ 

ATCTCCCAGCCGTTGGAGATACTTATTTTCAACGAGCGAAAATTO 

AATTCTCACTGTATTTCTTTGAATTAGTAAGA 

GTGCGTTAAACAATTTGAAAGATTTCATTTTGACTCCTGATTTT 

TGATGAAAAAATTGGCAATTCTTGTGTCAAAAGATCTCAAAGGTGAGAAATCATTCTTTG 

AAGGTCAAATTGTTTTGCAATTTCTATCGATAGTAGAACACACTTTGGTTC 

GGAACGCATCACGTGCTTCTAATTGTTGGTTATTG^ 

TAAAGTATCATTCAGGTAATATTAATGTTATACTTGAAAACTTGGCTGCCACAATGGG^ 
GTTTCGATCTTATGTTTACAACTCGAAAAAGTAAGGAACAAAAGAACAAACTCAAATATG 
CAGATTTGAGTGAGCGCCAGGTTTTTTTO 

TCATAGACGTCGTCATCAAACCCTCCTGGCAAAAAAACATGGAAGACTTTCGATATCTAG 

CCATTATTCGTTTGCTTATGTGCTGGATTAAGTCATATAGATCTATTT^ 

ACAGACACAGGAAGTTTTGCACTTCATTCGCCTTGTTGCTGAAC 

CACTGAATTGTTCAGGAAATATATATAGCCACAGGCCGAAAAGAAGCTATCTTTOT 

AAGATATTATTTTCAGGGAATTTTCTTGCATTAACTTTGCAC 

ATTATGTGTATGATTCTCCCGACATGATTAATAATATAATTGGATGCCCTACATTGACTA 
AAGTGCTTTCTCCAAAAGAAGAATGTGTTCTGCGAATT^ 

TGAAATTTTTAGAGAAAAATGACACCGGCGTCATATGGAATGCCAGCAAATATAAGTTTG 
ATTTAATAAGCCCAAATATTAAAATAAAACGCCAAATAGCATTATCGGAAATTTCCTCCA 
AAATAAATGTAAAAACACAACAGGAAAGAGTAGTCTCTTCGAGAAAAGTTGAGGCCAAAA 
GAGATGAACAACAGCGCAAAAGAGCCGGGAAAATAGCTGTGACAGAACTGGAAAAACAAT 
TTGCAAATGTCCGGAGAACAAAAAAATTGTCTCCGCTCCCAGAAAAAGATGGCGTTTCTT 
CTGAGTTGGTAAAACATGCTGCTTCACGAGGGAGAAAAACTATCACTGGCCCACTATCCT 
CTGATTTTCTCTCATATCCAGACGAAGCAATTGATGCTGATGAGGACATCACCGTCCAAG 
TGCCAGATACTCCTACTTGA 

YLR233C, 699 aa (SEQ ID NO 186) 
MDNEEVNEECMRLFFKNARAHLDKHLTSRLTOT 

KQENMYHNNNYERINDSVIPLVLKLLWLQIHEPTLQWFEHWFHDIMRLSNRROT 
QKKMIQFFKITHRYYYDIIEHLCAKYDMNSVT SNALFAKLNLMQYTDGLSTHEKI ILNTS 
NPLTFSIVISLQRCVINIX5STHFYKTLLNKPSNKPKSVEGFEKSIRYLNIASLYLPAVGD * 
TYFQRAKIYLITGKFSLYFFELVRGALVRIPSKCALNNLKDFI^ 

LVSKDLKGEKSFFEGQIVLQFLSIVEHTLVPQSWNASRASNCWLLKEHLQMAALKYHSGN 
INVILENI^TMGSFDLMFTTRKSKEQKNKLKYADLSERQVFFLDLSFDFIANIIDVVIK 
PSWQKNMEDFRYLAIIRLLMCWIKSYRSILQYTHRHRKFCTSFALLLNDLINSPLNCSGN 
I YSHRPKRS YLFRED 1 1 FREFSCINFALTDFNDDYVYDS PDMINNI IGCPTLTKVLS PKE 
ECVLRIRSIIFSGMKFLEKNDTGVIWNASKYKFDLISPNIKIKRQIALSEISSKINVKTQ 
QERWSSRKVEAKRDEQQRKRAGKIAVTELEKQFANVRRTKKLSPLPEKDGVSSELVKHA 
ASRGRKTITGPLSSDFLSYPDEAIDADEDITVQVPDTPT 

YLR234W, 2471 bp, CDS: 501-2471 (SEQ ID NO 187) 
AATGGTATCACGGAATCATTTATGCGTTCGTAATTGTTATTATGGTACATATTTTCTTGT 
TTCAAAAGTAGCTCTTCGAGAAACCTAGTAGAT.TTGCGATGTATTCCA 
CTGAACGTGATATATGCATTTTCATCGCATGTC 

TGCGCACGAGCGTTCTTGAAAAATAATCTCATACATTCTTCGTTAACTTCTTC 
ATTATCTATGGTGGCATGTGTCATTTAATGGAATATACTTTTTCCCCTGATAAGTTTGCT 
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AAAAACGGTCGGATCATACAGGCATGTTAACATTTCCATTATCCTTTTTGACATTGGATA 

ATGGCGTGAACGCGAAAATCACATTGATAAAAAAAAGCAGTTTGGCGAATTAGTAACTGT 

CAATAAAGAGGGCATCGCTTTTGAAAGCACCTTCGTCTGTGCGCTCGCTTCAGCTACGTA 

AAGGTGTATTATAGACAATAATGAAAGTGCTATGTGTCGCAGAGAAAAATTCTATAGCGA 

AGGCAGTTTCACAGATCCTAGGAGGAGGCAGATCAACTTCAAGGGATTCCGGCT 

ATGTAAAGAACTATGATTTCATGTTTAGTGGGTTCCCGTTTG 

GCGAAGTTACCATGACTAGTGTTGCAGGGCACCTAACAGGCATTGATTTCAGCCATGAOT 
CGCATGGGTGGGGAAAATGCGCCATCCAAGAGTTATTTGATGCGCCACTGAACGA 
TGAATAACAACCAAAAAAAGATAGCAAGCAACATCAAGCGAGAAGCGAGGAATGCAGACT 
ATCTGATGATATGGACAGATTGCGACCGGGAAGGAGAGTACATCGGTTGGGAGATATGGC 
AGGAGGCCAAGAGAGGGAACAGGCTCATACAAAATGATCAAGTATACCGGGCAGTCTTTT 
CGCATCTCGAAAGACAACACATATTAAATGCAGCACGAAACCCAAGTCGATTGGATATGA 
AGAGTGTGCACGCTGTAGGCACGCGGATTGAAATCGATCTTCGAGCAGGTGTTACATTCA 
CCAGACTCTTAACAGAAACGCTACGAAATAAACTGAGAAACCAAGCCACCATGACCAAGG 
ATGGTGCAAAACACCGCGGTGGTAACAAGAACGACTCACAAGTCGTATCGTATGGTACAT 
GCCAGTTTCCAACGCTCGGCTTTGTAGTAGACAGGTTTGAAAGAATACGAAATTTTC 
CCGAAGAGTTCTGGTATATCCAATTGGTAGTCGAAAACAAAGACAACGGCGGAACAACAA 
CGTTCCAGTGGGACAGGGGCCACTTGTTCGACCGGCTGAGCGTGTTAACGTTTTACGAGA 
CATGCATCGAAACCGCCGGCAATGTTGCTCAAGTAGTAGACTTGAAATCAAAGCCAACAA 
CGAAATACAGACCTTTACCTCTGACCACAGTGGAGCTACAAAAAAACTGCGCCCGGTACC 
TGCGTCTGAACGCCAAACAATCACTAGACGCAGCAGAAAAGCTATACCAAAAGGGGTTCA 
TATCGTATCCAAGAACAGAGACTGATACTTTCCCACACGCAATGGACCTAAAATCCTTGG 
• TCGAAAAGCAAGCTCAATTGGACCAACTCGCTGCAGGCGGCAGAACCGCCTGGGCATCGT 
ACGCGGCAtCGCTGCTCCAACCCGAAAACACAAGTAACAATAACAAGTTCAAGTTTCCAC 
GAAGCGGCTCCCATGACGACT^AGCGCATCCACCAATCCACCCCATCGTAAGTCTGGGGC 
CTGAAGCAAATGTTTCGCCAGTGGAAAGAAGAGTATACGAGTACGTGGCCAGGCACTTTT 
TGGCATGCTGCTCAGAGGACGCCAAGGGCCAATCGATGACCCTTGTGTTGGACTGGGCCG 
TTGAACGTTTCTCAGCTTCAGGTCTCGTAGTCCTAGA 

CTTGGGCCCGATGGGAAACCACCAAGCAGTTACCGCGGCTTGAAATGAATGCCCTCGTAG 
ACATCGCGAAGGCCGAAATGAAGGCGGGCACTACGGCGCCGCCCAAGCCGATGACTGAGA 
GTGAACTCATTCTCCTCATGGATACAAACGGCATTGGCACAGACGCCACCATTGCGGAGC 
ACATAGACAAGATCCAAGTACGTAATTACGTTAGGAGCGAGAAAGTAGGCAAGGAAACCT 
ACTTACAACCCACGACCCTGGGTGTCTCACTAGTGCACGGCTTCGAGGCCATCGGCCTCG 
AAGACTCCTTTGCAAAGCCCTTCCAGCGCAGAGAAATGGAGCAAGACCTCAAGAAAATCT 
GCGAAGGTCATGCCTCCAAGACTGATGTTGTAAAGGACATAGTCGAGAAGTATAGGAAGT 
ACTGGC AC AAGACG AATGC CTGCAAGAATACTC TCTTGC AAGTTTATGAC CGTGTC AAGG 
CATCCATGTAA 

YLR234W, 656 aa (SEQ ID NO 188) 

MKVLCVABKNSIAKAVSQILGGGRSTSRDSGYMYVKNYDFMFSGFPFARNGA^ 

VAGHLTGIDFSHDSHGWGKCAIQELFDAPLNEIMNNNQKKIASNIK^ 

CDREGEYIGWEIWQEAKRGNRLIQNDQWRAWSHLERQHILNAAi^PSRLDMKSVHAVG 

TRIEIDLRAGVTFTRLLTETLRNKLRNQATMTKDGAKHRGGNKNDSQVVSYGTCQFPTLG 

FWDRFERI RNFVPEEFWYIQLVVENKDNGGTTTFQWDRGHLFDRLSVLTFYETC I ETAG 

NVAQVVDLKSKPTTKYRPLPLTTVELQKNCARYLRLNAKQSLDAAEKLYQKGFISYPRTE 

TDTFPHAMDIJCSLVEKQAQLDQLAAGGRTAWASYAASLLQPE^P^SNNN^KFPRSGSHDD 

KAHPP IHPIVSLGPEANVS PVERRVYEYVARHFLACCSEDAKGQSMTLVLDWAVERFSAS 

GLWLERNFLDVYPWARWETTKQL PRLEMNALVD I AKAEMKAGTTAPPKPMTESELILLM 

DTNGIGTDATIAEHIDKIQVRNYVRSEKVGKETYLQPTTLGVSLVHGFEAIGLEDSFAKP 

FQRREMEQDLKKICEGHASKTDVVKDIVEKYRKYWHKTNACKNTLLQVYDRVKASM 

YLR238W, 1937 bp, CDS: 501-1937 (SEQ ID NO 189) 

CTTCGTTCACACTTAATATTAAATAACAGCTCTTTCCTAATAATAACATATACACTAGAT 

ATATAATACCAAATAAATTAAAAAAAAAGAAAAACAAAAAATAACGTAGCTTTGTTACAG 

TCGTAAAAAAAAGAACAATAAACCAATCTTATTGCCAGCGTCTAACTAGTCCTATTATAT 

TCCAATATATTAAGGGGTAAGGACTACTATTATTCGCCCTGAATTGAAATCTTTTAGAAA 

GCACCTGTTCTCTCTCTGGTGTTCTTTTTTTCTCATCTATC 

CGTTATTTGTTGTTATTCCGTAATCGTGGTGCTCAACTTTTGAAA 

AT AACGG AAC AT AATTAAAAATTTGTTC TTGAAAGTC ACAAGC AC TACGTGAAC AC AAAA 
TTAAGGCAAGAGTGACAAAGTAACCCTCACAAGGAGCCTGTCGTTGGTTATATTGGAAGC 
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T ATAG ATATAATCGAATC C AATGACTGGTC CTGGACCTG AAATAAAT AAGGAGGAGC ACC 

CCAGTTCTCCGGGCAAGAAACAGATAACATATAATAGTATACCCAAGAATGCAAATCTAA 

TTGATGGATCTACGAATTCATCGAAGAGGCCAATTGAAAAGTATGACAAGAGAATAGCCG 

ACCCAACAAAAAGCTATTTTCCACATAGCATATCAAGAACACCAAGGAGAAAATATACTT 

ACATTCTAGTCCTCACATCACTAAATGGAACTT^ 

TTAAACCAGATGGTTTGAAATTGGGAAGGCCTGTO 

CATCGCTCAGGGGCGGTAAAAGAGTGGATTCACAC^CTTTTTCCCAAGTAA 
ATGGTAATTTCGATTCAAGAGTACTCTCGAG^ 

TCACG^TAAGGTATATATACGAGACTTAAAATCCAGTAATGGTACGTTCATTAACGGTC 
AAAGAATTGGCTCAAATGACGTAGAAATCAAAGTTGGCGATC^ 

ATATAGATACGAAAATTGAGCATCGAAAAATAAGTGCCACAGTTGAAGAACTATTTGTAC 
AACCTTTATTAGAATCACCGATTTTTGAAAATGAAGATAGTGATGATTGCCAT 
CAGAAAAAGAGGAGGCTGCTGCCATAACAAGTCACATATATGGTGATTCCAACAACCTAG 
AATTGGAAGAAGTTATCCTGGGCTCTGATACAGAAATAC^ 

ATTGTATTGGTACGAGCCCGACTTTATCTAATATCATCAAAACCCTGGCAATGGAAATTC 
CATTTTCCAAATGCGATAATTTCAAATCACAGTCGATG 

CGACACATCTAGAATACACGAACAAACTTTTAGTGGAAAAAAATGATCAGCAACTGGTAA 

AGCTGCAAAATGGATTAAGAAGGAAACTGTCGGGGAAATACGAAAAGATTATCGAACAAA 

ACAGAAATCAAGTAAAACAGTTGGAAAGGGACCATATGTTTTTCAAAAAGTCATTTC 

TGAAGAAAAGAAGAAATAATGAAAAGCAAAAAAGCATGGAAAGGGAAATAGAAGACTTGA 

AAACTAGGTTAGAAGTGGAACGATATAAGAATTCACAAATGATGAAGAAGAACAAACAGA 

AAGAACAAGAACTCTCAACTGCATCTAAAAAAAAGACTACCGAACATGACACTAGAGGCG 

TCCCGGGCATGAATCCTAAGGGTACTGACAAATTTAGCATCAAGAACACGCTATGTAATC 

ATTTCACACTATTAACATTTGGAACTATTTCCATCGGGATTATAGCT 

TCCTTTCCCCCAACTAG 

YLR238W, 478 aa (SEQ ID NO 190) 

MTGPGPEINKEEHPSSPGKKQITYNSIPKNANLIDGSTNSSKRPIEKYDKRIADPTKSYF 
PHSISRTPRRKYTYILVLTSLNGTFESKHWIPFKPDGLKLGRPVANSNSSSSSSLRGGK 
RVDSHTFSQVRSDNOIFDSRVLSRNHALLSCDPLTGKVYIRDLKSSNGTFINGQRIGSND 
VEIKVGDVIDLGTDIDTKIEHRKISATVEELFVQPLLESPIFENEDSDDCHTITEKEEAA 
AITSHIYGDSNNLELEEVILGSDTEILSGIFINNCIGTSPTLSNIIKTLAMEIPFSKCDN 
FKLQSMENFLINYTTHLEYTNKLLVEKNDQQLV^ EQNRNQVKQ 
LERDHMFFKKSFEVKKRRNNEKQKSMEREIEDLKTRLEWRYKNSQMMKKNKQKEQELST 
ASKKKTTEHDTRGVPGMNPKGTDKFSIKNTLCNHFTLLTFGTISIGIIAIVFKILSPN 

YLR241W, 2849 bp, CDS: 501-2849 (SEQ ID NO 191) 
CGAACATACCTGATATCAGAATAGATCCCAATGGTGCTATATTACGTGTAAGAGAGAGAT 
TTAATTTCAATATGTCCGAAGAAGATGCCACAGTGCATTTTCAGAATCTAATC 
GTGTAAATGCTTTGCTGCCTATCGTGATTGATCATTTACATAATCTGGCACAATACTGGC 
GGACCTGATTGGTTGATAATTGGTGCTTCAAAATTTAAATTTCGTCACTC 
. TAACATATAAATGGTACCTTCAATATATCTTCTTAGTAAAAAGTAGCATGATTTTC 
AATTTGCACTTTTTTTATTTAAAAATAAAAATCACAGOT 

GACACGCCTCCCCCTAATGTGGCATATATAACAATTGTGAATCAGAAAAACTCAACACTT 

TAACATAATGGCGGGCACGAAGGCTAAACAAACAAGATTAGCATTGAATGCCTTTTTT^ 

GTACAATAGAACAGTACTGAATGACATCATATATCGAAAGGCTCAAGTCGGCAGCATCGT 

ATCTTGATACAGTTCCAGATGAGCATCATGATTTCAGAAAACCCACCGCCAAGGTTGTAA 

CGACGCAACTGACTATTGCTACTTCACTAGGTAT.TTTTGCTTTGCTTTCGTTC 

TACTAAAAAAGTGGCCTAGATTATACGCAAGCAGACGATATAAAGATGACGGGAACCTTC 

GCTTACCGTCCTGGAATCAGTCAAGTTTATTCGGCTGGTTAACAGTGTTGTATAAGATAC 

GGGACGAACAGATTCTGGAATATGCAGGTTTAGATGCGTATC^ 

AAATGTGCATCAAATTACTTTCTATTTTTTGTTTCTTCTCTGTGTGCG 

TAAGATATCATTTTACTGGAAAAATTGATGACGGCAACGATGATGATGACAGTGAAAGTT 

CTTTAATACATCTGGTAAAAAGAATTGTGGAGGGAAGTGGCGATGGTGACAATCATTCAG 

CTCCCGAACGTACAAATGTGTACCTCTGGATGTATGTTCTCTTCACATATTTCTTCACCT 

TCATAGCAATTAAAATGGCAGTTGCGGAAACAAAGCACGTCGTAAGTACTAGGCAAGCTT 

ATCTTGGGAAGCAAAATACGATTACTGATAGAACGATAAGGCTCTCAGGCATCCCGATAG 

AGCTTCGTGATTCGGAAGCCTTAAAGACCAGAATTGAACAATTAAAAATCGGCACCGTTT 

CATCAATCACTATTTGTCGAGAGTGGGGTCCTTTGAACAAGCTATTTCA 

AAATACTCAAAAACCTGGAATTAAAATATTCAGAATGTCCAAGGGAGCTCCGTACTCGAC 
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AACCATATTCGGAGAACTATCATTTATTGGGAAACGAGCAATCAGGCGCAGTTACACATG 

GAGAAAATGTTCCATCAAGCAATAATAATGACGAGGATACTATACTATATTCTCAAATTT 

CTCTTGGAGAGAGACCAAAAATGAAAATTGGATATCGTGGTATCTTTGGGAAGGAAGTAG 

ATGCCATAGAGTACCTGGAGCAGCAATTAAAATTTATTGATGCTGAAATTATTGAAGC 

GGAAACAACACTACTCCGCAACACCTACGGCATTCGTTACGATGGATTCTGTTGCTAATG 

CGCAAATGGCAGCTCAGGCGGTATTAGATCCTAGAGTACATTACTTCATAACCAGATTGG 

CTCCTGCACCTCACGATATCAAGTGGGATCATGTTTGTCTTTCTAGAAAGGAC 

CAAAAGTTTATTCTACTACCGTATTTATAGGCCTTTCAAGTTTGTT^ 

TATCATACTTAGCCACATTGCTAAATTO 

GGCAGCTACTAAAAGATCACCAGTGGGCCGCTAACATTGTAACGGGGCTATTACCAACCT 
ATCTCTTCACATTGCTTAACTTTGGAATCCCCTATTTTTA 
AAGGATTGGTATCATACAGCGAAGAGGAAATCTCACTTGTTTCAAAAAATTTC 
TTTTTGTCAACCTTTTCTTAGTTTTCACACT 

ACCTCAGCGATACCACCAAAATTGCTTATCAACTTGCTACATCTGTGAAGGAGTTC 
TATTCTATGTCGATTTGATTATATTGCAAGGTATTGGT^ 

TAGTTGGTAGTTTGATCGGCTTTCCTCTAGTGAAAATCAAGGCTAAGACACCTAGGCAAC 
GGAATGAACTTTACAATCCACCGATATTTAACTT 

TGATTTTGATTATAACGTTGATCTACAGTGTAATGAGCACGAAAATTTTGA 

TGGCGTACTTTATTATTGGGTTTTACGTCTATAAATATCAATTGA 

ATTTGCCCCATTCTACAGGAAAAGTATGGCCATTAATTTTTAGAAGAATCATC 

TGCTATTGTTTCAATTAACAATGACAGGAACACTGGCAG^ 

TGTCATCTTGCCTTTTCCCGCTTCCAGTAGTGACATTATGTTTCCTATATC 

AGAACTATTTGCCGTTGTCAAAATATATCGCATTGAGTTCAATTCGCGAGTACGAAAGAG 

ACAATTCTACGGTGAATTCTGCCAATGAGGAAGAGTCGTATGCATACCCTTACGCTGTGA 

GTGAATTAGAGGGTCCGATGTTGGATTGA 

YLR241W, 782 aa (SEQ ID NO 192) 

MTSYIERLKSAASYLDTVPDEHHDFRKPTAKVVTTQIiTIATSLGIFALLSFSILLKKWPR 
LYASRRYKDDGNLRL PSWNQ SSLFGWLTVLYKI EDEQ ILEYAGLDAYVFLSFFKMCIKLL 
SIFCFFSVC\/ISPVRYHFTGKIDDGNDDDDSESSLIHLVKRIVEGSGDGDNHSAPERTNV 
YLWMYVLFTYFFTF I A I KMAVAETKHWSTRQAYLGKQNT I TDRTI RLSGI P I ELRDSEA 
LKTRIEQLKIGTVSSITICREWGPLNKLFHCRKKILKNLELKYSECPRELRTRQPYSENY 
HLLGNEQSGAVTHGENVPS SNNNDEDTI LYSQI SLGERPKMKI GYRGI FGKEVDAI EYLE 
QQLKF IDAE I IEARKQHYS ATPTAFVTMDSVANAQMAAQAVLDPRVHYFITRLAPAPHD I 
KWDHVCLSRKDRLTKWSTTWIGLSSLFLVIPVSYLATLLNLKTLSKFWPSVGQLLKDH 
QWAANIVTGLLPTYLFTLLNFGIPYFYEYLTSYQGLVSYSEEEISLVSKNFFYIFVNLFL 
WTLAGTASNYWAYLSDTTKIAYQLATSVKEFSLFYVDLIILQGIGMFPFKLLLVGSLIG 
FPLVKIKAKTPRQRNELYNPPIFNFGLQLPQPILILIITLIYSVMSTKILTSGLAYFIIG 
FYVYKYQLIFATDHLPHSTGKVWPLIFRRIIVGLLLFQLTMTGTLAGFEGGWVLSSCLFP 
LPVVTLCFLYDFEKNYLPLSKYIALSSIREYERDNSTVNSANEEESYAYPYAVSELEGPM 
LD 

YLR321C, 1781 bp, CDS: 501-1781 (SEQ ID NO 193) 
TTCAAGTGCACTCTTTGTAAGGAAGATTACAA 

TATTTTTGTGG ATCGTGTTTTGC C AAAGATATGAAAAAGGGC AC C AAATGCTTTATATGC 

CACAAGGAGACCCACGGCAGTGCAAAAGTAGCATCTGACTTACAGAAGATGCTAAATAAA 

AGGAAAAGTTGATGGAGAATGCCATATCACCCCAAAAATTACACGCACCCGATGCTA^ 

TACAGGAATTATAGAGCACATGACCCATAGATTTATCGAGCATTGTTGCAATTTCGAAAG 

ACTCTTTCACATAATAAAGTATGTAAACTATATAGATAGAAGATGTCCCGTGTCTTTTTG, 

TCTACTAAATGATGATCTGCTCATTTAAAGTCGCCGCGACTACTTTGACAAAAAAAAAAA 

ACTTAGAAAATACGACAAATAGAGATTATTGAATGAAGTACATTGAAAAAAGAAAGAAGA 

AAGC^ACATAGCAGCACACAATGTCGCACCAAAACCAGCTTATTCCACAAGCTTATATTT 

CTAACTTTGATAACAGATTGACAAACGAAGATGATGGTATCCCCATCTTTACAATGGCTC 

AACAAACAAGGCAGCATAAAAGGGCTAAAGTGGTCAACTATGCGGAATATGACAACGATC 

TCTTTGATGAATTCAATATGAACGGTTCTAATTTCAACAATGCTGATACACACTATAA^ 

ATAATGCAGTGTCTCATGAAAATACTCCGGCACTTACAAATGGTGTTACCATGGACGGTT 

C CGAATAC AATGTCCT AGAG AACATGAATGGAGCTGATAGTATT ATCTC TAAC AACAAAT 

ACGATGCGGGTTCAAACATGGTTGTGGAATCTTTATCCGGTTTGAATAG 

CCAGCAATGGTCCGAGCAACAAAGCGCAGGCACAGGATATTGGAAACGCCGTTCTACCGG 

ATCTGCAAGACCAACACCACAACCCCTTCAACATATTGAGATACCCTAAAATAAGAGATA 
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CTTTCATTAACGGAAAAGTGGTGTCTCCATATAGACTCAACACTGATCAAGAAACGAAGG 
CAAACGCCAATTCTGGAGAGGCAATCATGATACCAATTACTTTGGATATAGAACATATGG 
GTCATACCATAAAAGACCAGTTTCTCTGGAACTACAATGACGACTCCATATCTCCGGAOT 
AATTTGCCTCTATATACTGTAAAGATCTTO 

TTGCGAATATAATAAAAGAGCAGTTGAAAGACCTCGAAAATATTGCAGCCACTGAGATAA 

TGTCTGACCTCCACGTGATAATCAACCTAACCTGCAACTTACAAGACAGATTTT^ 

ATAACTTCCAGTGGAACTTGAACGACAAATCACTTACTC 

TTGTACAGGACCTTGGCTTAACAAGAGAGTTCATCCCCTTAATATCTCAATCGCTTC 

AAACTATCTTGAAGATAAAGAAGGACTGGGTAGATGGCCACTTGATTCAGGACCATC 

CAAACGATGCCGCATTTGGGTACTTATCTGGTATAAGGCT 

CCAATTGGTGCCCAAGGGTGGAAATATTAACAAAAGAAGAAATACAAAAGAGA^ 

AAAAAGAAAGAAACTTAAGAAGATTGAAAAGAGAAACTGATAGATTATCTAGAAGGGGCA 

GGAGAAGATTAGATGACTTAGAAACCACAATGAGAATGTAG 

YLR321.C, 426 aa (SEQ ID NO 194) 

MSHQNQLI PQAYI SNFHNRLTNEDDG I P I FTMAQQTRQHKRAKVVNYAEYDNDLFDEFNM 

NGSNFNNADTHYKDNAVSHENTP ALTNGVTMDGSEYNVLENMNGADS 1 1 SNNKYDAGSNM 

VVESLSGLNSNNNASNGPSNKAQAQDIGNAVLPDLQDQHHNPFNILRYPKIRDTFINGKV 

VSPYRLNTDQETKANANSGEAIMIPITLDIEHMGHTIKDQFLWNYNDDSISPE 

KDLDMTSATLQTQIANIIKEQLKDLENIAATEIMSDLHVIINLTCNLQDRFFEDNFQWNL 

NDKSLTPERFATSIVQDLGLTREFIPLISQSLHETILKIKKDWVDGHLIQDHVPNDAAFG 

YLSGIRLDIDELGSNWCPRVEILTKEEIQKREIEKERNLRRLKRETDRLSRRGRRRLDDL 

ETTMRM 

YLR322W, 815 bp, CDS: 501-815 (SEQ ID NO 195) 

GTCATATCAAGATCTTTAGAGTATATAGAGGCAAATTCCTCCGGAGATATGGAGTCGTCA 

TTGTAGTTCCAGAGAAACTGGTCTTTTATGGTATGACCCATATC 

ATTGGTATCATGATTGCCTCTCCAGAATTGGCGTTTGCCTTCGTTT 

AGTCTATATGGAGACACCACTTTTCCGTTAATGAAAGTATCTC 

AATATGTTGAAGGGGTTGTGGTGTTGGTCTTGCAGATC 

TCCTGTGCCTGCGCTTTGTTGCTCGGACCATTGCTGGCGTTGTT 

GATAAAGATTCCACAACCATGTTTGAACCCGCATCGTATTTGTTGTTAGAGATAATACTA 

TCAGCTCCATTCATGTTCTCTAGGACATTGTATTCGGAACCGTCCATGGTAACACCA 

GTAAGTGCCGGAGTATTTTCATGAGACACTGCATTATCTTTATAG 

TTGAAATTAGAACCGTTCATATTGAATTCATCAAAGAGATCGTTGTCATATTCCGCA 

TTGACCACTTTAGCCCTTTTATGCTGCCTTC 

CCATCATCTTCGTTTGTCAATCTGTTATGAAAGTTAGAAATATAAGCTTGTGG 

TGGTTTTGGTGCGACATTGTGTGCTGCTATGTGCCTTTCTTCTOT 

TTCATTCAATAATCTCTATTTGTCGTATTTTCTAA 

YLR322W, 104 aa (SEQ ID NO 196) 

MRHCIIFIVCISIVEIRTVHIEFIKEIVVIFRIVDHFSPFMLPCLLSHCKDGDTIIFVCQ 
SVMKVRNISLWNKLVLVRHCVLLCAFLLSFFNVLHSIISICRIF 

YLR325C, 737 bp, CDS: 501-737 (SEQ ID NO 197) 

CCA(^TGTCACAACTACTTTGTGAAGTTGC^TGCGTGATTAGTATTATAAAACATCATA 

GCCTTGCCAAATAAACTCGCTTCCCAGAAAAGACGCCAAATTAACTGCCGCTGTTATGTG 

ACAAAACAGGGCATCTCACATATTCGCGTACTGGTGTTCTTTTAGCTCATTCCGATATTA 

TTCCAAGACGGAATTTTCATCTAGAGAAAATGCATCCGTGCATTTTCATA 

ATTAAAATGCCTTGCGAAAAGGAGGACTCGTCCGTGCAACTGTTGAAAAAAATAGACGGA 

GCATCATACGTTCGAGTGGAAAATTATGGAGAGTTTTCCAAGCTCTATGGCATGTAGAGT 

CGTGATTGCTGCTGTACGCTTTTGCAGAATATTGAATCCT 

TCTAATTTCAATGTAGAAATATTTCAACTGTTAGT 

CGACAAAATATCAAGGAAAAATGGCTAGAGAAATCACCGACATCAAACAATTTTTGGAAT 

TGACCAGAAGAGCTGACGTTAAGACCGCCACTGTTAAGATTAACAAAAAATTGAACAAGG 

CCGGTAAGCCATTCAGACAAACCAAGTTGAAGGTTAGAGGCTC 

TGGTTATCAACGATGCTGGTAAGGCTAAGAAATTGATCCAATCTTTGCCAC 

AGGTTAACAGATTATAA 

YLR325C, 78 aa (SEQ ID NO 198) 
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MAREITDIKQFLELTRRADVKTATVKINKKimAGKPFRQTKFRVRGSSSLYTLVINDAG 
KAKKLIQSLPPTLKVNRL 

YLR344W, 1331 bp, exonl : 501-519, intronl: 520-966, exon2 : 
967-1331 (SEQ ID NO 199) 
TAAGGGCTGTCAATTTTTCATTTCCCTC 
ATTATTAGTTATTTGTTTGTTCCATCAATTATGCCGACGTC 

TCGATTACTTATGCTATTCTATTGTATTTGAGCCGGCGGCTAGTAAACAAGACAGCATAC 

CTTTCCAACATCCGTACATATTGATTATTGTATCTATGATTTTCATGTAATC 

AACTAATCCTTTCTCTTCTTTTTTTTTTTT 

GTGAAAGATATGGAATATTCCGTCTAGGGAAGAGCCGAGAGCTGAGAGCAGTATCCATCG 

GATGGAATCTTGCCTGGATGCGTAACGACGACAGCTTGTCTAGAAGGCGAAGTACAAGAT 

ACTAAGAAGACTATAACAACAGAAGACAATTTTGTAGTGCGATTCTATATTATTGACGTA 

ACCAACAAAAAAGTATCAGAATGGCTAAACAATCATTAGGTATGTGCACAAATGCTAAAT 

CACTGAAACCCTGTAGAGCTGGAATTGAAAATATAGTTTGTACCTTTTG 

AATGACTCAATGTTATCTTAATTCGATTAGAAAAA 

CTTGTAAACTATTTAGGTGATGTCTCATAACTGCAACCACTGGAAAATGACGCAAATATC 

AAAATAATAGGGAGATAAAGTCTCACGACATGAAAAAATCATAGAATTATTGTTCAATTT 

ATCTAGCCGTATCTTACCTTATGGAAAAAGTGTGAATATGTTTTTCTAAATCGAGCTT 

CGGAAATTACACTATATTATGCATCCGTGATACATCTGAAATTCAATACTTTCTCCAAOT 

TCCTGCTTACTAAGAGGGTAAGATTTGTTGAAACTCGA 

TTTTAGACGTTTCCTCCGACAGAAGAAAGGCTAGAAAGGCTTATTTCACCGCCCCATCCT 

CCCAACGTCGTGTTTTGCTATCTGCTCCATTATCTAAGGAGTTGAGAGCTCAA 

TCAAGGCCTTGCCAATCAGAAGAGATGATGAAGTTTTGGTTGTTCGTGGTTC 

GTCAAGAAGGTAAGATTTCATCTGTTTACAGATTGAAATTTGCCGOT 

TTACCAAGGAAAAGGTCAACGGTGCTTCCGTTCCAATTAACTTGCACCCATCCAAGCTTG 

TC ATTACT AAATT ACATTTGGAC AAGG AC AG AAAAGCTTTG ATC C AAAG AAAGGGC GGT A 

AGTTGGAATAA 

YLR344W, 127 aa (SEQ ID NO 200) 
MAKQSLDVSSDRRKAItftAYFTAPSSQRRVLLSA 

GSKKGQEGKI S SVYRLKFAVQVDKVTKEKVNGAS VP INLHPSKLVITKLHLDKDRKALIQ 
RKGGKLE 

YLR367W, 1376 bp, exonl: 501-633 intronl: 634-1116, exon2 : 

1117-1376 (SEQ ID NO 201) 

ACTTTTTGTCTGCTGCTTCTCGTTTGTCTTTCG 

AGGGATTGCTTAAGAATCAAAGTAGCTTAACTCTAAAGTATTATTTTCCTCAGTTGTGGG 
CCCATGTGTTGGAGGGAAGGAATATATTGAAATGTAAATGTTCTTAAGTTCGGTTC 
TGGATATTGTTACAAGAGTTCTAGTCTTTGATACCATTTTTACGCAATTACAACCGCATT 
ATTTACCTTTTCATCTTCAGTTTTACGGTTCAGTTTATTCTGOT 

GATTCAAAGGCGAAGTGCGTAGGATTGTAACTCCTATATCTTTAGGATACTTACAATTTT 

GTACTGTTTTCAAGACCACTGTAACCGATAATAAACCGGAGGACACATTTTT^ACCCACTA 

TTTTTTTCAGAAGATCAGATGCGAGAGCTCGAAGCATAAGTATAATACTAACGTTTCAAA 

ACATAGTAATTAGGTAAAAAATGACTCGCTCTTCCGTTTTAGCTGATGCTTTC 

TTAATAACGCCGAAAAGACCGGTAAACGTCAGGTTCTATTGAGACCTTCTTCCAAGGTTA 

TCATCAAGTTTTTACAAGTTATGCAAAAGCATGGTATGTTCCAACTATT^ 

TCACATGTGTTTCAATTTCTGCTTATTTTTAAATGTT 

ATGTTGCGCAACTCTAACGAAGAAATAATTATTGCCATTC 

ACTAGATGGTGTGATCGGGCAGTATACTAATTTATACTGGACAAAGACTCGTAAAAGATG 
TTCTTTGTGCTTAGTCCCATACTGTTTTT^ 

AATGCTTCTTACACGGTTATGGATTACACCTCATGTGTAGCTACTATATCCATTACC 

TACTTTTCCTCAAAATCTCACTCTTAAAATTTTCAATGGCAAAATT 

AGACAACATTTTCTTGTTTOTTATGAAGTAAGCAAAAAT1T 

GAGATTCTTCAATACTAACATTTACTCCTTATTTAGGTTACATTGGCGAATTCGAATA 

TTGACGACCACAGATCTGGTAAGATTGTCGTCCAACTGAACGGTAGATTGAACAAATGTG 

GTGTTATTTCCCCAAGATTTAACGTTAAGATTGGTGACATTGAAAAATGG 

TATTGCCAGCCAGACAATTCGGTTACGTTATTTTGACTACTTCTGCGGGTATTA 

ATGAGGAAGCTAGAAGAAAGCACGTTTCCGGTAAAATCTTGGGTTTTGTCTATTAA 
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YLR367W, 130 aa (SEQ ID NO 202) 

MTRS SVLAD ALN AINNAEKTGKRQ VL LRP S S KVI I KFLQ VMQ KHG Y I G EF E Y I DDHRSGK 
IWQLNGRLNKCGVI S PRFNVKIGDI EKWTANLLPARQFGYVI LTTSAGIMDHEEARRKH 
VSGKILGFVY 

YLR393W, 1340 bp, CDS: 501-1340 (SEQ ID NO 203) 

CCCTCAACCCGCATTTTGCTGAGAATTTTCACCAAGGCCCTAGGTC 

CTGACTAATTGCATTACAGCCGACCCAAGGCAATATCAGTTTAATAAAATATCATGTATC 

TCACCCTCTTCTTGGTATTAGTAAAGAGACGCCTGATCXTCTAACAGTGGTGAAGATTGT 

ACTAGAGCAGAATCAAGAATTTAAAAAGTGTAAAGGCAAGGCAGAGGCGATGTACATAAA 

ACTTCGAAGTAAGAAATATTTAATAGTTCTCGCCACATCACTATGCAGCTATATAAAAAC 

TACTATAAACGTTTGTTTTGTTCCTTACGCACAATATCCT^ 

AATTTAAATTTTTATTACCATTTATTTGATTCGCCTTC 

ATTTAAAAAGGACTATTTCAGCATATAGTAAAAGTCAGGTTATTTGTTTA 

CAGAGTAACTTAAACTAACTATGCAGGGCACTTTTAAAAGGTTTTACCATCCCACGCTTA 

CGCGGATGTCCTTCTTGGATAAATTCCTCAAGCCTATGATGGCAACGGCTTCCCCA 

AATACCAGATCAAACAACIK^TCAAGCCAATAGGCTTAACACAAGCA 

CCAAATACTCCCAGGGGAACTCTTTGAGGGATATGTTTGATTCGGAAAAGACAAA 

GAGTTAAAGAGTTGGCCGTTGAATTCAC^AAATCTGGACTTTA 

AAAAGACAAAGGGGAAATTGTTTATAGCTCCAGTTTCATATTGGAAAGAAGATAAAGCTT 
TGTTTTTTCCTCATTTGATAGGAACGGCAATGGATGGTACGAAACAACAGAATATCGA^ 
ATATGTTAAGGGGTAAAACCAGTATAGTGAGGTTATTTAGTACAGCATCTGGCGATAAGT 
TGAGTAGTTCATACTTCCAAGGAATCGTAGACGATAACAAAAAAACTGACTACTTGACTG 
AAGCTGATGCGCGTTTAAGTTTAAATGACAGTAACGTCCAAATCATCGAGGTCAATCTTG 
TAGAAAACGCTGTGAAAAGTGCTCTAGTGAAAACGCTTGCTCGTTGGGCCAATCGCGTTC 
GATCCTGGCGCCAGCCATTTTATTTCGAATGTTCT 

GGGAAGAGCTCTTTTGCAATAATGTCTTTTCTGGATACGTCTTTCTTGTGGACCAGC^ 

TAAAAATTAGGTGGGCAGCTTGCGGGGAGGCTACTC 

AGTTTGCCAAACGTCTGTGA 

YLR393W, 279 aa (SEQ ID NO 204) 

MQGTFKRFYHPTLTRMSFLDKFLKPMMATASPKEYQIKQLVKPIGLTQAPRKSTKYSQGN 
SLRDMFDS EKTNHRVKELAVEF SKSGLYDVQVFQKTKGRLFIAPVSYWKEDKALFF PHLI 
GTAMDGTKQQNI EDMLRGKT S I VRLFSTASGDKLSS S YFQGI VDDNKKTDYLTEADARLS 
LNDSNVQI I EVNLVENAVKSALVKTLARWANRVP SWRQPFYFECSRGQWPFSVREELFCN 
NVFSGYVFLVDQQLKIRWAACGEATPSEKEALWKFAKRL 

YLR423C, 1754 bp, CDS: 501-1754 (SEQ ID NO 205) 
TTCTATTGGTGTAGTTATACCAGAACCATCCTTCCCAAGGCCTTTTCCCGCAACATATCC 
CATACTCGAAAGTAACTTCGCACCAATACCATATGTCTTCGTTAATTTTGAGATCGTTGG 
GGCATTGCCGCTACTAGTTTTCAAGGCATCATTAGTGTATGTCATGTCACTAT 
TGAATTATTATCTTCCTCATCGCTATAATTATAGGAATCGATTCTTCTTI^ 
GAACTTTTTATCTGTGTTGGAGTCCGAATCCTCCATGTTTTGGCGTA 
TTCTTCGACCTCTCTCGGTTGTACTATTTCGAAATTTTGGATTTTTC 
ATAATGTAAATACTAGATGCGCGCTCTAAGGCCTCAGTATTAAAAATTGCAAGATATCCC 
TAACTTGATAATTATTTGAAAGTCGCATAACGTACGATAAATTCGATACTGCGAGGATAT 
TATCAACGTATTTAACACCTATGAACGAAGCAGATGTTACAAAATTTGTTAATAATGCCA 
GGAAAACGCTGACCGATGCTCAACTTTTATGTTCAAGTGCTAATTTAAGGATTGTAGATA 
• TTAAGAAAAAATTGTCATCTTGGCAGTTGAGTATTTCAAAACTCAATT^ 
GCTTGAGACAGCAAGGAAAGTTTCTTTACACTATTTTAAAGK3AAGGC 
TAATCCAGAAACAATGGAATCAAGCTGTCTTAGTGGTCTTAGTTGATGAGATGAAGTACT 
GGCAATATGAAATCACTTCTAAAGTACAAAGGTTGGATGGTATAGTAAATGAATTGAGCA 
TATCAGAAAAAGATGATACCGATCCCTCTAAACTAGGAGATTACATCTCGAGAGACAACG 
TTAACTTATTGAATGACAAACTGAAAGAAGTGCCAGTAATTGAGCGTCAAATTGAAAACA 
TTAAGCTTCAATACGAAAATATGGTCAGAAAAGTTAACAAAGAACTGATTGATACCAAGT 
TGACGGACGTAACTCAAAAATTCCAAAGTAAATTTGGTATAGATAACCTGATGGAAACAA 
ATGTTGCAGAGCAGTTTAGCAGGGAACTAACGGACCTTGAAAAAGATTTAGCAGAGATAA 
TGAATTCATTGACACAGCACTTTGATAAGAGATTGCTGTT^ 

ACGATGAACGTGAGGAGCTGTTTAAGGTGGTACAAGGCGACGACAAAGAACTATACAACA 
TTTTCAAAACTCTGCATGAGGTAATTGATGACGTGGACAAAACAATTCTTAA 



WO 01/02550 



70/161 



PCT/BE00/00077 



AATTTTTGCAGGCAAAAATAAAGGAAAAGACAGAACTACACAGCGAAGTTTCTGAAATAA 
TAAACGATTTCAATAGAAATTTGGAATATCTATTAATC 

TTGATAGCTTCAAAAATTCCTGTACACAAGATATTCAAACAACTAAGGAACTTTGTGAAT 

TTTATGATAATTTTGAAGAAAGCTACGGTAACTTAGTTCTAGAAGCAAAGAGGAGAAAGG 

ATGTGGCAAACAGAATGAAAACTATATTGAAAGATTGTGAAAAGCAGTTGCAGAATTTAG 

ATGCTCAGGACCAGGAAGAACGTCAGAATTTTATAGCGGAAAATGGAACTTATCTTCCTG 

AGACAATCTGGCCCGGTAAAATTGACGATTTTTCTTCCCTGTACACTTTAAATT 

TGAAGAATCCTTAG 

YLR423C, 417 aa (SEQ ID NO 206) 

MNEADVTKFVNNARKTLTDAQLLCS S ANLRIVDI KKKLSSWQL S I SKLNFLI VGLRQQGK 

FLYTILKEGIGTKLIQKQWNQAVLWLVDEMKYWQYEITSKVQI^ 

DPSKI^DYISRDNVNIjLNDKLKEVPVIERQIEOT 

FQSKFGIDNLMETNVAEQFSRELTDLEKDLAEIMNSLTQHFDKTLLLQDKKIDNDEREEL 
FKWQGDDKELYNIFKTLHEVIDDVDKTI LNLGQFLQAKI KEKTELHS EVSEI INDFNRN 
LEYLLIFKDISNLIDSFKNSCTQDIQTTKELCEFYDNFEESYGNLVLEAKRRKDVANFMK 
TILKDCEKQLQNLDAQDQEERQNFIAENGTYLPETIWPGKIDDFSSLYTUmmNP 

YML026C, 1342 bp, exonl: 501-547, intronl: 548-948, exon2 : 
949-1342 (SEQ ID NO 207) 

ATCTGTAAATAATAAGCCCATGAAATATCAATCTCACAATGAAAGAATTGTATAATTCAG 
AATGATTTGACGTAAAAGCAAGTCTCATTCAAGAAACTGTAAAATCCGTACACACTACTG 
AATTTTACATCCATACATTTTTTTGAAATTTCATC 

TAAATTATCCGTCGGGGTGTCCTCCTAGCTCGGCTCAACCTAGGCAAATGCGTTTACTGG 
GGCCATCCAAGCTCATCCTTCCAGAGATTCGCCTTTCAGAGGCAAAGAACTCGTCTCCGC 
AGGCCTCTTGTTCCGGGAGGAGGAGAATTCTTGCGCGGAAA 

TGGTAATTCTGACACCTTTGCTATCCTAACTGGAAAAGGTCCTTAGTAATAACAATATCA 
GGTACTTTAACATTGTTAAAGATATACTATTAG^TGAAAAACCGATCTTACGAAAAGCCAA 
TAGAGCAGAAAGTGGTAAAGATGTCTTTAGTTGTACAAGAACAAGGTTCCTTCCAACAC^ 
TTTTACGGTATGTTTTACGAGTACAGTGCAGA™ 

GATAATAGCTTAATATTGCGATTGAAAATATGTGAGTGCACTCCGATGGAATAATAAACG 

TCACGGGTTACCAAATACGAGGCCGAATTAACTCTACGCTACTATAAAAATTATCACTAG 

ATTTTAAAGTAATACACAGTTTATTGGAAAATACAATATA 

AATTTCAGTCAATACAGCTTGACAAATTCATATTTATCGTCCCTCCATC 

TTCCAAAATGATGCGCCATGTTGAAAATTTCTCGAAGAACCTAGCAGTGGTGTC 

ATTACTAACAATAAGATGTACAATTTTTTGTGC^ 

CAATGTCGATGGTAACATTAAAATTGTTTACGCTTTGACCACTATTAAGGGTGT^ 

TCGTTACTCCAACTTGGTCTGTAAGAAGGCTGATGTTGATTTGCACAAGAGAGCTGGTGA 

ATTGACCCAAGAAGAATTGGAAAGAATTGTCCAAATCATGCAAAACCCAACTCATTACAA 

GATCCCAGCCT^GTTCTTAAACCGTCAAAACGACATTACTGATGGTAAGGACTACCAC^ 

TTTGGCTAACAACGTCGAATCCAAGTTGAGAGATGACTTGGAAAGATTAAAGAAGATCAG 

AGCCCACCGTGGTATTAGACACTTCTGGGGTTTACGTGTTAGAGGTCAACACACCAAGAC 
CACTGGTAGAAGAAGAGCTTAA 

YML026C, 146 aa (SEQ ID NO 208) 

MSLWQEQGSFQHILRLLNTNVDGNI KI VYALTTI KGVGRRYSNLVCKKADVDLHKRAGE 
LTQEELERIVQIMQNPTHYKIPAWFI^RQNDITDGKDYHTLANNVESKIiRDDLERLKKIR 
AHRGIRHFWGLRVRGQHTKTTGRRRA 

YML063W, 1268 bp, CDS: 501-1268 (SEQ ID NO 209) 
TATATTATTTTTTCCCTTCTGGGTTC 

TTCATAAAATAATTTCTCTAGATTTGAAGACAGCATTTTTGTACATCCATACACCATACA 

CCATACACCATAGCACCAGTACACTATATTTTTATGAATTTTACTAAGAATTATTCCTGC 

AGGAGCTCCACTGAAAAAAAAAGAGCAGCATGGATGTCCGGTAGAAGTGCTACTGAGTAA 

ATGGGAAGGACGCGGTAGATCCAGTGTGGAATCAAGGTGGTGCCGGTGTGAAGCC 

GGCCGGCTGGACTCTCCAGGCCGGAGTGATGATTGCCACGCTGAACGTAACACAGTTTCA 

CAATACCAGTGTCCTCATTAGTGAGTTCCAATGTA 

TGTGAGTGGTAGCAGATTTGAACTTAGTTAGTTGTATTCGCCTTTGAGG 

AAAACCGATCTAGACTAATCATGGCTGTTGGTAAGAATAAGAGACTATCCAGAGGTAAGA 

AGGGTTTGAAGAAGAAGGTCGTTGACCCATTTACCAGAAAGGAATGGTTCGATATTAAAG 
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CCCCATCCACTTTTGAAAACAGAAATGTTGGTAAGACTTTAGTTAACAAGTC 

TGAAGAATGCTTCCGATGCTTTGAAGGGTAGAGTTGTCGAAGTTTGTTTC 

AAGGTTCTGAAGACCATTCTTTCAGAAAGGTCAAGTTGAGAGTCGATGAAGTTCAAGG 

AGAACTTGTTGACCAACTTCCACGGTATGGACTTCACTACCGACAAATTGAGATCAAT^ 

TCAGAAAATGGCAAACTTTGATCGAAGCTAATGTTACCGTTAAGACTTCCGATGATTACG 

TTTTGAGAATCTTTGCTATTGCCTTCACCAGAAAGCAAGCTAACCAAG 

CTTACGCTCAATCTTCCCACATCAGAGCTATCAGAAAAGTTATTTCTGAAATCTTGACCA 

GAGAAGTTCAAAACTCTACTTTGGCTCAATTGACCTCCAAATTGATTCCAG7UVGTTATCA 

ACAAGGAAATCGAAAATGCTACCAAGGACATCTTCCCACTACAAAACATCCACGTTAGAA 

AGGTTAAGTTATTGAAACAACCAAAGTTCGACGTTGGTGCTTTGATGGCTTTGCATGGTC 

AAGGTTCCGGTGAAGAAAAGGGTAAGAAGGTTTCTGGTTTC 

CTGTGTAA 

YML063W, 255 aa (SEQ ID NO 210) 

MAVGKNKRLSRGKKGLKKKVVDPFTRKEWFDIKAPSTFENRNV^ 

LKGRVVWCLADLQGSEDHSFRKVKLRVDEVQGKNLLTNFHGMDFTTD 

IEANVTVKTSDDYVLRIFAIAFTRKQANQVKRHSYAQSSHIRAIRKVISEILTREVQNST 

LAQLTSKLIPEVINKEIENATKDIFPLQNIHVRKVKLLKQPKFDVGALMALHGEGSGEEK 
GKKVSGFKDEVLETV 

YML128C, 2042 bp, CDS; 501-2042 (SEQ ID NO 211) 

TTAATAGGGTTAGCCACCATTGTCTCGAACATGTTCACAGGCTCGGAGCTTGTGGCGGGT 

GCCTCGCTTACTGGAGTACCATTTAGCGGTGTGTTTGAAGCTAACGAGTTCATCTT 

CTTTATTTCCACTTCTTTACAAGCTTTCTGCCTTTCTCTATGACGTC 

TACCTCTTGACACGACTTGTTGTTTTCGTTTTTCTCTAAGAATATC 

TTTCACCTTTTCCACCATTACGTCGGTAAGCAACAGCATTACGCCGGCCTCACCTTAGAG 

GGGAAGAATAAGGGATCTTTGGAACTGAAGGAAAATAAGGGAGAGGGAGGAAACAAGGAG 

GCGGTGAAAGGGGATCGACAGGGTATTTAAAGCCACTCATGGAGTCGTATTCCTAGCATG 

ATTAGATTACCGGAGTTTAGAAGAGGATCTGCAATAGAAGAGGAGACAACTACAAAAGAA 

CTGTTAATTAAGAGAAGAAGATGAAGCAATTCAAGTTGGTT 

TTGTGCTTATTGGCTTAGTGTTGGCCAATTCAGATTCAGTGTTCGACAAGTGGAC 

AAGACCTGGCCGATTATTTACGTGATAATAAGAAGAGCTTGGAAAAGTACGCTACAGACT 

CCATTGAGGACTTGAAAACGGAGGCATCGCAGGTATGGGACAAACACGCGCAGCCCAAAC 

CATGGTGGCAGGTGTGGTCTAGTGACAGCAGTAGCGTGAGCAACAGTAACCCCGGATGGT 

TTGGTTATACTGGTTCTTCGGATCACCCAGTTTCTGACTGGCTCTTTGACACCTGGTCCA 

CAGACAGTCTACGTAACTTCTTGAAGAAAAACGGCGTGGATGTTGACGACGCTAAGGCTT 

CCAAGGACTCGCTGGTGAAGACTGCTAAGGAGAACTTCAACAAGATTTCCAAATCTTTGA 

AGTCGTCGGGATACTATCCTTCTAGCTCTTACTlTGATAGCTGGTCAACCAAAGATTTGC 

AAAACTGGTTGAATGACAATGGTATCGACTACGACAAGGCAGTTCAAAGCAAGGACGAGC 

TAGTTCAGAAAGTCAAGGAAAACATCTACCGAACTTCAGAAAAGGCAGAACAGCAGCGTC 

TGGGTTTGCTAGAAAGCTTGGATTTGGCTCACCAACAAATATTAGACACATCGGGACAAA 

TAAAAGACACTGTATTTGACAAGTGGTCTAGTGATCAGTTAACCAATTGGTTGGAGAGCC 

ACAAGGTCAATATTGACAAGAACATGGCCAAGAAAGACGACTATTTGGTTAGAATGGCCA 

AAGAAAATTCTGCCAATTTGAAAGATGATATCTACTGGTACCTGGACTATATGAAAAGAG 

AGTCTTCTCCATTTTTGACCAAGACCCCAGAATACGTTC 

AAAATTTCCTCAGAAATTTGTACTCCAAGTTGAGAGGTAAGACTGACAATGTGATC 

ATACTTTTTTGGTTGGCCTAGACTCTTGGCCAAAGGACAAATTGAAAA 

CTCGTGGTATTAAGTACTCAATGCTGTCTACTGAACATCAATTGAGAGAATTAGTCAAAA 

AATCCAGAAACGAAAAACTCAAGATCCTGCCAAAAGACTACCAAAAATACTTTGACAACA 

GTAACTGGTCTTTGGATGACATAAAGGGTTGGTTTGCTGACAAAAAGGAC^^ 

ATTCTCAGACTTACTCCACAATTATGCAGGATTTTGACAAGGTTTCCA 

ATGCTAAGGACCAAATCGCTAAGACCTGGTCAAATACCTTTCAGAGCTGGTCTCAAGAAG 

ACCTATTGCAGTACCTAAAATCATTCGGTGTTCCGGTTAAACAGACTTCTACGAAGGACG 

ACTTAATCAACTTGGCCAAGCAGAATACGCAATGGTTGTTCGGCACTGTTAA 

CTTACAAGAGGTACCTACATAACGTTAAAAACTGGTCGAAAAGCATATTAGGGTTCAACT 
AA 

YML128C, 513 aa (SEQ ID NO 212) 
MKQFKLWAVSASFVLIGLVLANSDSWDKWTQEDI^ 

EASQVWDKHAQPKPWWQVWSSDSSSVSNSNPGWFGYTGSSDHPVSDWLFDTWSTDSLRNF 
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LKKNGVDVDDAKASKDSLVKTAKENFNKI SKSLKS SG YYPS S S YFDS WSTKDLQNWLNDN 

GIDYDKAVQSKDELVQKVKENIYRTSEKAEQQRLGLLESLDLAHQ 

KWSSDQLTNWLESHKVNIDKNMAKKTO 

KTPEWGSVWDSSKNFLTNLYSKFRGKTDWINDTFLVGLDSWPKDKLKMFLDARG 
MLSTEHQLRELVKKSRNEKLKILPKDYQKYFDNSNWSLDDIKGWFADKKDDFQDSQTYST 
IMQDFDKVSKOT^AKIXJIAKTWSNTFQSWSQEDLLQYLKSFGVPVKQTSTKDDLINIAK 
QNTQWLFGTVKEPAYKRYLHNVKNWSKS ILGFN 

YML130C, 2192 bp, CDS: 501-2192 (SEQ ID NO 213) 

ACGAGATCATTTTCTTATCTATCTATTC^ 

AATAGGATATGTAGGAGAATTGATATATTCACTGCGTATCA 

TTTTATGGCAAATGTATTCTACACAAATCGAGAATACCACAGACAATGGTACAAGACATA 

CACAAAGAGAAGACTGTTCTAATTAAACAAATAATATTGAGCTACCTGCTAAGTATGTCC 

TTTTCCCTTTGTCCTTTGGTTTCTCTTATAGAAGACCCTG^ 

GGCTTTGGGCGTTAGTAAGAACAAAAAGAAAAGAAGAGAAGAAAAAAG 

GTACGTGTCATAAAAACTTGTTCAATCATCCTTGAAGCTAAGTATAAAGAGCTTG 

GTTTACCACTTAAACTGGTTATACTATTTCAAGAGTGTAAACATTTO 

CAGTAACGTGCAGGTAAAACATGAGATTAAGAACCGCCATTGCCACACTGTGCCTCACGG 

CTTTTACATCTGCAACTTCAAACAATAGCTACATCGCCACCGACCAAACACAAAATGCCT 

TTAATGACACTCACTTTTGTAAGGTCGACAGGAATGATCACGTTAGTCCCAGTTC 

TAACATTCAATGAATTAAATGCCATAAATGAAAACATTAG 

TAAAATCTGATTTCTTCAAATACTTTCGGCTGGATTTAT^ 

ACGCCAACGATGGTCTGTGCTTAAACCGCGCTTGCTCTGTTGA 

ATACACTGCCTGAGTACTGGCAGCCTGAGATCTTGGGTAG1TTCAATAATGATACAATGA 
AGGAAGCGGATGATAGCGATGACGAATGTAAGTTCTTAGATCAACTATGTCAAACCAGTA 
AAAAACCTGTAGATATCGAAGACACCATCAACTACTGTGATGTAAATGACTTTAACGGTA 
AAAACGCCGTTCTGATTGATTTAACAGCAAATCCGGAACGATTTA 

AGCAAGCTGGTCAAATTTGGTCTACTATCTACCAAGACAACTGTTTTACAATTGGCGAAA 
CTGGTGAATCATTGGCCAAAGATGCATTTTATAGACTTCT^ 

TCGGTACTCACTTATCAAAGGAATATTTGAACACGAAAACTGGTAAATGGGAGCCCAATC 

TGGATTTGTTTATGGCAAGAATCGGGAACTTTCCTGATAGAGTC 

ATTATGCTGTTGTAGCTAAGGCTCTCTGGAAAATTCAACCATATTTACCAGAAT^ 

TCTGTGATCTAGTCAATAAAGAAATCAAAAACAAAATGGATAACGTTATTTCCCAGCT^ 

ACACAAAAATTTTTAACGAAGACTTAGTTTTTGCCAACGACCTAAGT^ 

ACGAATTCAGATCTCGCTTCAAGAATGTCACGAAGATTATGGATTGTGTGCAATGTGATA 

GATGTAGATTGTGGGGCAAAATTCAAACTACCGGTTACGCAACTGCCTTC 

TTGAAATCAACGACGCTGATGAATTC^CCAAACAACATATTGTTGGTAAGTTAACCAAAT 

ATGAGTTGATTGCACTATTACAGACTTTCGGTAGATTATCTGAATCTATTGAATCT 

ACATGTTCGAAAAAATGTACGGGAAAAGGTTAAACGGTTCTGAAAACAGGTTAAGCTC 

TCTTCCAAAATAACTTCTTCAACATTTTGAAGGAGGCAGGCAAATCGATTCGTTACACCA 

TAGAGAACATCAATTCCACTAAAGAAGGAAAGAAAAAGACTAACAATTCTCAATCACATG 

TATTTGATGATTTAAAAATGCCCAAAGCAGAAATAGTTCCAAGGCCCTCTAACGGTACAG 

TAAATAAATGGAAGAAAGCTTGGAATACTGAAGTTAACAACGTTTTAGAAGCATTCAGAT 

TTATTTATAGAAGCTATTTGGATTTACCCAGGAACATCTGGGAATTATCTTTGATC 

TATACAAATTTTGGAATAAATTCATCGGTGTTGCTGATTACGTTAGTGAGGAGACACGAG 

AGCCTATTTCCTATAAGCTAGATATACAATAA 

YML130C, 563 aa (SEQ ID NO 214) 
MRLRTAIATLCLTAFTSATSNNSYIATDQTQNAFNDTHF^ 

AINENIRDDLSALLKSDFFKYFRLDLYKQCSFWDANDGIXZLNRACSVDVVEDWOT 

QPEILGSFNNDTMKEADDSDDECKFLDQLCQTSKKPVDIEDTINYCDVNDFNGKNAVLID 

LTANPERFTGYGGKQAGQIWSTIYQDNCFTIGETGESLAKDAFYRLVSGFHASIGTHLSK 

EYLNTKTGKV^PNLDLFMARIGNFPDRVTNMYFNYAWAKALWKIQPYLPEFSFCDLVNK 

EIKNKMDNVISQLDTKIFNEDLWANDLSLTLKDEFRSRFKNVTKIMDCVQCDRCRLWGK 

IQTTGYATALKILFEINDADEFTKQHIVGKLTKYELIALLQTFGRLSESIESVNMFEKMY 

GKRLNGSENRLSSFFQNNFFNILKEAGKSIRYTIENINSTKEGKKKTNNSQSHVFDDLKM 

PKAEIVPRPSNGTVNKWKKAWOTEVNNVLEAF 

FIGVADYVSEETREPISYKLDIQ 

YMR022W, 998 bp, CDS: 501-998 (SEQ ID NO 215) 
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• AACAGTATTGGCTGTTGATTCATTGCGCTGCA 

TCGTATTCTGTACTTTGCGATGTAGAGTCTACTAAAATAGCX3TCTCTGATAGCCATGGGT 

GAAGGTCTTCCTCTAGTTCTCACCTTAATTAGCATTCGGTGAGAATGCCTGCATG 

GAGCGATGCCCTCTGATGCACGATGCACACGCATATTTGTTCCCATTAAATATTATCATC 

TCTGATAGAGCTTGAAGAACTTACCAGACTGTTTCAAGTTTAAAACAAGGCGCCTCATCG 

CATCTACCTCACGAAGATGCAGCAGCTTArTOTC^ 

CGCCATTACCCGAAAACGAGATTACAGCCTCTAAACCAAGAGCTCGAAAAGCGCCAAAGT 

AAACTCTGGCGTTTAGCGTACGAAGGAGATTATCCTAAAAGGAACTTCCCTAGTAATAGT 

GTAATTTGGAAGGGCATAGCATGTCGAAAACCGCTCAGAAACGTCTCCTCAAGGAGCTTC 

AACAGTTAATTAAAGATTCTCCACCTGGTATAGTGGCTGGTCCCAAATCGGAGAATAACA 

TATTCATTTGGGACTGCCTAATTCAAGGGCCTCCAGATACGCCATACGCTGATGGTGTO 

TTAATGCTAAGCTAGAGTTTCCTAAAGACTATCCGTTATCTCGACCTAAACTTACTTTCA 

CACCCAGCATACTACATCCAAATATTTATCCAAATGGGGAAGTGTGCATATCCATTCTAC 

ACTCCCCTGGTGATGATCCTAACATGTACGAATTAGCGGAAGAAAGATGGTCGCCAGTGC 

AAAGTGTAGATVAAAATTCTATTAAGTGITATGAGCATGTTGAGTGAGCCCAATATCGA^ 

GTGGTGCCAAGATTGATGCTTGCATCTTGTGGAGAGA 

AGGTAAAGTTATCCATTTTGAAATCATTAGGATTCTGA 

YMR022W, 165 aa (SEQ ID NO 216) 

MSKTAQKRLLKELQQLIKDSPPGIVAGPKSENNIFIWDCLIQGPPDTPYADGVFNAKLEF 
PKDYPL SPPKLTFT PS I LHPNI YPNGEVCI SILHS PGDDPNMYELAEERWSPVQS VEKI L 
LSVMSMLSEPNIESGANIDACILWRDNRPEFERQVKLSILKSLGF 

YMR118C, 1091 bp, CDS: 501-1091 (SEQ ID NO 217) 

GTCCTTCCGCTTTATATGTTTCGTTATCCTATCACATTATCAAATGACTTTGTC 

TGTTTTGACAAAATTACTGTAATATAATCAATAGTATTTACATGTTTC 

TTGCATCGCATCCAGTTCTCATGCAATATAGTTGTATACCATGTCGTTGAAA^ 

AGTAAACACTTCTACCAGTATTTCTTTACGGTTCGGATCAAAACCATCACTCATTCGGTC • 

ATTCTTACCGTACGATAAACCAAATTACAAGGAAAAGTATCCCTAATTAGAGATCACTGC 

ATCCGTAATAGTTTTTTTTCTATTTTGGACTTTTGTA 

CTCATAAAAAAATTGACGAAGATTTTAGATAATGGCAAATAAAAATGAAATAGTATCAAT 
ATACCGAAAAATTAATCACACTCAATGCGACTGTGATAGCTGATAAGTGGAGCTCAGAAA 
TATTCAGAAGCGTAAGAATAATGAAAGCAACCATTCAAAGAGTAACATCTGTATTTGGAG 
TTCCCCGAGGATCTGTATTCGTGCCAAGAATCAGCACACCATCT 

TCTCTAATGGCAGAATGGACCTTTTTTCCAAAGAATTCCACAATGGCCGCGTATCCAA^ 
CTGATCTTTGGTCAAGCAACAAGGAAGAGGAGCTCTTAGTATCTCAAAGGAAAAAAAG 
CGATCTCTCCTCATTTAACTGTTTACGAACCTGAAATGAGCTGGTATCTTTCCTCTTTAC 
ATCGTATATCTGGCGTTTTACTGGCTCTTGGATTCTA 

TGACGACAATAATGGGAATGGATACGACTTTTCAGGATCTAAACAAGTGGTATCACGAAA 
AGATGCCTAAGTGGTCCCAATGGGTGGCCAAAGGCTCTGCAGCATATCTGTTTGCATTCC 
ATTTTGGTAACGGTATAAGGCATCTCATCTGGGATATGGGCTACGAATTGACCAACCGTG 
GGGTTATAAAAACCGGATCAATCGTTTTAGCCGGCACACTCGTCTTAGGAACGTATTTAC 
TGGCTCAGTAA 

YMR118C, 196 aa (SEQ ID NO 218) 

MKATIQRWSVFGVPRASVFVPRISTPFIIiHNYISNGRMDLFSKEFHNGRVSKSDLWSSN 
KEEELLVSQRKKRPISPHLTVYEPEMSWYLSSLHRISGVLLALGFYAFTITLGVTTIMGM 
DTTFQDLNKWYHEKMPKWSQWAKGSAAYLFAFHFGNGIRHLIWDMGYELTNRW 
IVLAGTLVLGTYLLAQ 

YMR143W, 1121 bp, exonl : 501-524, intronl : 525-713, exon2 : 
714-1121 (SEQ ID NO 219) 

CCGCTTAGCGCAAACTATCGTGAACTCGCTGCAACAACTGAGAGGGCAAGGATATACATA 
AAAATAGCCTACAAATTCTGAACTCTGTAAAGGAAGCCTCATAAATAAAGGTAGATAGTA 
AAGTATACAAGAGAAGAATCCCAAGATGTCAGCTGTCCCAAGTGTTCAAGTATGTTTTCA 
GTTCTGCAGAATGATGTTTGATAGTATCGATAATGGAGTGAGATCAAGAGAAAAAAAATG 
AATATGTCAGCCAACCAAGTTCTGAGTAGGCAGTAAATGAGTACGCATAGTGTATTTATC 
CAAAGGAAAGAATTGTTATTTTTACAAGCCGAATTGAGATC 

GGAGAGTATTTTGACAAGATTGGTTAAACTACTACGGTCAGTTCCGTAACCAGTACGATT 
GTACACATAAGGAAACAACTGTAAAGATAAACAATAAGGGCTTCCAATGCCATTGTAAGA 
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TATCATATTCCTAAACAAAAATGTACAGCGAATATAAAGCCAGCGTCAGTGTCTTCCTGG 

AAGGTTGCGCAACTAAAGAAGTTGAAATTAAAATGGCAAGCGCTACATTTTC 

TCACTGATCAGATGTCCAAGATTTTCGAAAAATAAATA 

ATAATTGTTACTAACATTGAATTTCCTCGTAACTAATTGCATTACTTC 

GTAAGAAGAAATCAGCTACTGCTGTTGCCCATGTCAAGGCCGGTAAGGGTTTGATCAAGG 

TTAATGGTTCTCCAATCACTTTGGTTGAACCAGAAATCTO 

CATTATTGTTAGTTGGTTTGGACAAATTCTCCAACATCGATATTAGA 

GTGGTGGTCATGTTTCCCAAGTTTACGCCATCAGACAAGCTATTGCT 

CTTACCATCAAAAATATGTCGATGAACAATCCAAGAACGAATTGAAGAAGGCTTTCACTT 

CTTACGACAGAACCTTGTTGATTGCTGATTCTAGAAGACCAGAACCAAAGAAATTC 

GTAAGGGTGCTCGTTCCAGATTCCAAAAATCTTACCGTTAA 

YMR143W, . 143 aa (SEQ ID NO 220) 

MYSEYKASTFGKKKSATAVAHVKAGKGLIKVNGSPITLVEPEILRFKVYEPLLLVGLDKF 
SNIDI RVRVTGGGHVSQVYAIRQAI AKGLVAYHQKYVDEQSKNELKKAFTSYDRTLL IAD 
SRRPEPKKFGGKGARSRFQKSYR 

YMR174C, 707 bp, CDS: 501-707 (SEQ ID NO 221) 

GTCCCATCATTCTTTACACCTCGTACTGTATTCATGATCATCTATCCATTTTACATACCG 
CTCCCTTTAAGATACGTTTATTCGTAACTCCCATTTACCAATCACTATGAGCCGTCCACG 
TTTCCAAAAAAACCTAAACATATGATGCAAACCTCCAATGAGACTCAACGTAACATGCAA 
GTAAATACAGAAGGTTAAGAGATAGTTGTCTTAAAGGGGTACCGAAAGCATTTAGGGGAG 
GCTTAAGGGAGGGTGCCGATCCTATGAAGTATTAATACGTAATGCCAAAAGGAATTGTTG 
AACATCTGAAGTGGATAGATTAATCGTACAGTAATCGTACAGTACTATGTCTTACTGATG 
TCGGGAATCTCAGGGGCGACCGCCCCCGGCTAGAATTATCTATATAACGGTAAAAAGAAT 
AAAACTCTATTCTAGTTCTCGCCATTTACC 

CTACAACCAAGACATCCAGAATGAATACAGACCAACAAAAAGTGAGCGAAATATTTCAGA 
GCTCAAAGGAAAAATTGCAGGGCGATGCAAAGGTAGTGAGTGACGCTTTTAAGAAAATGG 
CTAGTCAAGACAAGGACGGCAAGACTACCGATGCTGATGAAAGTGAAAAACACAACTATC 
AAGAGCAATACAACAAGCTCAAAGGGGCGGGGCATAAGAAGGAGTAG 

YMR174C, 68 aa (SEQ ID NO 222) 

MNTDQQKVSEIFQSSKEKLQGDAKWSDAFKKMASQDKDGKTTDADESEKHNYQEQYNKL 
KGAGHKKE 

YMR191W, 1877 bp, CDS: 501-1877 (SEQ ID NO 223) 
GGTTCGATACAACACTTGTGCTGGCTGGTATATCAACCATGG 

TCGATGTGGCAGTGTACGAGAGCCATTCTGTATCGTTCGACAAAGTTTGCATGACTTCAT 

GTTGTTTCGTAGCAGTATTCGTTGGTCCAGATGCAGGAATGCTGGOT 

TTCCTGGTCCACATTCATCTTTGGATGGCGTTGTT 

TGTTCGCGATGTGCTTTTGGATAGCCTGGAATACGAAATCTTTGTCTTCCTC 

CCGTTTCCTTTAACCATTTGTGCTCCCTTCTTAAGTTATGTGACGGCTTCGTC 

CCGCCTTGTGTGTACGTGTATGATTTTTTAAATATATACAACAATAATC 

CTTTCCTCTAGCCAATGACTCCAAGCTGGCTGATAAAAACAAACTAAACGGTAAAGCCAC 

AAATCCGAAATGTATCACCAATGATCACCCAGCCTGCTAAGTGCCCTCTATTGATCCGTA 

TATCAGCTTTTAGATCAGGCTCGAGTTTCTTGTTATATGTGCATTG 

AATCCTGGCAGCCGAAGCCGGGCAATCCACTTCGAAACGCACGGCTGAACTATATAAATA 

TAAAGGACATGTGGAGAGAAGCTTCTCTTCCTTCACATTTCGCATTTCATGATCTAAAGT 

GGTTCTTTCACAATAGAAGAGCACCAACACGAAATATGGCTGTCGGTGGTAATAACTGGA 

GCATGTGGCTGCGAATGTCACGGGTCCACCTCAGGCAGATCACGAAGTCTCTGGACCGAA 

CGCTGATCAGTTTGAGCCATGGGAATTTTTCCCACCAATATAATCGCAATATTT^ 

CTTGGTGGAAGAGCCTATTTGAGGCTTCTACAGCTTTTAGGAGGGCAAGTGGT 

TATCTCCTCTCACGAGGAGAGGAATCGCAAGGTTTGACCATTTCAGACCTGTTCCCAATG 

TCAGTAAATTTGCTTCTTTTCC^ 

ACTGGAATATGACTACATCAAAGAGATTATTAGGGCAGAGAGCTTATTCGACTTCCAGTA 

TCAAATTTACCCAAGAAGCCGTGAATAACATGACTATATCTTTGAC^ 

CACTAGGCGGATTAAATCAGTGCTCCCACTCTAATTCCTGCAAAGCTTATCAGAATGCGT 

CTAATGTTACCTCTAAACAGGATCACGTCCAACCAGTTGCCCTTAAGAAGTTATCTCAAA 

AGGATATCAATTTCATTCGTAATTTAGAACTATTTAAGATAATGAAGACCCAGAATGAAG 

TCGTTGATGAAACAAGCGCATATTACATGGAAAAACCAGGTTCCTATATTGAATTTACCA 
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TTTCAGAATTTAACGTTAATGGGACATTC 

TGTTAGCGGATTTGGATGAAATGATTAGAAATTACAAATACGAATTAAAATCAATATACA 
GTAGTGTTGACATGATCTTGCAGAATTATGGATCATTG^^ 

AGATTCGAATACATTTTCCAAACTCAACTGTGGTGGAAACAGAAAAACTAATTGCAGG 

TGAATATTGCTACGGGTGTTAT1TACGCAGATACGTCTCCCGATATCAGTCTAGAAGGTA 

CAAATTTGAATGCTCTGGTTAATGTTGACAATTCAGGAAGCGTA 

AGCCCTCGTTTCCCTCTAGGAGCGCTTTTTCACCTATTTTATCAGATGCAT 

CTTATGAATTGGTCTAG 

YMR191W, 458 aa (SEQ ID NO 224) 

MITQPAKCPLLIRISAFRSGSSFLLYVHCKSINKSWQPKPGNPLIWARIjNYINIKDMWRE 

ASLPSHFAFHDLKWFFHNRRAPTRl^VGGNNWSMWLRMSRVHLRQITKSLDRTLISLSH 

GNFSHQYNRNIFVTWWKSLFEASTAFRRASGLTVSPLTRRGIARFDHFRPVPNVSI^ 

PRVPKGAPRGLFTNWNMTTSKRLLGQRAYSTS S I KFTQEAVNNMTI SLRCFFNSLGGLNQ 

CSHSNSCKAYQNASNWSKQDHVQPVALKKLSQKDINFIRNLELFKIMKTQNEVVDETSA 

YYMEKPGSYIEFTISEFNVNGTFSAPLSFLDPSLLADLDEMIRNYKYELKSIYSSVDMIL 

QNYGSLPITFHRNKIRIHFPNSTVVETEKLIAGIJKIATGVIYAOT^ 

NVDNSGSVWSFVKEPSFPSRSAFSPILSDASYDTYELV 

YMR230W, 1228 bp, exonl: 501-552, intronl: 553-962, exon2 : 
963-1228 (SEQ ID NO 225) 

ATCAAATATTGATCGAGTTCATATAAAGCTAAAGAGTAGGAAATATACCATCAATGGTGA 

GCACTTATTTTTTTTTGGATTTAGATGTGAGACATACTAAAAAAA^ 

TATAATTTGGCTACGTTGTCTTCCGGTGTTT 

TCTGGGTAATTTGATCTTTTTTAATAATTATTTTAGTGACATATAGT^ 

AGATTTATTTTCTCATTTTTTGGATCGGCGTCTTATAAAAT 

ACATCGCGCATGTGTGGGTGTATATGCCCTTTTCACGATTTTOAAGTTGCG 

AGTTTCCGAGTTGGAAGCCTGAGTTTTTCAAAACAATATAGGAATTAAAGGTATACGTCT 

TTGGATACATGTTATTTGAAATGGGGTAGAACTAGCACAACTGAAACCAAGAAAACACAG 

ATCATAACTAACCGTTCAAGATGTTGATGCCAAAGCAAGAAAGAAACAAAATTCACCAAT 

ACTTGTTTCAAGGTATGTTTGCATTTTTTAGGTGAAATATGCAGTG 

GGATAGCAAAGATGATAAATGAAAATACAATTAAATTGAACTTGAATATCATTAAAAGTG 

GTAGAAAACCGATTGTTTCAAAAAGATCTTTGTGGACAAGTACGGCAGTGCATGAATCCG 

AAAGAAAAGTGCAACCTAAGCAGAATTCCATTATTTCACGCGTCCATTTTTATAA 

GAACTTTTGAGTCCTTATAGAAATGCTAATATTATGATCAAAGCGATTATATCATTTACT 

TTACAGTTTCCGGAGTTTCCGTATTATTGCAAAAGGACCACAAACAATTC 

ATCGTAAGAAATATTATTACTAACAAGGAAGATCATTGAATTACGATCGCATATCGAAAT 

AGAAGGTGTTGTCGTCGCTAAGAAGGATTTCAACCAAGCTAAGCACGAAGAAATTGATAC 

CAAGAACTTGTATGTTATCAAGGCTTTGCAATCC 

TCAATTCTCATGGCAATACTACTATTACACTTTGACTGAAGAAGGTGTTGAATACTTGAG 
AGAATACTTGAACTTGCCTGAACACATTGTCCCAGGTACCTACATTCAAGAAAGAAACCC 
ATCCCAAAGACCTCAAAGAAGATACTAA 

YMR230W, 105 aa (SEQ ID NO 226) 

MLMPKQERNKIHQYLFQEGVWAKKDFNQAKHEEIDTKNLWIKALQSLTSKGYVKTQFS 
WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPSQRPQRRY 

YNL054W, 3998 bp, CDS: 501-3998 (SEQ ID NO 227) 

CCCTTCGCTAAATCATTAAGAGGTCATTCATGAAGTTAATTCAGCACCAAAGTTGGACTG 

TTAGACAC.GAGATACACATTGCAGTCCAAATGTGCAGATTTTTCAGATAATTC 

ACAAGACTGCCCCTCCCGTCCTCAGACAGACACAAAATTAGATTTTACGTTTACATAAAG 

ATGTACATAACTTGAAAAAACGTTAATCCCTCTTAAATTTAGACCTTGTAAGTCTTCCTG 

GCCACTCTTTGTGATATATTGTAGTGCAATATATTGATTCGTTCTTCTTATTC 

CTTAGGCATTTCCGCTTTAGAAAATTCGTTGGGTGGTTTCTGC 

ATTTTGCATAATGATCTTCAATTCTACAACTAAAATC 

ATAAATTATAGTGTAAATCGCCCTGTATACACCTTATCGTTTCATCTCAGGCAAGTTAAA 
GCATTTGGGAAACGTGCTAGATGACAGAAGAAGATAGAAAGCTCACTGTAGAGACAGAAA 
CAGTTGAGGCACCCGTGGCAAATAATCTTTTATTGTCGAATAACAGTAATGTAGTAGCAC 
CTAATCCTTCTATTCCCTCTGCCTCCACATCTACCTCTCCGCTAC^CAGGGAAATAGTTG 
ATGATTCTGTCGCTACTGCTAACACCACCAGCAACGTTGTACAGCATAATTTGCCCACCA 
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TAGATAACAATTTAATGGATTCCGATGCCACGTCAG 

ACATAAACAGGGCAGGAACATCAATGTCAACGAGTGATATCCCAACAGATTTACATTTAG 
AACATATCGGCTCTGTTTCATCAACTAATAATAATAGTAACAATGCCCTAATCAACCACA 
ACCCTCTGTCATCTCATCTTTCCAATCCGTCATCTTCATTACGAAACAAGAAGAGCTCTT^ 
TGTTGGTAGCTTCTAACCCTGCGTTTGCTTCAGATGTTGAACTC 

CCGTC ATCTCC AATAATATGC CT AC AAGTAACATTGC CCTTTATC AAACAGCGAG ATCGG 

CGAATATTCATGGTCCATCATCAACTTCCGCATCTAAAGCGTTCAGAAAGGCTTCGGCCT 

TCTCCAATAACACGGCACCCAGCACTAGTAATAACATCGGCTCGAATACACCTCCAGCTC 

CTCTTTTACCTCTACpTTGACTATCACAACAAAATAAGCCAAAAATAATAGAGAGGCCCA 

CAATGCACGTCACTAATTCAAGAGAAATACTTTTAGGTGAAAACCTGTTAGATC 

AGGCGAAGAATGCTCCCGCG^TTCAACCACACACGATAATGGTCCAGTAGCAAATGATG 

GGCTGCGTATACCGAATCACTCGAACGCAGATGATAATGAAAATAACAACAAAATGAAGA 

AGAATAAAAACATTAATAGTGGGAAAAATGAACGTAATGATGACACCAGCAAAATATGCA 

CTACATCTACTAAAACAGCGCCTTCAACCGCACCTTTGGGCAGTACAGAGAATACTCAOT 

CTCTCACTGCTAGTGTCTCCAGCAGTAATGCTGACAATCACAATAATAACAAGAAGAAAA 

CC AGC AGC AAC AAC AACGGC AATAAC AGTAATAGTGC ATC C AATAAAAC CAATGCCGATA 

TC AAGAATTCTAACGC CGACTTGAGCGCTTC TACCTCTAAC AATAATGC AATAAATG ACG 

ACTCACATGAGAGTAATTCAGAAAAACCAACAAAGGCGGATTTTTTCGCTGCAAGGCTGG 

CTACAGCTGTAGGTGAAAATGAAATTAGTGATTCTGAGGAAACATTTGTTTATGAATCGG 

CAGCTAATTCGACTAAAAACCTAATATTTCCTGACTCCTCCAGCCAGCAGCAGCAGCAGC 

AACAGCAACCTCCAAAACAACAGCAACAGCAACAAAATCATGGAATAACCTCAAAGATAA 

GCGCCCCATTGCTAAACAATAACAAAAAATTATTAAGCCGACTGAAAAATTCAAGACATA 

TTAGCACTGGTGCCATATTGAATAACACAATCGCGACTATAAGCACAAATCCGAACTTGA 

ATTCTAATGTGATGCAGAACAATAACAATCTGATGTCGGGACACAATCACCTGGACGAGT 

TGAGCAGTATAAAACAGGAGCCACCGCATCAATTGCAGCAGCAGCAACCACCAATGGATG 

TACAATCGGTAGATTCGTATACCTCTGACAACCCAGACAGCAATGTTATTGCCAAGTCGC 

CTGATAAGAGGTCAAGCTTAGTATCCCTATCTAAAGTTTCTCCACATTTACTTTCATCCA 

CATCAAGCAACGGTAACACAATATCGTGTCCCAATGTTGCCACAAATTCGCAGGAATTGG 

AACCAAACAATGATATTTCAACGAAGAAATCTCTTTCCAATTCTA 

CTGCTAATAGAAATTCTAATTATGGTGACAACAAAAGGCCTCTTAGAACAACAGTGTCAA 

AGATATTTGATTCAAACCCTAATGGAGCTCCTTTACGGAGATACTCTGGGGTACCGGATC 

ACGTTAATCTAGAAGATTACATCGAACAGCCGCATAATTATCCAACAATGCAAAATAGTG 

TGAAAAAGGATGAATTTTATAAC AGC AGGAAC AATAAGTTTC C CC ATGGTTTAAACTTTT 

ATGGTGATAACAATGTTATTGAAGAGGAAAATAATGGTGACTCGTCTAATGTAAATCGAC 

CGCAACACACTAACCTTCAGCATGAGTTTATTCCAGAAGATAACGAAAGTGATGAAAACG 

ATATTCACTCCATGTTTTATTATAATCATAAGAACGATTTAGAAACAAAACCGCTAATAT 

CCGATTATGGTGAAGATGAAGACGTAGATGATTATGATCGCCCAAATCCTACTTTCAACA 

GTTACTATGGCTCAGCATCCAACACGCACGAACTTCCATTACATGGAAGGATGCCTTCAA 

GATCAAATAATGATTACTACGATTTTATGGTTGGCAACAATACTGGCAATAACAACCAAT 

TGAATGAATATACCCCCTTAAGAATGAAACGTGGTCAAAGACACCTATCAAGAACAAACA 

ATAGCATAATGAATGGTAGCATCCATATGAATGGTAACGATGACGTTACCCATTCCAATA 

TCAATAATAACGATATTGTTGGTTACTCACCGCACAACTTTTACTCAAGGAAGTCCCCAT 

TTGTGAAAGTAAAGAATTTTCTTTATCTTGCATTTGTTATATCATCACTATTG 

GATTCATTCTGGGATTTTTATTGGCCACTAATAAAGAACTACAAGATGTAGACGTGGTAG 

TGATGGATAATGTGATTTCAAGTTCGGACGAGTTGATCTTCGACATCA^ 

TTAATCCAGGATTCTTCAGTATAAGCGTTTCCCAAGTCGATTTGGACATTTTT 

GTTCTTACCTGAAGTGCGATTCTAATGGTGACTGTACAGTAATGGAACAGGAACGGAAAA 

TTTTACAAATAACGACAAATCTTTCGTTAGTTGAAGAGAGTGCTAATAATGATATTAGTG 

GTGGGAACATAGAGACGGTATTACTAGGAACCGCTAAAAAACTAGAGACACCATTAAAGT 

TCCAGGGCGGCGCATTTAATAGGAACTACGATGTGTCAGTCTCGAGTGTCAAGCTTTTAA 

GTCCTGGGTCTCGTGAAGCCAAGCACGAAAACGACGATGATGACGATGATGATGGCGACG 

ATGGTGACGATGAAAACAATACTAATGAAAGACAATACAAAAGCAAACCAAATGCTAGAG 

ATGACAAAGAAGATGATACTAAAAAATGGAAGCTACTAATCAAGCATGATTACGAATTGA 

TAGTCCGTGGAAGCATGAAGTATGAGGTGCCCTTTTTCAATACGCAAAAATCTACGGCTA 

TTCAAAAGGATTCCATGGTCCATCCTGGTAAGAAGTGA 

YNL054W, 1165 aa (SEQ ID NO 228) 

MTEEDRKLTVETETVEAPVANNLLLSNNSNWAPNPSIPSASTSTSPLHREIVDDSVATA 
NTTSNWQHNLPTIDNNLMDSDATSHNQDHWHSDINRAGTSMSTSDIPTDLHLEHIGSVS 
STNNNSNNALINHNPLSSHLSNPSSSLRNKKSSLLVASNPAFA5DVELSKKKPAVISNNM 
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PTSNIALYQTARSANIHGPSSTSASKAFRKASAFSNNTAPSTSNNIGSNTPPAPLLPLPS 
LSQQNKPKI IERPTMHVTNSREILLGENLLDDTKAKNAPANSTTHDNGPVANDGLRI PNH 
SNADDNENNNKMKKNKNINSGKNERNDDTSKICTTSTKT^ 

SSNADNHNNNKKKTSSNNNGNNSNSASNKTNADIKNSNADLSASTSNNNAINDDSHESNS 
EKPTKADFFAARLATAVGENEISDSEETFVYESAANSTKNLIFPDSSSQQQQQQQQPPKQ 
QQQQQNHGITSKISAPLLNNNKKLLSRLKNSRHISTGAILNNTIATISTNPNLNSNVMQN 
N1WLMSGHNHLDELSSIKQEPPHQLQQQQPPMDVQSVDSYTSDNPDSNVIAKSPDKRSSL 
VSLSKVSPHLLSSTSSNGNTISCPNVATNSQELEPNNDISTKKSLSNSTLRHSSANRNSN 
YGDNKRPLRTTVSKIFDSNPNGAPLRRYSGVPDHVNLEDYIEQPHNYPTMQNSVKKDEFY 
NSRNNKFPHGLNFYGDNNVIEEENNGDSSNVNRPQHTNLQHEFIPEDNESDENDIHSM^ 
YNHKNDLETKPL I SDYGEDEDVDDYDRPNATFNS YYGSASNTHELPLHGRMP SRSNNDYY 
DFMVGNNTGNNNQLNEYTPLRMKRGQRHLSRTNNS IMNGSIHMNGNDDVTHSNINNNDI V 
GYS PHNFYSRKS PFVKVKNFLYLAFVI SSLLMTGF ILGFLL ATNKELQDVDVWMDNVI S 
S SDELI FDI TVS AFNPGFFS I SVSQVDLDIF AKS S YLKCDSNGDCTVMEQERKILQ I TTN 
LSLVEESANNDISGGNIETVLLGTAKKLETPLKFQGGAFNRNYDVSVSSVKLLSPGSREA 
lOiENDDDDDDDGDlXiDDENNTNERQYKSKPNARDDKEDDTKKWKLLIKHDYELIVRGS^ 
YEVPFFNTQKSTAIQKDSMVHPGKK 

YNL067W, 1076 bp, CDS: 501-1076 (SEQ ID NO 229) 
GACGACTATTGATGCCAGGCAAATTTTGGATTTACTC 

TGTGATATCGTAGCGGTAGGAACCAATTTTGCAATCGATTTACTTACAGCCAAGAAAATC 
TATTTTCATGTTTAGCATTGCCATTTCTTCTGTGTCACACGTTG 

TAGGAGAGACGTATACAAGCATCAATGTTACGAATGTACGATCCCGTTTGCATCTGATGT 

GTAAACTCATGTGGTGCACTGGTGTTGTTTCCAAGACTGCACTATO 

TTTTTTCTTCTAGTGAATTTTTTTTT 

ACGGACGGCAAACATGAAAAAAAAAATTACCAACCATATTTCTATTTCCTTTCCCTTTAC 
CTATTCTCTTTTTGAAATAGTTCATTTTCTCTC 

GCCTCCAATAGTCACTAAAGATGAAGTACATTCAAACCGAACAACAAATTGAAATCCCAG 

AAGGTGTTACTGTCAGCATTAAGTCCAGAATCGTCAAGGTTGTCGGTCCAAGAGGTACTT • 

TGACCAAGAACTTGAAGCATATTGATGTTACCTTCACCAAGGTCAACAACCAATTGATCA 

AGGTTGCTGTTCACAACGGTGACAGAAAGCACGTTGCCGCTTTGAGAACCGTTAAATCOT 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTCT 

ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGG 

TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTCCCAGTTAGAGATGGTGTTACTA 
TCGAATTCTCTACTAACGTAAAGGACGAAATCGTCTTATCTGGTAACTCTGTTGAAGACG 
TTTCCCAAAATGCCGCTGACTTGCAACAAATCTGTCGTGTTAGAAACAAGGATATCCGTA 
AGTTTTTGGATGGTATCTACGTTTCCCACAAGGGTTTCATTG 

YNL067W, 191 aa (SEQ ID NO 230) 

MKYIQTEQQIEI PEGVTVS IKSRIVKWGPRGTLTKNLKHIDWFTKVNNQLIKVAVHNG 

DRKHVAALRTVKSLVDNMITGVTKGYKYKMRYVYAHF PINVN I VEKDGAKFI EVRNFLGD 

KKIRNVPVRDGVTIEFSTNVKDEIVLSGNSVEDVSQNAADLQQICRVRNKDIRKFLTC 
VSHKGFIVEDM 

YNL075W, 1373 bp, CDS: 501-1373 (SEQ ID NO 231) 

TCGATGGATATCCCATCCAAGAACAGGAATACTGGGTTTTTGAAGACCAGAATGGAGATC 

TCTGAGGAAGAAAAGATGGTACGTACAATATCACGGCTTGACAATACGAGTATTGCAAAC 

AGTAATGGAAATGGTAATGATGACACCTCTAATCAGAGAACGGAAGCACTGGGGCGTAAG 

ACGAGTAATGGAGGGCGAATATGATTACTAAGTTAAATAAATCAGATACAGTATTTAAAG 

TTCTTTCAAAAAAAGATAATGTCATATATTTTACTATCTACGCAGTGAAAGAGTTCCTTC 

TAATGACACACTATTCACTTCGGGTAACGGATATTGTGTACTGAAAAATATAAAAAATTT 

TATCCCGGAAATGCGATGAGATGAAAATGCATGAAGTAGCGTATATATTGATTGCATGAG 

GTTTCACTTGAAAGGGCATATATACTCGGTTTTATCATTGATTCAAGTGTTCCCA 

AATAAAACAGTTAAATCGAAATGCTAAGAAGACAAGCCCGTGAAAGGAGAGAATATCTAT 

ACAGAAAAGCGCAAGAATTACAAGATTCTCAACTGCAACAAAAACGTCAAATAATTAAAC 

AAGCGCTAGCTCAGGGGAAGCCATTGCCAAAGGAACTAGCAGAAGATGAGAGTTTACAAA 

AGGATTTCAGATATGACGAAAGTTTAAAGGAGAGCGAAGAAGCAGATGATCTACAGGTTG 

ATGATGAATATGCTGCCACAAGTGGTATAATGGATCCAAGAATCATCGTCACAACATCTC 

GTGACCCAAGCACTCGTCTCTCGCAATTTGCCAAAGAAATTAAACTGCTATTTCCAAATG 

CTGTCAGGCTGAACAGAGGTAATTATGTGATGCCAAATCTAGTGGATGCTTGTAAAAAAT 
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CCGGTACTACAGATTTGGTGGTATTACATGAACATAGAGGTGTTCCAACTTCTTTGACCA 
TATC^CATTTTCCACATGGACCCA^ 

ATGATATTATAAATGCTGGTAACGAAAGCGAAGTGAATCCACATCTAATATTTGATAACT 

TTACTACCGCTTTAGGGAAAAGAGTAGTCTGTATTTTAAAGCACTTGTTC 

CCAAAAAAGATTCCGAAAGAGTAATCACTTTTGCGAATAGGGGTGATTTCAOT 

GACAGCATGTATATGTGAGAACAAGAGAGGGAGTAGAGATTGCCGAAGTTGGTCCTAGAT 

TTGAGATGAGGTTGTTTGAACTGAGGTTGGGAACTTTAGA 

AGTGGCAGTTGAGAAGATTCATAAGGACTGCCAATAAAAAAGACTATTTGTGA 

YNL075W, 290 aa (SEQ ID NO 232) 

MLRRQARERREYLYRKAQELQDSQLQQKRQIIKQALAQGKPLPKELAEDESLQKDFRYDQ 
SLKESEEADDLQVDDEYAATSGIMDPRIIVTTSRDPSTRLSQFAKEIKLLFPNAVRLNRG 
NYVMPNLVDACKKSGTTDLWLHEHRGVPTSLTI SHFPHGPTAQFSLHNWMRHDI INAG 
NQ S EVNPHL I FDNFTTALGKRWC I LKHL FNAGPKKDSERVTTF ANRGDF I S VRQHVYVR 
TREGVEIAEVGPRFEMRLFELRLGTLENKDADVEWQLRRFIRTANKKDYL 

YNL096C, 1418 bp, exonl: 501-644, intronl: 645-989, exon2 : 
990-1418 (SEQ ID NO 233) 

AAACACCTACTTATAGACACGACCAAACTTTCCACAACCTTTCATCAGAGAGAAATGTTG 

ATCAAGTTGAATGCGTGAAAGTAGCAATTCGAAACAACAACTACCTGTCATTCTGCATAG 

TAGTAGTTACGAAAGGCACAGAAAATAACAAAAAAAAAAAAAAAGTCAATTTTCTACGGT 

CTCCATCCGTACCTCTTTAAATCCGTACATTA 

AAAAGCGAGCGCCCTGGTAAAATGTGGTTCAAGCCTGCGAGCC 

CAAATGCAATTCAGTCACGTTCCACACAGTTTGGGTTTCCAG^ 

TGGGCTCACTAGGCGTTCATAATACGCGGAGGGGGAAATACCAAATGCTATTGATTATGG 
TTAAAATATGTGTTATTTGACTTTGTATATACAAACAGAAGAGAAACCAACACACTA^ 

ACTAGACACATAACTGACCAATGTCCTCTGTCGAATCCAAGATCTTATCCCAAGCTCC^ 

GTGAGTTGGAATTACAAGTCGCCAAGACCTTCATCGATCTAGAAAGCTCCTCTCCAGAAC 

TAAAGGCTGACTTGAGACCATTGCAAATCAAATCTATCAGAGAAGTATGTTAAAAGTTAT 

ATAATTTGGAAGCAGCAACATTGTGATTTCTTCTAAAGGGGTTCTTT 

CAAAAAAGAGTGATTTTGAGCAGTATCTGTATGAAATTTTC 

TAATTCCGAGAGCTGTCAATACCATGAACGTTGCGATGAGCCTTTGAACTATAAAGGCCT 

CCTTGGTCAGTACCAATATCGATGAATAAAATAGAAGCACGCGAAAAAGACCTTACCCCA 

AGGAGAAGAATCACAAACCCTTTTTTGTTATGAATGAACCAATTCAGTTACT 

TTCAACGCTGCTTGATTCTTATTGTTTAGATTGATGTCACCGGTGGTAA 

TCCTTTTTGTCCCAGTTCCAGCTTTGTCTGCATACCATAAGGTCCAAACCAAATTC 

GTGAATTGGAAAAGAAATTCCCTGACCGTCATGTTATTTTCT 

TGCCAAAACCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACTTTGA 

CTGCTGTTCACGACAAGGTTTTGGAAGACATGGTTTTCCCAACTGAAATTG 

GAGTTAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCCAAGGATG 

TTCAACAAATCGACTACAAGTTGGAATCTTTCCAAGCTGTCTACAACAAGT^ 

AACAAATTGTTTTTGAAATTCCAAGCCAGACCAACTAA 

YNL096C, 190 aa (SEQ ID NO 234) 

MSSVQSKILSQAPSELELQVAKTFIDLESSSPELKADLRPLQIKSIREIDVTGGKKALVL 
FVPVPALSAYHKVQTKLTRELEKKFPDRHVIFLAERRILPKPSRTSRQVQKRPRSRTLTA 
VHDKVLEDMVFPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLESFQAVYNKLTGKQ 
IVFEIPSQTN 

YNL162W, 1333 bp, exonl: 501-504, intronl: 505-986, exon2: 
987-1333 (SEQ ID NO 235) 

TTCATCACCAATATAGACTAATGCGTTTTGGAACGCCAAACCGCAGTGACAAATAGCAAA 
TATGTAGCTGTCATATCGGCATATAATAACAGTTTTCTACCAAATGCTGTCCTACATTCA 
GAGATCTTACATCCTTACATCTAAAGTAAAACCTAGACATTTACTTCGAGTTATACTTTT 
TTTTTATTTATCTATTTTTTCTCTTGCGGACATTTAACA 

GGACTGATCCTGCCAGGGAAGGGAGCTTTGTCTAGTGCCAATAGGCCGGACCAGTAGGAA 
GGTTACAGCAGCTGGCCCGCAGAGTGATTGGGTCACAGGAAATAGCGCAACCTTCTCTTT 
TGCCCGGGAAAGGCGGTTCAATCTACCTTCGAAGGGCTAGTACATGAGCGCGAAGGAGGC 
AGATAATAGCACCATTAAGTGGTCCAAATGCATCTTGAAATCTAATCCTTAATAGAGGAA 
AACAACAATTATCAGTAAAAATGGGTATGTTATAACCATAATTCCTAATGGTGAATAAAA 
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TCAGGACCAATAAAGAAAAGCTAATTTGATTTTTATTGTCAATGAAA 

ATGAATGCATAAACAGACACACCTAGCAACTGTATAATCTGCGCCTAAAAAGGGCGTATA 

CACAAAACTAAACGATGCGCAATAAAAGTTCAGCAGTCAGCAATGAAACCGAGATATGCA 

GCAACAGAGTATCATATGCATGGAGGATCCTTTCTGTTTTTCTGATAATATGCTCTGAAA 

AAGCTCCAAACAGCACAGTAGCCTATTTGTGAAGCTCAAAAAAGGC 

CTATCTTCAGATTGTGCAGTGATATTCTTTGAGGAAGGAAACGTAGAGGGGATAAGTTGG 

ATAACTGTTATTTCTTTTCAATATGCTAGATTTTGCTTACCACCTTACTC 

ATAATAAACTTTTTTACTAACATTAGTACGATGT 

CGTTCCAAAGACCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACA 

CAAGGTTACTCAATACAAAGCTGGTAAGGCTTCCTTGTTTGCCCAAGGTAAGAGAC 

TGACCGTAAACAATCTGGTTTCGGTGGTCAAACCAAGCCTGTTTTCCACAAGAAAGCTAA 

GACTACCAAGAAGGTTGTTTTGAGATTGGAATGTGTCAAATGTAAGA 

GACCTTGAAGAGATGCAAGCACTTCGAATTGGGTGGTGAAAAGAAGCA 

TTTGCAATTCTGA 

YNL162W, 116 aa (SEQ ID NO 236) 

MVRCLIYFFYLVNVPKTRKTYCKGKTCRKHTQHKVTQYKAGKASLFAQGKR^ 
GGQTKPWHKKAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YNL178W, 1223 bp, CDS: 501-1223 (SEQ ID NO 237) 

GGTCCACGTCAGTTCCACACAATAACATTTACGTAGTGTTCACGCGAAGCAGTTACATCT 

CAACTAACATAATTGCTGGTGAGCCTACAACACTGCATGCGTAAACGTCAACGGGATTAC 



CATGTTCCTTTGGAATAATCTAATTCCTCATGATTAAATGAGACTGTTO 

AACATCCATACCTTTCCTGTATAATATTCTTGCTGTAAAGTTTGTTTTTTT^ 

AACATTTTCTTTTCTTGAGATGAGGCGCCGCGAGCCTTTCTCCCATC 

TTTCCAAATCAATGCAGCTCTTTGAAATACAACAGCATTTTTCATACATTTT 

TCTAGTTTGTAGATATTGTTAGATTAGTTTTTGAACATTGTTTTGATAAC 

ACAGCAAACAAACTACAAAAATGGTCGCTTTAATCTCTAAGAAAAGAAAGCTAGTCGCTG 

ACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACCAGAGAATTAGCTGAAGAAGGTT 

ACTCCGGTGTTGAAGTCCGTGTCACTCCAACCAAGACCGAAGTTATCATCAGAGCTACCA 

GAACTCAAGATGTTTTGGGTGAAAACGGTAGAAGAATCAACGAATTAAC 

AAAAGAGATTCAAGTACGCTCCAGGTACTATTGTCTTATATGCTGAAAGAGTTCAAGACC 

GTGGTTTGTCCGCTGTCGCTCAAGCTGAATCTATGAAATTCAAATTGTTC 

CTATCAGAAGAGCTGCTTACGGTGTCGTCAGATACGTTATGGAATCTGGTGCTAAGGGTT 

GTGAAGTTGTTGTTTCCGGTAAACTAAGAGCTGCCAGAGCTAAGGCTATGAAAT^ 

ACGGTTTCTTGATTCACTCTGGTCAACCAGTCAACGACTTCATTGACACTGCTA^ 

ACGTCTTGATGAGACAAGGTGTTTTGGGTATCAAGGTTAAGATTATGAGAGACCCAGCTA 

AGAGCAGAACTGGTCCAAAGGCTTTGCCAGATGCTGTCACCATCATTGAACCAAAAGAAG 

AAGAACCAATTCTTGCTCCATCTGTCAAGGACTACAGACCAGCTGAAGAAACTGAAGCTC 

AAGCTGAACCAGTTGAAGCTTAG 

YNL178W, 240 aa (SEQ ID NO 238) 

MVALI SKKRKLVADGVFYAELNEFFTRELAEEGYSGVEVRVTPTKTEVI I RATRTQDVLG 
ENGRRINELTLLVQKRFKYAPGTIVLYAERVQDRGLSAVAQAESMKFKLLNGLAIRRAAY 
GVVRYVMESGAKGCEVWSGKLRAARAKAMKFADGFLIHSGQPVNDFIDTATRHVL^QG 
VLG I KVKIMRDP AKS RTG PKAL PDAVT HE PKEEEPI LAP S VKDYRP AEETEAQAEP VEA 

YNL182C, 2168 bp, CDS: 501-2168 (SEQ ID NO 239) 

CTTTGATAAATTAATACGGTAAGATACCGTGTGAACTATTATAATAACTGCCACGCTTAT 

AGCATGTACGCTATACATTTACGTGCTGAGCTCCTAGGAAAGCTCATGAGCAGCCACTGT 

ATCGTGGAGCATAACTACAACAAAGAATACACAGCGTCACATAGAGGGTTTTTGAGAGGA 

GAAGTTGAAATAGGACTTGATCTTGGGGGAGAGGGGATTTGAAAGCACCCATTCAGGAGT 

ATGTGTCTGTAATTGAAGTGTTAGCGCGCGATTCACCTGTAATAAGAGTGATGATTTGAT 

AGCGC CATTCT AC ATC ATATGGC AAATGTTCAAAAACTGTACGCG CGAACT AAAATTTTT 

TTTTAC ATC CCACTAAATGAAAATTTTAAATCG ATGC CCATTCC AAATATGC TT ATTCGA 

AGGACGGCTCTGACAAGGGCATATGCGTTAAGATTGATTGTTCAATATTCATAAAACAGG 

ATCTTTCAAGGGACGATAAAATGGATGAGCAAGTTATTTTTACAACAAATACCTCAGGAA 

CAATAGCTTCTGTACACTCATTTGAACAGATAAATTTGAGGCAATGCTCCACTCAATCAA 

GAAATAGCTGTGTTCAAGTAGGAAATAAATACCTTTTTATTGCT 
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TAATCAATGTCTACAATCTGTCAGGTTC 

CATTACCTGAAATCCTAAAATGTCTGGAAGTAGTTGAAAATGATGGTGTGCAGTATGATA 

GAATTCAAGGTGTCAATCATAATTTACCAGACTTCAATCTTCCGTACCTTOT 

CCACCGAATCGGGTAAATTGTACATATGGGAGTTAAATTCAGGGATTTTATTG 

AGC CTATGGCTCATTAC C AAAGTATCACC AAGATTAAGTCCATTTTAAACGGCAAGTATA 

TTATTACTTCTGGTAACGATTCGAGAGTTATTATATGGCAAACTGTTGACTTGGT^ 

CGTCCAATGATGATCCTAAGCCTTTATGTATCCTTCACGATCATACTCTACCCGTGACAG 

ATTTCCAAGTTTCTTCTAGTCAAGGAAAATTTTTATCATGTACTGATAC 

CAGTATCTCAAGATGCTACCATTAGATGCTATGATTTGAGTTTAATAGGCAGCAAAAAGA 

AGCAGAAGGCAAACGAAAATGACGTTAGTATTGGTAAGACCCCAGTATTGCTTGCGACAT 

TTACAACTCCTTATTCTATCAAATCCATTGTACTGGATCCTGCTGACAGAGCATGCTATA 

TTGGTACTGCGGAAGGTTGTTTTTCATTGAATTTATTTC 

TCGTTAATCTGCTACAGTCCGCCGGAGTAAACACAGTTCA 

TAGTGCAACGTAACTCACTAACTGGCGGCGAAAATGAAGATTTGGATGCACTATATGCAA 

TGGGCCAACTTGTCTGTGAGAATGTCCTAAATTCAAATGTGTCATGCCTAGAAA 

TGK2ATGGTACATTATTATTGATCGGTGATACGGA 

ACTCAAAACAAATCATTAGAACTATCCAAACTTTAACTACATCACAGGATTCAGTTGGA 
AAGTGACCAATCTCTTAACCAACCCTTACAGACTCG 

GAGAATCCA7VAGGCAAACAACCTAGTAATAATAATGGTCACAATTTTATGAAGATACCAA 
ACTTACAAAGAGTTATCTTTGATGGTAAAAACAAAGGCCATTTACACGATATTTC 
AGATAGGAGAACCAGAAGCAGAGACAGATCCTAACCTCGCATTACCACTTAACGACTTTA 
ATGCCTATTTGGAGCAGGTCAAAACGCAAGAATCGATATTTTCACATATCGGTAAGGTC 
CAAGCAATGTAAAAGTGATTGACAATAAAATCGACGCCACTTCATCTTTAGACAGCAATG 
C CGCTAAAG ATGAGGAAATTACAGAACTTAAGAC CAACATAGAAGC ATTAACTCATGCCT 
AC AAGGAGTTACGTG AC ATG C ACGAAAAGCTGTACGAGG AAC AC C AAC AGATGCTTGACA 
AGCAATAA 

YNL182C, 555 aa (SEQ ID NO 240) 

MDEQVIFTTOTSGTIASVHSFEQINLRQCSTQSIWSCVQVGNKYLFIAQAQKALIN\nfNL 
SGSFKRESVEQRLPLPEILKCLEVVENDGVQYDRIQGVNHNLPDFNLPYLLLGSTESGKL 
YIWELNSGILLNVKPMAHYQSITKIKSILNGKY^ 

PLC ILHDHTLPVTDFQVS S SQGKFLSCTDTKLFTVSQDATIRCYDLSLIGSKKKQKANEN 
DVSIGKTPVLLATFTTPYSIKSIVLDPADRACYIGTAEGCFSLNLFYKLKGNAIVNLLQS 
AGVNWQKGRWSLVQRNSLTGGENEDLDALYAMGQLVCENVLNSNVSCLEISMDGTLLL 
IGDTEGKVSIAEIYSKQIIRTIQTLTTSQDSVGEVTNLLTNPYRLERGNLLFEGESKGKQ 
PSNNNGHNFMKIPNLQRVIFDGKNKGHLHDIWYQIGEPEAETO^ 

KTQESIFSHIGKVSSNVKVIDNKIDATSSLDSNAAKDEEITELKTNIEALTHAYKELRDM 
HEKLYEEHQQMLDKQ 

YNL190W, 1115 bp, CDS: 501-1115 (SEQ ID NO 241) 

AATGCGCTCCCGTACGTCAGTGGCTGTTGCTGAAACGAGACAATTTCTCAATTCGTTTGT 

TTGTGTACTGTATTTGTTATCTTTACTATATATATGTTGTTAAGTTT 

GTGCTCACTTCTCTCGTCTTTTATTAGGTGTGTC 

ATTACTTTATATAGTGTAGTTTGTTCTTGAATG^ 

TTGTTATTTAGAAACAGTCTATCTGGTTTAACTTAAACGAGTGAGCTTAAGATAATCTC 
CTACAAGAAAACCAAGCTTCTATTACTTTGTTTC 

GAATTTTCCTTTAAGGAGTAACTTAAGCATTTAGCTGCACATTAAACACTTT^ 

CTTCTAACTCACACACTTTTGGAAGAACATTTATTTTTTCGACCTTCT^ 

CAGCGCTTTATAATTGAAATATGAAGTTCTCTTCTGTTACTGCTATTACTCTAGCCACCG 

TTGCCACCGTTGCCACTGCTAAGAAGGGTGAACATGATTTCACTACCACTTC 

CATCGGACGGTAGTTTAACTACTACCACCTCTACTCATACCACTCACAAGTATGGTAAGT 

TCAACAAGACTTCCAAGTCCAAGACCCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TCAACAAGACTTCCAAGTCCAAGACTCCAAACCATACCGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAATCCAAGACTCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TGAACAAAACCAAACATGACACTACCACTTATGGTCCTGGTGAAAAGGCCCGTAAGAACA 

ATGCCGCCCCTGGTCCATCTAATTTCAACTCCATAAAATTGTTTGGTGTTACCGCTGGTA 

GTGCTGCCGTAGCCGGTGCCTTATTACTATTATAA 
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YNL190W, 204 aa (SEQ ID NO 242) 
MKFSSVTAITLAWATVATAKKGEHDFTTTL^ 

KTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFN1CTSKS 
KTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFNKTKHDTTTYGPGEKAR^ 
NFNS I KLFGVTAGSAAVAGALLLL 

YNL208W, 1115 bp, CDS: 501-1115 (SEQ ID NO 243) 
GGTTATACACATATATATATTTTTCATTTTT 

GTTTTAGTTCTGTATATCACGATCAAGATATCATACAATCATAAATTCAAOT 

GTTTCCCCTCTTGAGGCATCAAACGAGTGTTTGACTGATACACACCAACATAC 

ACTTTTCTGGCTGCCCAAAGCTGTGGCACGTATGAAACTGCTTT^ 

ACCATGTGGAGTTTTTACTGTATTCGCATTTCGCCCCGCTAGCATTCTTC 

AAAATGAGGCGTGGGCTAATATTCAGTATTAATAATTCCGGCACCCGCACAGCCCATACC 

GGAAAAGGGGCTGGCTGTTGGGCTTGGCAAAAAACTCAATCTGAGCAGT 

AAAGACTTTAATTTGTCTTGCTAAACACTTCTAAGCCTTC 

CAATCTAACAAGTGTCCAAAATGTCTGCAAACGAATTCTACTCAAGTGGCCAACAAGGTC 

AATATAACCAGCAAAACAACCAAGAAAGAACTGGTGCTCCAAACAACGGTCAATATGGTG 

CCGACAATGGTAACCCCAACGGTGAACGTGGTTTATTTTCCACTATTGTAGGTG 

CCGGTGCGTACGCTGGATCTAAGGTGTCGAACAACCATTCTAAGTTGAGTGGTGTGCTGG 

GCGCCATAGGTGGTGCATTCCTTGCCAACAAGATATCTGATGAGCGTAAAGAGCATAAGC 

AACAAGAGCAATACGGCAACTCAAACTTCGGAGGTGCTCCTCAAGGTGGACACAACAACC 

ATCACCGTCAGACAATAACAACAATAACGGTGGATTrGGCGGTCCAGGCGGCCCTGGC^ 

TC AAGGTTTCGGAAGACAAGGCCC ACAAGGATTTGG AGGTC CTGGT C C ACAAGAGTTTGG 

TGGTCCAGGTGGCCAAGGATTCGGTGGTCCAAATCCTCAAGAATTCGGCGGCCAGGTGGC 

CAAGGATTCGGTGGTCCAAACCCTCAGGAATTCGGGGGCCAAGGTCGTCAAGGATTCAAT 

GGCGGTTCACGTTGGTGAATGGCTCAACAGAGTGA 

YNL208W, 204 aa (SEQ ID NO 244) 

MSANEFYSSGQQGQYNQQNNQERTGAPNNGQYGADNGNPNGERGLFSTIVGGSAGAYAGS 
KVSNNHSKLSGVLGAIGGAFLANKISDERKEHKQQEQYGNSNFGGAPQGGHNNHHRQTIT 
T I TVDL AVQ AALAVKVS EDKAHKDLEVLVHKS L WQVAKD S WQ I LKNS AARWPRIRWSK 
PSGIRGPRSSRIQWRFTLVNGSTE 

YNL210W, 1313 bp, CDS: 501-1313 (SEQ ID NO 245) 

TCATAACGGGTTCTTTTCAAAAAACCGTAAAAATTTGAGGTCACACCAACTAAATACAAA 

TTGTTTCATCACGGTGACTATATCAAGAACnTCGTAAGGAAACATTTAGA 

TAGTAAAGTTTCATCAGCAATCTTATCTGAGTAATATTATCTACGATCTAAATATAGGAT 

GATCTGCCGATTTAGGAATCGTACTGTAGATTGCTCTTGGCGACAGATATAGTGAAATAC 

CTTTTACAAAGTGGATAGACMTTGCCTATCACTACCGCC^ 

TTGAGAAAACGGTAAACTTTGAAAGTTGCAGATGCAGAATATATATCTGGTTTTC 

CTATCCGCTAAACGGGACGATCGCATTTTAGCCGCCGACAGTGTTAATATAAGTAATGAA 

C TTGGGTTAATTTGATT ACGCGTC AC AGCTACT AATAAAAT AAG ACC GAGAGTTTTAATC 

AGCTAGTGCATACCAAAACAATGAGTAACCAACACAGCCCTCAGCCATTTTGTTTGGACA 

CO^AATTGGTGAAACTATTAGAAGAGCTCCAGGAGGGAAAGCAATTCAACAATAAAAACA 

TATTCCCGGAAAAAGCATTATATTTGAAGCTCGCTCTTGATTATTCTTTCTTCAGAAAGA 

ATTTACTAGAGTTTTGCGTCCACCTTGACAAGATAAAAGGAGTCATTAGACCAAACTATG 

ACACTATATATATTTTGTGCCTGTTGGAGGTGGATCTCCTCAATCTGGTATTTACCGACA 

ATATATTGGAAATATGTTTGCCCAGGTTTGTTTCAAGG^ 

ATACTTTTTACACATATCACGATAACCGCCTACGTATTCTCCAAGAAGACTTTTC 

TGTTCAAAAAAATCAAAACTAAGGCTTCTGTACTATGTTTTACAGTTGAGGAAAT^ 

TGACAAACCAAGAAATTTTACCTCAAAACTCAACAGTGGCAGAACTGCAAAAGAGCACTA 

ATAAAGTACAGACAAATGGGCCGCAACGGCACGATTTCATAGTCACTCTAGAAATAAAAC 

TGAACAAAACACAAATCACTTTCCTCATTGGAGCTAAAGGAACGAGAATTGAAAGCTTGA 

GGGAAAAATCAGGCGCCAGCATAAAAATAATACCTATTAGTGATAAAATGACTGCACATG 

AAAGGAACCACCCTGAATCTGTTCAACAAACAATACTAATTTCGGGTGACTTATACTCAA 

TTGCATTAGCCGTCACCAGTATAGAGTCTGCATTAATTACTTTGGATTTATAG 

YNL210W, 270 aa (SEQ ID NO 246) 

MSNQHSPQPFCLDTKLVKLLEELQEGKQFNNKNIFPEKALYLKLALDYSFFRKNLLEFCV 
HLDKIKGVIRPNYDTIYILCLLEVDLLNLVFTDNILEICLPRFVSREDLRVFNNTFYTYH 



I 
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DNRLRILQEDFSQLFKKIKTKASVLCFTVEEIFLTNQEILPQNSTVAELQKSTNKVQTNG 
PQIUIDFIVTLEIKLNKTQITFLIGAKGTRIESLREKSGASIKIIPISDKMTAHERNHPES 
VQQTILISGDLYSIALAVTSIESALITLDL 

YOL031C, 1766 bp, CDS: 501-1766 (SEQ ID NO 247) 
AGTTTTTTTTCTCGAGAAATTGTGAAC 

AGAGAAACAACGAAGAAAGAACAACAATGTTGGGGTTCACCCGAGAGATATTGACATACT 

GACCTTAGAAAAGGCATTACTGAGGCTACTGACTAAAGCGCGTTACATAAATGCATAGTA 

TATTTCTTGTTGTATACGC AGCGG C CAACTAGTGGCAGCAAGAATGTAATGAACGATTCA 

TCTGCAGK5TTTGGAGGCCGCAACTAGATCAAAACGTAAATAGCGGGTGAAGTC 

CGTTAGAAGTAACGTCCGCAGATCGAAGCTAAACACGAGATTAGATTTCGGGTAACGGAA 

TTGTGATAATTAAGAAAGACCAGACTATGTGAAAAGGCCACGTAAATGATAGAGCACACA 

TTAGCAACTATAATAGACTAGTTTTCGCATCGCTGGAAGTTCTCGATATTGAATATCACT 

TCCAAGAACGCAAACTTAGAATGGTCCGGATTCTTCCCATAATTTTGAGCGCCCTATCTT 

CGAAATTAGTGGCGAGTACAATATTGCATTCATCCATACACTCAGTGCCATCTGGAGGCG 

AAATCATATCTGCAGAAGATCTTAAAGAACTTGAAATTTCAGGGAATTCGATC 

ATAATCGTTGCTATCCTAAGATATTTGAACCAAGACACGATTGGCAGCCCATACTGCCAG 

GTCAAGAACTCCCCGGTGGTTTGGACATTAGAATAT^CATGGACACAGGTTTAAAAGAGG 

CAAAACTAAATGATGAGAAGAATGTCGGTGATAATGGTAGC(^TGAGTTAATTGTATCTT 

CAGAAGACATGAAAGCATCGCCTGGTGACTATGAATTTTCCAGTGATTTCAAAG 

GAAAGATCATAGATTCTAACCCGACTTTATCTTCACAGGACATTGCCAGATTGGA 

GTTTTGATAGAATAATGGAATTTGCGCATGATTAC 

ATGAATTCGCCCTCTTGGCCAACCTTAGTCTCAATGAAAATTTGCCGTTAACA 

AGCTCAGTACTAGAGTCATTAC(^GCTGCTTGAGAAACAATCCTCCTGTAGTCGAGTTCA 

TTAATGAAAGTTTTCGAAATTTTAAAAGCAAAATCATGGCCGCT^ 

ATTCTAACCACAGATCCTCTAATATCCTAATAAAAAGATACTTGTCCATTTTAAACGAAT 

TACCTGTCACATCCGAAGATCTTCCTATATACTCTACGGTTGTTTTACAAAATGTATATG 

AAAGAAACAACAAGGACAAACAGTTACAAATAAAAGTCCTGGAGTTGATCAGCAAAATTT 

TGAAGGCCGACATGTACGAAAATGACGATACAAATCTAATTTTGTTCAAAAGAAATGCTG 

AGAATTGGTCGTCAAATCTGCAAGAGTGGGCAAACGAGTTCCAAGAGATGGTC 

AAAGTATAGATGAACTACATACAAGAACGTTTTTTGACACCCTTTACAACTTGAAG 

TTTTCAAAAGTGACATCACGATCAACAAAGGGTTTTTGAATTGGTTAGCGCAACAATGTA 

AAGCCAGGCAATCTAACTTGGACAATGGGCTCCAAGAGAGAGATACTGAACAAGACTCAT 

TTGATAAGAAACTTATCGACAGCAGACACTTGATCTTTGGCAACCCCATGGCTCATAGAA 

TAAAAAATTTCAGAGATGAACTCTGA 

YOL031C, 421 aa (SEQ ID NO 248) 

MVRILPIILSALSSKLVASTILHSSIHSVPSGGEIISAEDLKELEISGNSICVDNRCYPK 

IFEPRHDWQPILPGQELPGGLDIRINMDTGLKEAKLNDEKN7GDNGSHELW 

PGDYEFSSDFKEMRNIIDSNPTLSSQDIARLEDSFDRIMEFAHDYKHGYKIITHEFALLA 

NLSLNENLPLTLRELSTRVITSCLRNNPPVVEFINESFPNFKSKIMAALSNLNDSNHRSS 

NILIKRYLSILNELPVTSEDLPIYSTVVLQNVYERNNKDKQLQIKVLELISKILKADMYE 

NDDTNLILFKRNAENWSSNLQEWANEFQEMVQNKSIDELHTRTFFDTLYNLKK 

INKGFLNWIJVQQCKARQSNLDNGLQERDTEQDSFDKKLIDSRHLIFGNPMAHRIKNFRDE 
L 

YOL048C, 821 bp, CDS: 501-821 (SEQ ID NO 249) 
TAAGTACATGATTTTTGTTTGCATTGATATGACTT 

TT ATTTGTT AAC CGT AGGGGTTTT ATG AAGTGCTG ACG AATC CTGTTT ATTGG AAGCAT A 

TTTTACTGTTTGCGGTTTGCTATGCCCTGATTTTTGTCACTA 

TCACACTTGTACCGCTTTTAGTGAGATGGGCCATACTC 

TACTGGTTCATATTCAATGGATTTTACAAACGAATGTCTTGACTGCCTTT 

CACTGGTCCTGACCCATATTACGAATCAGATATTTGATATATCTTTGGTGTTGCAAGACC 

AAGATGAATTTCTAAACGAGGTGAAGGTATTGCCTAAACCACAAAAGCCACATAGAAAAA 

TCGATGAACCTGATGCGGTGAGAAATTTCAACACAATAAAGGGAAGTCGGATTTTO 

TTCCCAGATTACTATTCAGAATGTTTTTTAAAGTC 

TGTCGCTAATTCCTATTGTAGGACCAATCTTGGCAAATCAACTAATGGCCCCAAAAAGAA 
CCTTTACCTATTTGCAGAGGTACTTTTTACTAAAGGGATTCAGTAAGAAACAGGCCAAA 
ATTTTCAGTACGAGCATTACGCAAGTTTCATATGTTTCGGTATGTCTGCCGGTCTACTAG 
AGTTAATACCCTTCTTCACAATAGTCACCATATCTAGCAACACTGTTGGTGCAGCTAAAT 
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GGTGTACTTCGCTACTAAAGGGTGAAAGAAAGAAGGAATGA 
YOL048C, 106 aa (SEQ ID NO 250) 

MFFKVSNFTSLTLLSLIPIVGPILANQLMAPKRTFTYLQRYFLLKGFSKKQAKDFQYEHY 
ASFICFGMS AGLLELI PFFTI VTI SSNTVGAAKWCTSLLKGERKKE 

YOR010C, 1256 bp, CDS: 501-1256 (SEQ ID NO 251) 

ACATTTCCCAAAAAAGACATTTCTGTCCAA 

CATAGGCAAAGAAAGAAAAGAAGAAGTTCATCTTTAAAAC^ 

GTTCCTCGTAAAGGACACACGAAAAAAATAAACAGTACCTTGCAGAAGGAGTGCAGAGTT 

AGGTCGCAGGGAATCCTTGAAAGCCAAGAGTTTTTTTTCCGTAATC 

CCATCAACATTGTGGTGCAAAGTTTAGTGTAAGATGTTCTACTGA^ 

GAGCATCATGTGAGTAAACGAGTAAGCAAGAAAAC^CAAAGTAATGTTCAACTTTCGTA 

ACTACGGAAAATAATATATAAGTAGTTAACGAAATTCGAACAATGAGAGCTCTCACATAT 

CATCTTCTTTTCCAGTTTAGCCATTATCAGCACAATAATACAAAACACAC 

GCTTC^CTATAACAAAAAAATGGCTTACATCAAGATCGCTTTATTAGCTGCTATCGCTG 

CTTTGGCTTCTGCCCAAACTCAGGAAGAAATTGACGAATTGAACGTT^ 

TTAAGTCCAACTTGCAAGAATATATTAGTTTGGCTGAAGATTCTTCATC 

TAAGCAGTCTGCCATCTGGTGTTTTAGACATCGGTTTAGCTTTGG^ 

ACTCCTACACTACTTTGTACTCTGAGGTTGACT^ 

TGGTTCCATGGTATTCTTCCAGGCTTCTACCAGAATTGGAATCCTTGT^ 
CCACCGCTGCCTCTTCTACTGAAGCTTCTTCTGCTGCTACTTCTTCCGCTGT^ 
CCAGTGAAACTACTTCTTCTGCCGTCGCTTCCTCCAGTGAA 
CTTCTTCCAGTGAAGCTTCTTCTTCTGCTGCTACTTCTTC 

AGGCTACCTCTTCCACCGTCGCTTCCTCTACCAAGGCTGCCTCTTCCACTAAGGCTTCTO 
CCTCTGCTGTTTCTTCAGCTGTTGCTTCTTCCACCAAAGCCTCCGCCATTTC 
GTGATGGTCAAGTTCAAGCCACTAGCACTGTTTCCGAACAAACTGAAAACGGTGCTGCCA 
AGGCTGTCATCGGTATGGGTGCTGGTGTCATGGCCGCTGCCGCCATGTTATTATAA 

YOR010C, 251 aa (SEQ ID NO 252) 

MAYIKIALLAAIAALASAQTQEEIDELNVILNDVKSNLQETYISLAEDSSSGFSLSSLPSG 
VLDIGLALASATDDSYTTLYSEVDFAAVSKMLTMVPWSSRLLPELESLLGTSTTAASST 
EASSAATSSAVASSSETTSSAVASSSEATSSAVASSSEASSSAATSSAVASSSEATSSTV 
AS STKAAS STKAS S S AVSSAVASSTKASAI SQI SDGQVQATSTVSEQTENGAAKAVIGMG 
AGVMAAAAMLL 

YOR019W, 2693 bp, CDS: 501-2693 (SEQ ID NO 253) 

CATTGATCTCGAGCACAGCTGCTCTTTTCTCTCAATGAATTACGTTATATGTTAATCACA 

C AAGCATC AGTTTTTC ATCGC AAAAGAAAATATTTAGAGTTC TTGC AATTC AG ATGT AC C 

TCAATTAATAACTCAATCACCTCCTATGTTCTTGCTGGTAGTACTGCTTTTGTCTT 

ACTGCTGAATCAGCCTTCTAGAAGACCGTTCTGTTTCAGCCGCTCGCCCCTTTTCAAAGC 

TTGCGCGGCTGAGTTTTATGAGGGGCGGCTTTTTTGTC 

TAGCAATATGATTTGCAGATAGATACATATATATCCTTCTGGGTTCATGTCTCGTT 

TCCACACTAATGCATAGGACCAGAAAGAAAGGACATCGAATCCAACACGTATTAAAATAA 

GGACTCOTCATTAAAAAGGCTTTTAATATTCAACTTGCTATAGATCACG^ 

CAAGTCAACCTTAAATTATTATGATTTCTGTTTGCCCACAAAATGACTO 

ACAGAAGCCTCACATTCGATGTTCCAGGAC^CAATTCGAAGAGAGAAATGAACAAAACC 

TTAAAAAACGGGCCAAAAAGAAAGGCAGTTTCCAACCATCTGTTGCCTTTGACAOVGTGC 

CTTCCACCGCTGGTTA1TCTTCTATAGACGACAGCAGGGAAGGATTCAAAGGTGTACCTG 

TTCCGAACTATTACACGATGGAAGAGTGCTATGACGATGAA^ 

ATTTGCAATATTATTTGAGAGATACATTCCAATCATCACCTTTTCTGAATACTAG 

AGAACAAATCTGAATCCAGTAGTTTTCCAATGAGATCCTC 

CTGAGATCAAAAAATATTTCTTGGTATCCAAGA^ 

CAAGCACGCCAGTAATTGTCAACGAAACGTTGATGATAAACAGGTTTGAAA^ 

TAAAGTTATGGCGCCAAAGAAAACTACAAATAAATGAAAGGCTGAATGACAAAAA 

GGTTTACTTACCCAGAACTTATCTTCTCTGAAGAGCGTATTAAACCGTTATATAGAGGAG 

ATGATAGTGCACCATGTACAAAAGAACAAAAAAGAAAGCATAAAATACTTCAACAAAAGG 

TCGGATATCCCAATAACCCTAAGACAATAGTTTGTCACATTAACGGAAAAAAACATACGT 

GGGTTGCCCTAGACTGGACAGTCTACAAGTTTGCACGAAATCTTGATCACATTG 

TAACTACACTGCCAAAAATGATTTCTAACAGGAAAAAAACTGCAAAAGATGATACAGAAT 
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GGGCACCOSGATATCAAAAAGAAGT^ 
TTTTACAGCTAGTAAAAGTGGTCAAAATATCCGTC 

GCAAAATTAAAAAAAGTCTGGTAGATGTCATTAATGTCCATACTCCAGATTTCTTAGTTC 
TTGCTACTTTAAAGCACGAGCGAAATGAGAATCTTATTACATATAAATCCAAAAAGCTGA 
CAGATGTCTTTCCTGTTAGTTATCCGATTCCCACATTTGTTC 

ATTCGTTCGAACTGAATCTACAAAGAGAAGTAAATGAACATTATGTCTCAAAAAATC^ 

TGAAGCACGAACACACTGACGTTGAGAGCATGAGCAGTTCAATGTTCAAAAAAAATACAA 

TATCAGATATTTCTTCACATATTTCCGTAGATTC 

GCTACATCAAAAAGCAGTTCAACACCTCTAATGATTCCATTCCAAGAAAATTGACCGGTC 
TCGCCCAGCATTCAAGAAGGAAGATCACGGGTGATATAGAAAAATTACAAGACGATGAGA 
AAGATAGAGAATGTACTAAGGAAAAACTTTTGTTGAAGAAAATTGATATCATAATTAG 
AGTCATTGAAGTCTTCTTTAGCGATAGAGACGTTC 

GTCACGGTGACCAAATTTCCAGCTTTAAGAATGCTTTGATAGGCAATGGGTC 

CAAAGTTTAGAAAATCTTTAATACCATATTCTTCCTCAGAGGAACAAAATACCACAACAA 

CTATTAAACTCAGTAGCTCGCCTACGTCCCAAATCAAGTTTGCAACCTCTGTAAAACACA 

AAGATGGAAGAGC CGCC CTTGGC AAAGCC AGAAATCTGCCTGATATAAGGCACAGTATTT 

CCTTCGACAAAGAAAATTCCTTTGATCCATCTGATAAAAGCAGTAGTGTTGATAATAG^ 

TTCCTTTGAGGAAAGTTAAAAGTGCCGGTGCGTTAAGAAAAGTCAAAACTAATGAC 

CAAGTAGTGCAGGGTCAAAGAAAAGCTCGTCTAGTTTTAGTACTGTGAACACCTTCACTG 

GGGGTGGAGTTGGGATTTTTAAGGTGTTTAAAAGTGGAAGTTC 

CCAGTAGAAGGAATAGTAGCAGTGGCGATGTTTTTGAAAGTGATGATCGTAACGACAAGA 
AAAAGAAGAAGAAAAAAAAGAAGAAATCATTGTTCTTATTCGGCAAAATATGA 

YOR019W, 730 aa (SEQ ID NO 254) 
MISVCPQNDLQKCraSLTFDVPGQQFEEIttfEQN^ 

SIDDSREGFKGVPVPNYYT^ECYDDETDSFSPNLQYYLRDTFQSSPFLNTRK 
SFPMRSSKLLEKNSDIKKYFLVSKNGKIVRRDYPSTPVIVNET^ 

KLQ INERLNDKKKWFTY PEL I F SEERI KPLYRGDDS APCTKEQKRKHKILQQKVGYPNNP 
KTIVCHINGKKHTWVALDWTVYKFARNLDHIWITC 

EVIDQKLNDIFDYILQLVKVVKISVKITLEIIVGKIKKSLVDVINVHTPDFLVLATL 
RNENLITYKSKKLTDVFPVSYPIPTFVVPSKRMYSFEL^ 

VESMSSSMFKKNTISDISSHISVDSYAEDFKRQGYIKKQFNTSNDSIPRKLTGLAQHSRR 

KITGDIEKLQDDEKDRECTKEKLLLKKIDIIIRESLKSSLAIETLPGKNVSQSSHGDQIS 

SFKNALIGNGSKNTKFRKSLIPYSSSEEQNTTTTIKLSSSPTSQIKFATSVKHKDGRAAL 

GKARNLPDIRHSISFDKENSFDPSDKSSSVDNSIPLRKVKSAGALRKVKTNDSSSSAGSK 

KSSSSFSTVim'TCGGVGIFKVFKSGSSSGNKSSSRra^ 

KKSLFLFGKI 

YOR027W, 2270 bp, CDS: 501-2270 (SEQ ID NO 255) 
AATTTTCCCCCCGTCATAAGTTCCTATACACGGCTGGCTCTGATGGCATAATTTCATGCT 
GGAACCTACAAACCCGCAAGAAAATAAAAAATTTCGCCAAATTTAACGAAGACAGCGTGG 
TTAAAATTGCTTGTTCGGACAATATTCTATGTCTGGCAACTTCTC 

CAAACGCCGCAATTGACCAAACTATTGAACTAAACGCAAGTTCAATATACATAATATTTG 

ACTATGAGAACTGATATCTTCGTGAAGATTCGTGTAGTATGATAGAACATTCCAGAAAAA 

AAATTCAGATTCATCGCTCTCTCTTCGCTTCTCCTCCTTTAAGGAATAAAGAAAAAAT^ 

CATACATAGATTAAGTAAATAGGATCTGCTAGAAAAATTATATATAGATCAATCATCTTA 

TTAAGGTATCTTGTTTAAGCCCAAAAGTCTGCTCCCAAATTCCTCACTGTAGCTACTA^ 

ACAACCTATACGCAAGAAAGATGTCATTGACAGCCGATGAATACAAACAACAAGGTAACG 

CTGCATTTACCGCTAAGGATTACGATAAAGCGATAGAGCTCTTCACTAAAGCTATTGAAG 

TTTCTGAAACTCCAAACCATGTTTTATATTCTAACAGGTCCGCCTGTTATAC 

AGAAATTTAGTGACGCATTGAATGATGCTAATGAATGTGTCAAAATCAATCCATC 

CTAAGGGTTATAATAGACTCGGTGCCGCCCACTTAGGTCTTGGCGATCTCGACGAAGCTG 

AAAGCAACTACAAAAAAGCCTTGGAGTTGGATGCCAGTAACAAGGCCGCCAAAGAAGGAT 

TGGATC^GGTTCATCGTACCCAACAGGCAAGACAGGCACAGCCTGATTTAGGGTTGACAC 

AGTTGTTTGCTGACCCAAATTTAATTGAAAATTTAAAGAAGA^ 

TGATGAAGGACCCTCAATTAGTGGCTAAACTGATTGGGTACAAACAAAATCCGCAAGCTA 
TTGGCCAAGATCTGTTTACTGATCCAAGATTAATGACCATCATGGCTACATTGATGGGGG 
TTGATTTAAACATGGATGATATAAACCAATCAAACTCCATGCCAAAGGAACCGGAAACCA 
GTAAAAGCACTGAACAAAAGAAAGATGCTGAACCACAAAGCGATTCCACTACGAGCAAGG 
AAAATTCCTCTAAAGCACCACAGAAAGAAGAAAGTAAGGAATCCGAGCCAATGGAAGTTG 



WO 01/02550 



85/161 



PCT/BE00/00077 



ATGAAGATGACTCTAAAATTGAGGCCGACAAGGAAAAGGCCGAAGGTAACAAGTTTTACA 
AGGCACGTCAATTCGATGAAGCTATAGAGCACTACAACAAGGCGTGGGAACTGCATAAAG 
ATATTACCTATTTAAACAACCGTGCTGCTGCTGAATACGAAAAAGGCGAATACGAGACAG 
CTATTTCTACCTTGAATGATGCTGTTGAGCAAGGTAGAGAAATGAGAGCGGATTACAAGG 
TCATTTCCAAATCATTTGCGCGTATTGGTAATGCCTATCACA 

AAACTATAGAATACTACCAAAAATCATTGACCGAACATCGTACTGCTGACATTTTGACCA 

AGTTAAGGAATGCTGAAAAAGAATTGAAGAAAGCTGAGGCGGAGGCGTATGTTAACCCTG 

AAAAGGCGGAGGAAGCCCGTCTTGAAGGTAAGGAATATTTTACCAAGAGTC 

ATGCTGTTAAGGCTTACACTGAAATGATCAAAAGGGCACCTGAAGATGCTAGAGGATATT 

CTAATAGAGCTGCTGCACTAGCGAAGTTAATGTCTTrcCCTGAAGCTATCGC^ 

ACAAAGCCATTGAAAAAGATCCAAATTTCGTGAGAGCTTATATCAGAAAGGCCACCGCAC 

AAATTGCTGTTAAAGAATATGCTTCCGCTTTGGAAACACTAGATGCGG^ 

ATGCTGAAGTGAATAATGGTTCTAGTGCAAGGGAAATTGATCAACTGTACTACAAGGC^ 

GCCAACAAAGATTCCAACCTGGTACCAGTAACGAAACCCCAGAAGAAACCTATCAAAGGG 

CCATGAAAGATCCTGAAGTGGCTGCGATCATGCAAGATCCTGTTATGCAAAGTATTTT^ 

AGC^GGCCCAACAGAATCCCGCTGCTTTACAAGAACACATGAAAAATCCAGAAGTATT^ 

AAAAGATTCAGACGTTGATCGCTGCTGGTATCATCCGGACTGGCCGCTAA 

YOR027W, 589 aa (SEQ ID NO 256) 

MSLTADEYKQQGNAAFTAKDYDKAIELFTKAIEVSETPNHVLYSNRSACYTSLKKFSDAL 
NDANEOTCINPSWSKGYNRLGAAHLGLGDLDEAESN^ 

QQARQAQPDU5LTQLFADPNLIENLKKNPKTSEMMKDPQLVAKLIGYKQNPQAIGQDLFT 
DPRLMTIMATI^GVDLNMDDINQSNSMPKEPETSKSTEQKKDAEPQSDSTTSKENSSKAP 
QKEESKESEPMEVDEDDSKIEADKEKAEGl^FYKARQFDEAIEHYNKAWELHKDITYI^ 
RAAAEYEKGEYETAI STLNDAVEQGREMRADYKVI SKSFARIGNAYHKLGDLKKTI EYYQ 
KSLTEHRTADILTKLRNAEKELKKAEAEAYVNPEKAEEARLEGKEYFTKSDWPNAVKAYT 
EMI KRAPEDARGYSNRAAALAKLMS FPEAI ADCNKAI EKDPNFVRAYIRKATAQI AVKEY 
ASALETLDAARTKDAEVNNGSSAREIDQLYYKASQQRFQPGTSNETPEETYQRAMKDPEV 
AAIMQDPVMQSILQQAQQNPAALQEHMKNPEVFKKIQTLIAAGIIRTGR 

> 

YOR031W, 710 bp, CDS: 501-710 (SEQ ID NO 257) 
CTGGAGAAGTACAGCTGCCTTTATTTCTTGTGGTC 

GATATACAAGAAAATCAAATCCCATCGTCAACGTCACGTATAAACGATTAATTTACAGTA 

ATACCATACTCTACCAACATTATTTTAGTCCGACGTTCAGTCCTGTAGGTGTTCCAAATC 

CTTCTGGCATTGACTTCTGTGCAGAAACCCTTCAAAATGAGTTCCACTTTA^ 

GCATAACAACCGGTCATATATTTTTTTCTTTTGCTAAACCCCCTACTGC 

AGAAAAAGAACAATAAATGCGTCTTTATTGCTGTGTGGAAGTGATTTTTGTCTTT 

AAAAAAAGGATAGGGATGCGAGAGGGCTGTGAAGTAGTGATCAAGCGGGGCCTATATAAG 

AAGGGCGCACATCGTCCCCCCTAAGAATAGCGAAGCGATATTACACTGAACACTACAATG 

.TCAAATAGTACTCAATAAATATGACTGTAAAAATATGTGACTGTGAAGGCGAATGTTGTA 

AGGACTCTTGTCATTGTGGGAGCACCTGCCTTCCAAGCTGTTCTGGCGGTGAAAAGTGCA 

AATGTGATCACAGCACCGGAAGCCCTCAATGTAAGAGTTGTGGTGAAAAATGCAAATGCG 

AAACCACGTGCACTTGTGAAAAGAGTAAATGCAATTGTGAAAAATGTTAG 

YOR031W, 69 aa (SEQ ID NO 258) 

MTVKICDCEGECCKDSCHCGSTCLPSCSGGEKCKCDHSTGSPQCKSCGEKCKCETTCTCE 
KSKCNCEKC 

YOR096W, 1474 bp, exonl: 501-644, intronl : 645-1045, exon2 : 
1046-1474 (SEQ ID NO 259) 

AAACCCATACACAATGAACCTTATCACACCCAAACATATGATATGGTATTAAAAAATGAA 
AAAAATTCATTATTCTTTAGCGTAATTAT 

TGTCACTCAGTAACTAGAGAGAAGCCGAATGTACTCCCCCGGCTAGCTGGAGACCATGGC 
TCTGCCTAGGATTTCTCTTATGCTTTCCTTTCACCAATCACTTTG 

CGAAGCTCGCTTTCTTTCAGCCTAGCAATCATGTTCTTGCCAGCGTCGTAGACTACTGTA 

TGGCAGTTGCTGCACTTGCCATGAATATCCTAGTGAAGCCTCTATGCAATAATCCAGTTA 

CTGCGTTAGAATCCTGGTAAAATGTCTAATCTTATTACATTACAGCAACGTATTAGATTT 

TGATTGAAAATTAGTCCTTGCGACTTGGTATATATCTTATTTTAAGAAAGCTC 

GAAAGATCATCACGAACAACATGTCTGCTCCACAAGCCAAGATTTTGTCTCAAGCTCCAA 

CTGAATTGGAATTACAAGTTGCTCAAGCTTTCGTTGAATTGGAAAATTC 
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TGAAAGCTGAGTTGAGACCTTTGCAATTCA^ 

AATCTAAACTTAAGAATAATGGAGAGTAACAAAGGAAAAAAGTGTGAACGGGACGATACC 

AGAATGTTTCAATCTAGAAAAGTATAAAAGATAAGGACTAGGACTCAAATGTATTTGGC^ 

GACTATCGCCTGAACCTTGATGCTAAGCAAATACCATATCTTCAAGAAAAAGCCTACT 

AGTGTTTAAGAAGAAGGGAACGATTTACTAGATCATGCTATACGCAGTAAGGTTCTGATA 

GTTAATTACAATCGGTCCAAGTTCTAAGCGGTGTCGTCCATGCATATATCATTTACAAGT 

TACTGGCGTCAACTCTTCAAATATTCAAAATATCACCTAATCAAACTTACTAACAT^ 

CTTTTTTGTTTTCCTTCTTTTATAGATC 

TTTTGTTCCAGTCCCATCTTTGGCTGGTTTCC^ 

ATTGGAAAAGAAATTCCAAGACCGTCATGTCATCTTCTTGGCTGAAAGAAGAATCT^ 

AAAGCCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACCTTGACTGC 

TGTTCATGACAAGATCTTGGAAGACTTAGTCTTCCCAACTGAAATCG 

TAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCAAAGGATGTC 

ACAAATCGACTACAAATTGGAATCTTTCCAAGCTGTTTACAACAAATTGACTGGTAAGC^ 

AATTGTTTTCGAAATTCCAAGTGAAACTCATTAG 

YOR096W, 190 aa (SEQ ID NO 260) 

MSAPQAKILSQAPTELELQVAQAFVELENSSPEIiKAELRPLQFKSIREIDVAGGKKALAI 
FVPVPSLAGFHKVQTKLTRELEKKFQDRHVIFLAERRILPKPSRTSRQVQKRPRSRTLTA 
VHDKILEDLWPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLESFQAVYinCLTGKQ 
IVFEIPSETH 

YOR248W, 803 bp, CDS: 501-803 (SEQ ID NO 261) 

ACCCATTTTACAAATTTTTTTTGCTATTTGAGC 

ATTCCCTTGTTTTTTTTTTATTG 

TCACTCTCACCTTAGTCGTTCTTTATCAACCAAAAATAAAAAAATGCTTCAATCCGTTGT 

CTTTTTCGCTCTTTTAACCTTCGCAAGTTCTGTGTCAGCGATTTATTCAAACAATACTGT 

TTCTACAACTACCACTTTAGCGCCCAGCTACTCCTTGGTGCCCCAAGAGACTACCATATC 

GTACGCCGACGACACCACTACCTTTTTTGTCACCTCAACGGTCTACTCCACGAGCTGGTT 

CACCTCAACTTCAGCCACCATTACCAATGCGGCCTCCTCCTCCTTGTCCACCTCTTCGGC 

CTCTGGATCTGTAACCCCAGAATCCACCCATGAAATTACCTCCACCTCGACTATCACGTC 

CACTTTGCTGCTAACCCTTCATGACTCCACTACTTTGTCTCCATCATCT^ 

TGTCAGTGACGAAGATTCAAACAACAAAGATGCAAAGGTCAAGTCCTTTGAACAGGCT^ 

AACTTCCAATGGTTGCGTCCCAATCACAAAGTTTGTCACTGTCACCAATGAGCCCGTO 

CCAGTACGTTACAGTCACCCCAAATACGACTACACAATACGTTACTGTCACCGGTGCACC 

TTCTGTTACCACTACCTCTCCAGGTAACGTACAATGGTACAACACCACTTCGATTACTAA 

TTCGACCAGTTGGTGAATTATGA 

YOR248W, 100 aa (SEQ ID NO 262) 

MTPLLCLHHLLQQVSVTKIQTTKMQRSSPLNRLQLPMVASQSQSLSLSPMSPLPSTLQSP 
QIRLHNTLLSPVHLLLPLPLQVTYNGTTPLRLLIRPVGEL 

YOR293W, 1255 bp, exonl : 501-552, intronl: 553-989, exon2 : 
990-1255 (SEQ ID NO 263) 

AACTTTCGAAATATATACTCTGAGTTCTTGCTCCCCGTITTGTACGATGTTCCTAATG 
AAGACACGTCCTTTAAAGATCCCCTGATAGGTTTCATTAAAGGCAACTTCCATACACGTT 
GAAGTGCCAATTTTTTCCCTACATCCAAGCATTCTGGGTTTGTATGGGTGTTACACCGGT 
TTTTCTTTTTTATrrCCAGAGAAGTACAATTTTAGGCGGGTTO 

CGAGAAACGCTCCGGTACGCCTAGGCTCACTCCGGTCCTTCTCCCCATTTCTATCAGCGC 

gataggcatactgtgggagagcggcactagggagaccggtgggaagcaccgtatctagta 

acgcacgctcttttgcaaaaatatccattaattgk:atgtaacttagattaacactggtat 

taagatttcgcaattttgggctggattattaaggtcgagtagcaaagtto 

gtacgaactaagtagccaagatgttgatgccaaaggaagacagaaacaagatccaccaat 

acttattccaaggtatgttttagaataactttcagaaagcatgaagatacac 

aagcgagggaagttatgcgtatacacagtagcggtagtgtgcattcacatacacgatgtt 

TCAAACACACAGATGGATACCATGCATATGAGGTTAAAGGATTTCTTATGAATATATTAG 
TGGATTACATAGAAGAAATTACAAGGAACCGTGTGACGACATTTTCGAAAGGACAGCACA 
AGGCCATCGACCCTGGAGACGTATGAAATATGGTATACGTCCTATATTTGGGCAAGAAAA 



WO 01/02550 



87/161 



PCT/BE00/00077 



CGGTAAAACTGTTTTACGCGGAGATCCAACTTT^TGATCCTTACCGAGTACCACGAATCAT 

CTATATGATCTTTTTAOTAACTTATCTTCAATTTCAACGGAGAGATGT 

CTCCTATGATAATTTCTTTTTTTATACAGAAGGTGTTGTTGTC 

CCAAGCCAAGCACGAAGAAATTGACACCAAGAACTTGTATGTCATTAAGGCTTTACAATC 
CTTGACTTCTAAGGGTTACGTCAAGACTCAATTCTCATGGCAATACTACTACTACACCTT 
GACTGAAGAAGGTGTTGAATACTTGAGAGAATACTTGAACTTGCCAGAACACATTG 
AGGTACCTACATTCAAGAAAGAAACCCAACTCAAAGACCACAAAGAAGATATTAA 

YOR293W, 105 aa (SEQ ID NO 264) 

MLMPKEDRNKIHQYLFQEGVWAKKDFNQAKHEEIDTKNLYVIKA^ 
WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPTQRPQRRY 

YOR312C, 1432 bp, exonl: 501-507, intronl: 508-914, exon2 : 
915-1432 (SEQ ID NO 265) 

TATTTACAAGCTAGATAAAAAAAAAATCAAATAGCAAGCTATTCTGTCATATCTTAAGGT 

GCTGATTGTTTGTAGGCACGAAGTAAACAAGCTCTTCCCCAAAACAATAAATACGG 

CGGGACTGTTCACCCGTACATTTTACGTTTCCGACGGCGCGATGCT^ 

ATCTCTTTCAGGTAACCCCATGACCAGTAGGGCGGCTTACTACCGAAGAGAAAAATGTCC 

GCGGCCTAGACAGTTACTTCCCAGGCCAGGGCCAGGCCACACGGACAGAGGCAGATTCCA 

AGTTGTTCCGCATAGTCTGTCTAGCTCTTTCTCAATTTTCCGCCAGATTCTG 

CTTTCCGCTCGAGTTGGCAACAGTACGAAGAAGTAACTCTAATAGATAGATATAACCGTT 

TTTGAGGGCATTATTTTTGCAGAAGATAATAGAAGAGAACCGTAACAAAGGAATCAAGCA 

AAGAAAAAGTATGTAATAGAATGTATTGTATGCTTGTGGAATGAATGTCAATGTAGCTAT 

TTTATATGGTGAGCTCAAATTGAATGAACATATCGTGGAAATTTAAAATACTGAAGAATA 

CCCAATAAGTCAATGCAACCTGTGAATGTTTTTCCTGAAATACGCCGAATA 

ATTATTACCATAAATTGCTTCTAGAAGGAAGGCGGTGTACCATTTAATACTGATGATATG 

GTTAATATCATTTGAGAAGTCTTCACATGAGGACTATAGAACTACCATCCAGGAATTATA 

GAGGAAATTAACTGAATCAGAGATCTATTTTGAAACATTCATTTACATGTAATTGTCTGC 

AATAAAGCAATATTTTTGAAATATGCAAGTTTACTAACAAGAATAAATTCTT^ 

TTTATCTTTAACAGTGGCTCATTTCAAAGAATACC^ 

TGAATCCGTTCCAGAACCAAAGTTGTTCAGAATGAGAATTTTTGCTTCAAATC 

CGCCAAGTCTCGTTACTGGTATTTCTTGCAAAAATTGCACAAGGTTAAGAAGGCTTC 

TGAAATTGTTTCCATCAACCAAATCAACGAAGCTCACCCAACCAAGGTCAAGAACTTCGG 

TGTTTGGGTTAGATACGATTCCAGATCTGGTACTCACAACATGTACAAGGAAATCAGAGA 

CGTATCCAGAGTTGCTGCCGTCGAAACCTTATACCAAGACATGGGTGCTAGACACAGAGC 

TAGATTTAGATCTATTCACATCTTGAAGGTTGCTGAAATTGi^AAAGACTGCTGA 

GAGACAATACGTCAAGCAATTCTTGACCAAGGATTTAAAATTCCCATTACCTCACAGAGT 

CCAAAAATCTACCAAGACTTTCTCTTACAAGAGACCATCAACCTTCTACTAA 

YOR312C, 174 aa (SEQ ID NO 266) 

MYLAHFKEYQVIGRRLPTESVPEPKLFRMRIFASNWIAKSRYWYFLQKLHKVKKASGEI 

VSINQINEAHPTKVKNFGVWVRYDSRSGTHNMYKEIRDVSRVAAVETLYQDMAA 

RSIHILKVAEIEKTADVKRQYVKQFLTKDLKFPLPHRVQKSTKTFSYKRPSTFY 

YOR369C, 932 bp, CDS: 501-932 (SEQ ID NO 267) 

CTTCTTACAAGTTAATGAATAGTATATATATGTAAAAAAAAATTCTGCTTCATGTATATA 

CGCACCTCGTTATTGAGGTATT(^GAATGTAGCAGTTGAATAAGCAAAGACGAGGTTTGT 

ACATCTTGGCATATTAAATGGTTATTTCGGGGTTTGTTTCGGCTCAAC 

AGAAATCCAGTACTGTTTACCATTGTGCATCCGTACAT^ 

ACATTTCCATTGTGGAATCATTTTATTTTTTTCAGAATACC 

(^GCAAACTTACAATTTGCAAAATTTCATCGAATTCTCCGCAGGACATATTA 

TATGTCATCTCTTATCACAACAGGTCTATAAGTGTTC 

TCAAAACTCTTCACGGAGCAGTTTAATTATCTTACTGTCGAAGAAGTCAAAAACTAGACT 

ATATATTATTGAGAAGAAAAATGTCTGACGTTGAAGAAGTCGTTGAAGTTCAAGAAGA^ 

CTGTTGTTGAACAAACTGCCGAAGTTACTATCGAAGATGCTTTGAAGGTTGTTTTC 

CCGCTTTGGTTCACGATGGTCTAGCTAGAGGTTTGAGAGAATCTACC 

GAGGTGAAGCTTTATTGGTTGTTTTGGTCAGCTCTGTTACTC 

TGGTTGAAGGTTTGGCTAACGACCCAGAAAACAAGGTTCCATTGA 

CTAAGCAATTAGGTGAATGK5GCTGGTTTGGGTAAGATCGACCGTGAAGGTAACGCCAGAA 
AGGTTGTCGGTGCCTCCGTTGTTGTTGTCAAGAACTGGGGTGCTGAAACTGATGAATTGT 
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CCATGATCATGGAACACTTCTCCCAACAATAA 

YOR369C, 143 aa (SEQ ID NO 268) 
MSDVEEVVEVQEETWEQTAEVTIEDALKVV^ 

VLVSSVTEANIIKLVEGLANDPENKVPLIKVADAKQLGEWAGIX3KIDREGNARKW 
WVKNWGAETDELSMIMEHFSQQ 

YPL047W, 800 bp, CDS: 501-800 (SEQ ID NO 269) 

GGTTAGGGGCCAAGATTACGTTCCAGCTTTCGATGTCGCACCAGATTGGGAATC 

CTATGCAAAGTTGGATCCAACTAACGACGACGACAAAGAATTCATCAATAACATGTGGGC 

CTGGGATAAGCCAGTTTCCGTCAATGGCGAACCAAAGGAAATTGTTGACGGTAAGGTCOT 

AAAATT^TCTCTTCGTAOTATCCTTCATGTCGCCTTTTATTATAAAGTATGCTAGGTAGT 

TTTATCTATATCTTATTTATGACGCAATATAGGGTAACAGAGTTTTTCTGCTCTGAAACT 

TCCGCAGAAAAAAAATCAAGTTTTCCTTTTCGTATCT^ 

GCATGTATTATATGTATAGCAGTGATTTGCTTATT 

GTAACTTAGCGTTTCTTCCGTTGAGCAGAGCAGTATAATAATCCTO 

TACGGGGTTTTC CTGTTGCGATGACCGAAGAAACTATTACTATAGATTC TATTTCAAATG 

GGATACTGAATAACCTGTTAACCACATTGATCCAGGACATTGTAGCTCGGGAAACCACTC 

AAC AAC AATTGC TGAAGAC AAGATATCCGG ATCTTCGC AGTT ATT ATTTCGACC CGAACG 

GATCTCTCGATATTAATGGACTACAGAAGCAACAAGAGTCCTCTCAGTATATTCACTGTC 

AGAATTGTGGCAGGGATGTGTCCGCAAACAGACTAGCAGCTCATTTACAGAGATGTTTGA 

GTAGGGGTGCTAGACGTTGA 

YPL047W, 99 aa (SEQ ID NO 270) 

MTEETITIDSISNGILNNLLTTLIQDIVARETTQQQLLKTRYPDLRSYYFDPNGSLDING 
LQKQQESSQYIHCENCGRDVSANRLAAHLQRCLSRGARR 

YPL090C, 1605 bp, exonl: 501-506, intronl: 507-900, exon2 : 
901-1605 (SEQ ID NO 271) 

GTAAGCAGAAGCCGGAAGAAGACAAGAGGTTCATTCAGAGAAAACATCCGTACATTCGAG 
TTCTCATTGAACCCATACATTTCAACTATTTTTACATAGTTC^ 

TGTCATCGACGCGCCGGAGCATCGGAAAGTTGGAACGTGCGCGATTGCACCAATCCCACT 

GGGGCCGTGCATTCTGTAGGCAGGAAGCCACTGGACACTCTGCCCGTTCCCACTTGGAAG 

ATTGGCGTAATTCCACGCTCCTCTATCGATTCTAGCGGGAAAGTTATCTC^ 

CGTTGGAGGAATGCCGCTACCTAGGTAAGTCTACTGGGTGGGAATTCCAGTACCGACGTC 

TAGGAACATCATGATGCTGCAGTTTCTTTGAAATTTCATATACA 

AGTGGTTAATGCTTATTCGTCATTGAATTTTTATATTTGCTTAAGA 

GTGAAGACAGACTATACATCATGAAGGTATGATTTATGATACTATTATTGAGGGGCAACA 
GAGAACTTTATATGTGGAAAAATGGCATGAAAGTTTGAAAGTGAGAAAGAACTAAACAGA 
ACCAGACGTCGTAAAGATTTTAGAAATTTTTTATGGAAAGAAGCAGGAAGACTAC 
ACTAATTGATGCGTTTGTGGCG1TATTTTTAAACAAACAGAGC 

TACTACAAACCGTGAAATTGAAGCAGTTCATATACTTGGAGTATAGTCAATAAAAGACAA 

GCTTTTTCATCTTCCACTTAATAATTTCTCTAGAGTAATAAACTTCACCCTATTCAAACA 

TTAATTTTGCAATAGTATACTAACAAATTTTCTTAATAACCTGTTC 

TTGAACATTTCTTACCCAGTTAACGGGTCTCAAAAGACCTTCGAAATTGATC 

CGTATTCGTGTTTTCTTCGACAAGAGAATCGGTCAAGAAGTCGATGGTGAA 

GACGAATTCAAGGGTTACGTCTTCAAGATCTCTGGTGGTAACGACAAACAAGGTTTCCCA 

ATGAAGCAAGGTGTTTTGTTGCCAACTAGAATCAAGTTGTTGT^ 

TGTTACAGACCAAGACGTGATGGTGAAAGAAAGAGAAAGTCCGTCAGAGGTGCCATTGTT 
GGTCGAGATTTGGCTGTCTTGGCTTTGGTCATTGTCAAGAAGGG 

GGTCTAACTGACACTACTGTTCCAAAGAGATTGGGTCCAAAGAGAGCTAACAACATCAGA 

AAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTGATTTCGTCATCAGAAGAGAAGTC 

ACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAAAGATTGGTTACTCCTCAA 

AGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGAAACGCTCAAGCTCAAAGA 

GAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAGATTGTCTGAAAG 

AAGGCTGAAATCAGAAAGAGAAGAGCTTCTTCTTTGAAGGCTTAA 

YPL090C, 236 aa (SEQ ID NO 272) 

MKLNISYPVNGSQKTFEIDDEHRIRVFFDKRIGQEVDGEAVGDEFKGYVFKISGGNDKQG 
F PMKQGVLL PTRI KLLLTKNVSC YRPRRDGERKRKSVRGATVGPDLAVIJUj\rC VKKGEQE 
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LEGLTDTTVPKRLGPKRANNIRKFFGLSK 

PQRLQRKRHQRALKVHNAQAQREAAAEYAQLLAKRLS ERKAEKAEI RKRRAS SLKA 

YPL137C, 4331 bp, CDS: 501-4331 (SEQ ID NO 273) 
GTCTCAGTGATGCAATCATCATGGGACGGGCATTAATT^ 

ACGCCATACTCCAAACAATAACAATATTAGACCTAGCCAATTGATACCCATGAGCGTGCA 

GTCATTGCCATGGATTATTCATCTCTTTTC 

ATCATGCCTTCACTTTTGCCTTTCCATCTTC 

GTAAAAACGCAAGGAAGAACAAGAAGAAGAGGGTAGTGCAAGAAAAAGAAAAGAAGAAAA 
AAAAAAAAAAGTAATCTTGATACCGTGAGCAAATAAGCTAACGGAAAGCGTAAGAAAGAA 
GAGCGTGTTTTGGGAAATAAC^CCACAGCATAAAGCTAAAATTCAGTTTATATAATCTAT 
AGTAGTCCTATAGAAATTGCGAATAACGGAAACAATAGTCCACCAAAGCAAGCATAGGGA 
GTGGAGATAGCATCTAGGTTATGATAACTAACACCGAGTTCGATGTGCCCGTAGATTGGT 
TGTATAAAGGTAAGAGTAGACGGAAGACAAATACGAAGCCATCGAGGCCTTCTACGTCGC 
CAGCCTCCTCTTCATCTACGTCCTCTTCGAAAAACGGAGACAATAGCACGAGTGGTAACA 
GGTCTAGCAATGATAAGCCTCGTGCGAGGTCGTCATCTGTATCCAATGCAGCACTTTGTA 
ATACTGAGAAACCAGATTTGAAGAGGAACGATGGTAATACCTCTGCATCAGACACTGATA 
ACATACCGCTACTTACTCCTATTAATAGCGGTAACCGGAGCGATTCCGCTGACATTGATA 
ATCCGGCTACCGTAGACGCCATAGACCTTATAGATAATGATGACAACGGCTCAAGTACTC 
AATTTGTAAGGAAAAAACGTTCCACTTCTATATCCAATGCTGTGGTCTCGTCCAAACCAA 
GACTGGCGAGTTCTGCCATAAACGCCACCGCATCT^ 

CGCCAATTTCTTCACCATCTAATGCTACTCTCAAGAGAAGCAACTCGACTAGTGGAGAAA 

AGACTAAAAGGTCGATTTTTGGATCTTTGTTTAGCAAACGGTCTACCTC 

CCACTGCCAAGAAACCATTACCTGTTGTTAATACTAGCACGACTGAGAATGAGTCTGGTC 

GCATTAAAGCAGTTGCGACTCCTGATCCACGGGTGAAGGAGATATCATCACCAATGAGAG 

GAGTGGCACCAACAGCTAGCAAGCCACAGACACCTATACTCCCCTCCCCTGCACTTGCAG 

TAAAAGACCTATCTACAGTTTCATTGAAAAGGGTCTC 

CCGATCCTCCCCAACAACTTCCTTCAAGAACCCCAAAAAAGGGAAACATCCTTATCCCTC 

ATGACATGATAAGCGAGGTTCCTTCTATTTCCGTGGGTATTTCCAGTAGCAACCAATCGG 

CCAAGTCAACCAATTCCAACATTAAGGGACCGTTGTACACTAAGAAGTCTAAAGAATATA 

TACTCGCCCTGGAAAATCAAAAGTTGGCTTTAAGGGAGGCTGCTAAGCATCAGCAAGAAG 

CTCATTTTGCTGCTAATAGAATAGCCTTTGAAGTAGCCAATTTTAAGACTGCTTCGGATC 

CAGGCGK5TAAGCTTACTGAAAAGTCATCAGAAGGCACCATTACGAAGCAAAGAGAAGAGG 

TGTCACCTCCAAATGTTGAAGCTGATCGGGAGCTTGAGAATAATAAACTTGCAGAAAACC 

TCTCAAAAGCCGGCATTGATAAGCCCATTCATATGCATGAGCACTATTTCAAGGAACCTG 

ATCAAGATAAGTACCAAGACGGTCATTCTATTGAAAATAACGAAGTTACGCTGGATGTTA 

TTTACACAAGATGCTGCCATTTAAGGGAAATTTTACCCATTCCGTCTACCCTAAGACA^ 

TAAAGGACAAGACAGCTCCCTTGCAAATATTGAAGTT 

TCGATATTCTTTCCTTTTGTGATTTCATCACCATTGCTCCCATTCACACGATTGTTTTCG 

ACAATGTAGCTTTAAACCAGGATATGTTCAGAATAATTATTTCTGCTT^ 

CAGTTTTGGACAAATTGAGTTTAAGAAATGTACGAATCGACCAAGATGGATGGAAATTAC 

TATGTAAGTTCCTTTTGCTAAACAAATCACTGAACAAGCTCGACATTTCCC^AACGAAAA 

TCAAATCTGACCTTGCTGAATCACTATATCGCCATAACATGGATTGGAACTTGTTTACTG 

ACGTCTTGTCTCAGAGATCTCACAAACCTATAGAAGAATTGTTATTCAATGGTATTCAAT 

TTAGCAAAATTCCTTACTCATGCTTTGCACGTTTACTGACATCCTTTC 

ACTTTCCAGAATCGGGCATCAGGCTTGGTTTAGCAGGTGCCACTACTTCCAATATCTCTC 

AGGATTGTCTGAAATTTATCTTCAATTGGATGTCTCAATATAACGTCCAGGGTGTGGATC 

TAGCGTTTAATGATCTGTCCACTATGATTAAGCCAATGGTTGGTAAACTATCTGCTCTAT 

CATATGATAACTTAAGATATTTCATTTTGAACAGCACTAATATTTCGACTTCTTATC 

TAGCTTTGCTCTTGAAATATCTTTCTAAGTTGC^ 

ATTTGTCGCAATGCTTTCCTGACATTTTACCC^^ 

CGAACCTGAAGAGGATACATTTGGATAGCAATAATTTGACATTAAA 

TTTGTAATATTTTGATTAAGTGCAAATCGCTCTCGCATGTGTCAATGACTAATCAAAACG 

TTGAAAACTTCTATCTAATGAACGGCACAGATTCTCCCGTTCAACAAACTAACACAGACG 

GCGACTTGGATAGTTCGAGCACATTGGACGTTAAGGGCCAATTTGCTAAAAATA 

CATCCACACTTTACGCATTTGCTAGAGACTCTCCAAACT^ 

ATGATTTGATATCAGAAGAGATTCAATCAAGAATAGCACTGTGCTTGATGAGAAATATGA 

AACGGACCATGGATTCGACTTTCCAGTTAGATGAATTGGATTCGCAAGATGATTTC 

TCGATGGCTCTTTAGTAACTATGACCGCTGAAAGTC^ 

GCGATAAGAGTACAAAGGTCAAAAAAGACACCACGAAGAGATATTTGCTGAAAAAATATA 
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TTGAAAAGTTCCATATCTTGCACCATAATGTTC^GCATACAATAGATACTATGTTCGAAA 
AAAGGAAATCAGGTGAATTGCCATTGCAAGAAAAAGAAAACCTTGTAAGAOT 
TGGAACAAAACTTATGCAATATACTAGAATTGTTTTC 
TCCTTGGATCCAGCAGGGATGATTCGAAGGAAAGTC^ 

TACCAGCATTGAAGCACGTTGAATCCGGATACCATGTTCCCGAAGAAAAAATACAAC 

AGAATGATGTAATTAGAGCAAGACCACATTTAATGGCCACC^ 

ACGTTTTCACAGGGAAACCATTGGTGTTCA 

GTAAAAAGCAGGAAGAAGAAGAAGGTGAACTACATAAATGGGGTTTCTTCGTTCAGCAGC 

AGAGGTCTTTATACCCTGAAAATGAATGAACAAGGCAGACACCTT^ 

CGCCTATCAACACAGAAACAGCTGGTAAGTCAACTTCATC 

ACAATGAAACTGCTACCACTAGTTTATTTAGCCCAGCTAATCCTAAGATTTTACCAAAAA 

TTCCATCCGGTGCTGTCTTAAGATCGGCAATCATGAAGGCTAAAGGTATTGATTCTATC 

ATGATTTGATTCAGAACGTTAACTCCAACAACATAGAATTGGAGAACATTTATGGTGAAT 

CCATTCAGAATAGCGCTTCGACATTTACACCAGGCGTGGATTCTGATC 

ATACCGATAAAGGATCCGTAGAAACATTGCCTGCAGTCTCAACTGACGACCCAAATTGTG 

AAGTCAAAGTCACTGC TACCT ATGACAAACTATTAAAT AATTTGT CGATGG AGAGGTC AA 

TCAGACTTTGA 

YPL137C, 1276 aa (SEQ ID NO 274) 

MITNTEFDVPVDWLYKGKSRRKTNTKPSRP STS PAS S S STSS SKNGDNSTSGNRS SNDKP 
R^SSSVSNAALC^EKPDLKI^GNTSASDTDNIPLLTPINSGbmSDSADIDNPATVDA 
IDLIDOTDNGSSTQFVWCKRSTSISNAVVSSKPRLASSAINATASSSVGKGKHPPISSPS 
NATLKRSNSTSGEKTKRSIFGSLFSKRSTSSSASTAKKPLPVVNTSTTENESGGIKAVAT 
PDPRVKEISSPMRGVAPTASKPQTPILPSPALAVKDLSTVSLKRVSFAVDKFESDPPQQL 
PSRTPKKGNILIPDDMISEVPSISVGISSSNQSAKSTNSNIKGPLYTKKSKEYILALENQ 
KLALREAAKHQQEAHFAANRIAFEVANFKTASDAGGKLTEKSSEGTITKQREEVSPPNVE 
ADRELENNKLAENLSKAGIDKPIHMHEHYFKEPDQDKYQI^^ 

LREILPIPSTLRQVKDKTAPLQILKFLNPKPTLIDILSFCDFITIAPIHTIVFDNVALNQ 
DMFRI 1 1 S ALWSTVLDKLSLRNWIDQTCWKLLCKFLLLNKSLNKLDI SQTKIKSDLAE 

SLYRHNMDWNLFTDVLSQRSHKPIEELLFNGIQFSKIPYSCFARLLTSFATQKNFPESGI 
RLGIAGATTSNISQDCLKFIFNWMSQYNVQGVDI^^ 

FII^STNISTSYDLALLLKYLSKLPNLIFI^LSNLSQCFPDILPYMYKYLPRFPNLKRIH 
LDSNNLTLKELAWCNILIKCKSLSHVSM^ 

TLDVKGQFAKNSFSSTLYAFARDSPNLIGLDFDYDLISEEIQSRIAIiCLMRNMKRTMDST 
FQLDELDSQDDLLFDGSLVTMTAESVLEKLNLLSDKSTKVKK^ 

HHWQHTIDTMFEKRKSGELPLQEKENLVRLLLLEQNLC^ILELFSHNPNLNDVLGSSRD 
DSKESVDSSEDSKLPALKHVESGYHVPEEKIQPENDVITARPHIiMATDSGKTIDVFTGKP 
LWKHTSSSTSVGCKKQEEEEGELHKWGFFVQQQRSLYPENESTRQTPFASGDTPINTET 
AGKSTSSPSVSTSNNETATTSLFSPANPKILPKIPSGAVLRSAIMKAKGIDSIDDLIQNV 
NSNNI ELENI YGES I QNS ASTFTPGVDSDVSAPNTDKGSVETLPAVSTDDPNC EVKVTAT 
YDKLLNNLSMERSIRL 

YPL159C, 1262 bp, CDS: 501-1262 (SEQ ID NO 275) 

AAACAAAGCGATTTGAGTATTACGTTAAGATCTCCATTTGCTATGCTAAATCCTGCCTAC 

TCAAACAGCATTATATCGCTACCAACAGGTGTGGTCAAGAGGTCATTGACTCTTCCTGTC 

GGTATGAAAATTTAAAAATATATAATAACATAAGTTTGCATTCATTAATATTAATATAAA 

TCAACGTATC AAC C AT AAGAACCATAATC ATAAT AATTGTTTACCTTAATGGC G ATATCG 

CCTTTTATCACCATCGACGATAACAAACGCCTATTCTGTC 

CGCAATATCAGAATCGTTTATCCCAAAGGGTAGTTATAGCAACTATTTAAATAACTTAGA 
TGTTTCTTTAACTTATTCCGTCATACGTACACAAACACCCGCTAGATATAGCACTCCTTG 
CTGTCGAACATTATAAAGGTGCTTTTAAAACTACTAATCGTATATTCAGCAGGTCAGAAC 
GCAAAGTCGGACGATAAACTATGTTGAAGCTAGCTCGTCCATTTATTCCGCCTTTATCAA 
GGAACAATGCCATTTCTTCAGGAATAGTTCTCACTTCTAGAAGATTTCAGTCTTCCTTTA 
CGTTCTTAAGTAACCAGTCTTTACTATCTAAAAATCAAATGAAATCCAAAAGAAAAAAGG 
GCAGTAAAAAGGCAGCGTACCATCGTCAACCCCCGGAACACGAACATACTGCACCACTTA 
TAAAGCAAAACAAGACAATCACAAAGAAAGAACATAGCGATGTGAGAGGTTCTCATTTAA 
AAAAGAAAAGAAGCGATTTTTCGTGGCTACCAAGAGTACCATCCACCTCACATTTAAAGC 
AGAGTGACATCACCACAAATGTACTCTATTCTGGATATAGACCCTTATTCATCAATCCCA 
ATGACCCGAAGCTAAAGGAAGACACCGGAAGTACGTTATACGAATTTGCGATGAAGCTTG 
AAGATTTAAATGAACCTCTATCACCATGGATTTCCTCTGCCACTGGACTTGAATTCTT^ 
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CAGAGTGGGAGAATATACCTAGTGAACTACTGAAAAATTTGAAGCCT^ 

AGGAAAAATCAATGAACACAAATGAGCTTATTCATGTAAGTGCTAAGAGAAATACATTAG 

TTGACAATAAAACAAGTGAGACGCTTCAGCGGAAAATGGATGAATTTTCAAAGAGAAGAG 

GAAAGGGGAGAAAAAAGTCAGTAGTGACGTTGCTCCAAATGAAGAAAAAACTTGAGGGAT 

GA 

YPL159C, 253 aa (SEQ ID NO 276) 

MLKLARPFIPPLSRNNAISSGIVLTSRI^QSSFTFLSNQSLLSKNQMKSKRKKGSKKAAY 
HRQPPEHEHTAPLIKQNKTITKKEHSDVRGSHLKKKRSDFSWLPRVPSTSHLKQSDMTTN 
VLYSGYRPLFINPNDPKLKEDTGSTLYEFAMKLEDLNEPLSPWI SSATGLEFFSEWENI P 
SELLKNLKPFHPPKEKSMNTNELIHVSAKRNTLVDNKTSETLQRKMDEFSKI^GKGRKKS 
WTLLQMKKKLEG 

YPL175W, 1940 bp, exonl: 501-514, intronl : 515-568, exon2 : 
569-1940 (SEQ ID NO 277) 

ACGTTATTTTCAAAACACATACGAAATCGCTGGACTTTCTCACTAAAGGCTO 
TGCGGTTCTTCCATCCCCATCTCTTCCACATATACCGGGGGTTC . 
GCTTGCTCAAAGTCCTGCGAGTTTAGCTCATCTTGTGAG 

TTCGGAAGAGTAGTGTAGCCCCTAGTATTCACCATATCCTTTGTATACTCATATGCGAAC 

TTGTCTAATACAATGTATACCAAAAATAACAGCTTGAAAAAAATCTCAGGGTC 

TGAATAATCTCATTCTGCTATTTTAAGTTTTTC 

AAAATTTCATTGATACGATTTAAAAATAATCGATGCCAGTAATAGCCTCAAAAAACTTAT 
GCAAAAATACGAGATACTATAAACTACAGCTTAGCTAACTCTAACATTATTATATAAAAC 
AATGGGCTTCAATATAGCGTATGTCTAGCTCACAGCATGTGTTC 
GATCTCTTTTGTTGTTGATACTAACCAGTAAAGTO 

TGCTGTGCGACTTTTTTTATCCACAGTTAGGTGGAGTCGAATTCCATATATATC 

CGCAGAAACTAATCGATTTGGGCCATTCTGTCGTCATTATAACTCACGCTTACAAAGATC 

GAGTCGGCGTACGACATCTTACCAACGGTCTAAAGGTCTATCACGTACCATTTTTTGTGA 

TTTTCAGAGAAACCACTTTCCCCACTGTTTTTTCAACATTTCG 

TTCTCAGAGAGCAGATCCAAATTGTTCATTCTCATGGTAGCGCTTCCACGTTC 

AGGGAATTCTTCATGCTAATACTATGGGATTGAGAACTGTGTTCA^ 

ACGGTTTTAATAACTTAACGTCGATTTGGGTGAATAAGTTGCTAACATTC 

ACATAGATCGGGTTATATGTGTTTCTAATACATGCAAAGAAAATATGATTGTTAGAACAG 

AATTAAGTCCTGATATAATCTCAGTAATTCCCAACGCAGTGGTGAGCGAAGATTTCAAAC 

CAAGGGATCCTACTGGTGGCACCAAGAGAAAACAAAGTAGGGATAAGATAGTGATCGTGG 

TCATCGGAAGGCTCTTTCCAAACAAAGGGTCCGATTTACTTACTCGCATAATTCCGAAAG 

TTTGTTCCTCACATGAAGATGTCGAATTTATAGTAGCGGGCGATGGTCCAAAGTTCATAG 

ATTTTCAACAAATGATTGAAAGTCATAGACTACAAAAACGTGTGCAACTCTTA 

TTCCACATGAGAAAGTCAGGGATGTATTATGTCAAGGTGACATATATTTACACGCTAGTT 

TAACAGAAGCATTTGGTACAATTCTAGTTGAGGCCGCATC^ 

CGACACAAGTCGGAGGAATTCCCGAAGTGTTACCAAATGAGATGACTGTTTATGCAGAAC 

AGACATCCGTTTCTGACCTTGTTCAAGCAACAAATAAAGCTATCAATATCATAAGAAGTA 

AAGCTTTGGACACTTCCTCTTTTCATGATAGCGTGTCTAAAATGTACGACTGGATGGACG 

TAGCCAAAAGGACAGTAGAGATATATACTAATATATCTTCTACTTCTTCCGCTGATGATA 

AAGATTGGATGAAAATGGTAGCAAATCTTTACAAAAGAGATGGAATC 

TTTATCTGTTATGTGGAATTGTAGAGTACATGCTTTTTTTCCTCTTAGAGTGGCTATA^ 

CCAGGGATGAAATCGATCTAGCTCCAAAATGGCCCAAGAAAACAGTGTCTAACGAGACGA 

AGGAAGCAAGAGAAACTTAA 

YPL175W, 461 aa (SEQ ID NO 278) 

MSSSHKVESYNNENRMLCDFFYPQLGGVEFHIYHLSQKLIDLGHSVVIITHAYKDRVGVR 

HLTNGLKVYH\^FFVIFRETTFPTVFSTFPIIRNILLREQIQIVHSHGSASTFAHEGILH 

ANTMGLRTVFTDHSLYGFTmLTSIWVNKLLTFTLTNIDRVICVSNTCKE^ 

IISVIPNAWSEDFKPRDPTGGTKRKQSRDKIVIWIGRLFPNKGSDLLTRIIPKVCSSH 

EDVEFIVAGDGPKFIDFQQMIESHRLQKRVQLLGSVPHEKVRDVLCQGDIYLHASLTEAF. 

GT I LVEAASCNLL I VTTQVGG I PEVLPNEMTVYAEQTSVSDLVQATNKAINI IRSKALDT 

SSFHDSVSKim)WMDVAKRTVEIYTNISSTSSADDKDWMKMVANLYKRDGIW 

GIVEYMLFFLLEWLYPRDEIDLAPKWPKKTVSNETKEARET 

YPL180W, 2900 bp, CDS: 501-2900 (SEQ ID NO 279) 
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CTCAATGGGAATTGAGTGAAGATCAGTCTGATCGAGAGGAATTTGTACGATTCGTGGAAA 

ACCAGCATTTCGTAGAAAAAGTTGATACGATTTACAACGGTTATAATGAAAGTCTATCAA 

TGATGGACGACCTGACTAGAGAGTTACTACTATGGGAGAAAAAATATTCAAATAACACTA 

ATGCCATTCAATAAACGCAAAACACTGCAATATTATTCTCAACCAAAGTA 

GAGGCGAACAAACACATCTATACATATATATACATCTATATGGATATAAAAACGACTAAT 

TCAACGTTGTTTTTATCAACCGAGCTTACTCTTGTACGGGTAACCGCAAGGATAGCTAGT 

TGCGGATGGTATAGCGATTTGGCTGGCACGATGATTAAGGAATC 

TAGCACATTCTATCGATTTACGGGTCAGGTAAACATAGATATTGGGATATATCATATATC 

CTTACTGAGTAACTATAATTATGGTTCATCGAGGAAGGACTTTGAAGTCAGAC^ 

TAACATCTCTTAATGCGTCAACAGTATCACACCAGTCAAAGCCATTTAGACAGTT^ 

CTAGGTCGAGAGCAAAGAGTAACGCAAGCTTCAAAGGTTTGCGTAGAGTTTTAACACATG 

ATGGCACCCTGGATAATGATTATTTTAATAAGCACAACGTT^ 

CTGATGCACTTTTCAGAAAGCGAACGATTAGTGGGTTGAATATGACAGCTTTAACAAGAG 

TAAAGTCCAATCAAGGAAAAAGATCAGCATCCTTTCATAGTCCGGTGCATAATAC^ 

TCAGTCCAAAGAACAGCAGTCATTCTAATACTGGAACTGCTGGTTTCGGCCTGAAACC^ 

GAAGAAGTAAAAGTACCCAATCTGTTCTGAGTCTTCGAGATGCGCAAGAATCTAAAAAGA 

GTGAATCTACTACTGACGAGGAGGTGGAATGTTTTTCGGAAGAQ^ACATTGAAGATGGAA 

AGGTGAATAATGATAAAGTAATAGCCGAGCATGTTATGCCTGAAGAAAAAAAGAATGTGC 

AGCAATTAAATCAGAATGAATTACAATCCCCGGATTCAATAGATGAACAAGAAGAAGATA 

AATCAGGTACTGATGGAAAGGAAAATCATAGAGCTGTATCCTTACCATTACCTCATTTAT 

CTTCCAATAACTATTTCGGAGAATCAAGCCATTCTATAGAACATCAGAAAGATGGAGAAA 

CATCTCCAAGCTCAATTGAAACAAAACTGAATGCAACAAGTGTAATCAATGAAGAGGGGC 

AATCAAAGGTGACGAAGGAAGCTGATATTGATGACTTGTCCA<^ 

GGGCCTCATTGGTTAAAGCGGGCGATAATATATCAGAAGCACCATATGATAAAGAAAAAA 

AAATTCTTGATGTTGGTAATACCTTAGCTGCACATAAAAGTAATCAAAAACCAAGTCATT 

CAGATGAACAGTTTGATCAGGAAGATCACATTGATGCCCCTAGGAGTAATTCATCAAGAA 

AAAGCGACTCGAGCTTTATGTCTCTTAGGAGACAAAGTTCTAAACAACACAAATTATTAA 

ACGAAGAAGAAGATCTAATCAAGCCTGATGATATTTCTTCCGCTGGTACCAAGGATATTG 

AAGGGCATAGCTTACTGGAAAATTATGCGCCTAATATGATTCTCTCCCAGTCGACTGGAG 

TTGAACGTAGATTTGAAAATTCATCATCCATCCAAAATTCGCTTGGGAATC 

ACTCGGGTGAGCATATGGCTTCAGGTGATACTTTT^ 

GCAAGAGCAAGAAAAATGGTGGAAGATCTCAACTTGGCCAAAATATACCGAACTCTCAGT 

CTACTTTCCCCACCATTGCTAACATCGGTAGTAAAGATAATAATGTACCACAGCACAACT 

TTTCGACCTCCATATCGAGTTTAACCAATAATTTGAGGAGAGCTGCTCCTGAAAGCTTCC 

ATGGTTCAAGAATGAATAATATTTTTCACAAGAAAGGTAATCAGAATCTACTTCTGAGA 

CCAACGATCTCAACAAAAATTCTGCAGCCCCGGCCTCTCCATTGTCCAACGAACATATTA 

CATCTAGTACGAACTCCGGTAGCGATGCAAACAGACAATCCAACTCAGGTGCCAAATTTA 

ATAGCTTCGCCCAGTTCCTTAAATCAGATGGGATTGATGCAGAATCAAGAACACAAAGAA 

AATTATGGTTGCAGAGGGAGAATTCTATTATGGACTTAAGTTCACAAAATGACGGTAGTG 

ACTCTATCTTTATGGCAGGAAACATTGATGCGAAAAGGGAGTTTGAGAGAATATCCCATG 

AATACTCTAATGTAAAAAGATTTTACAACCCATTAGATGAAGCATTGTTGAGAGTACAAC 

CTATAATAACGGGAAATGCAAATAATATCAGGAAAAAAAGCCATAACGATGCTCAGTCAA 

TCGCACATTCTAGCAGTGATACAGATCATAAGGATGAGGACGATTTGCTCTTTACTAACT 

ATGACAAAAAATTTGATGATCTTTATCCACATCTTGCAAGTGCAAAGATTCAGGC^ 

TGTCCGGTATATGGAAAAGCGAAAGTTACTTATTTAACAAGGATGTTAATCCAATCAACA 

AGAATAGGACAACGAGTACAAACCACAGCGTTGGCCACACTGCTTCACAGAATGCACGTA 

ACTTGCTCAGGGGCCCGATGGGTTCCAGCACGACTTTGCACCACCAACGCGTCATTAACT 

CTCTGCAGCCGACTACGAGGGCAGTGAATCGCAGGATGGAAAATGTGGGCTACATGCATA 

CACAGCCACAACAAAGGTGA 

YPL180W, 799 aa (SEQ ID NO 280) 
MVHRGRTLKSOTDVTSLNASTVSHQSCT 

YFNKHWSQKCKSSDALFRKRTISGLNMTALTRVKSNQGKRSASFHSPVHNTLLSPKNSS 
HSNTGTAGFGLKPRRSKSTQSVLSLMDAQESKKSESTTDEEVECFSEDNIEIX5KVNNDKV 
IAEHVMPEEKKNVQQLNQNELQSPDSIDEQEEDKSGTDGKENHRAVSLPLPHLSSNNYFG 
ESSHSIEHQKDGETSPSSIETKLNATSVINEEGQSKVTKEADIDDLSSHSQNLRASLVKA 
GDNISEAPYDKEKKILDVGNTLAAHKSNQKPSHSDEQFDQEDHIDAPRSNSSRKSDSSFM 
SLRRQSSKQHKLLNEEEDLIKPDDISSAGTKDIEGHSLLENYAPNMILSQSTGVERRFEN 
SSSIQNSLGNEIHDSGEHMASGDTFNELDDGKLRKSKKNGGRSQLGQNIPNSQSTFPTIA 
NIGSKDNNVPQHOTSTSISSLTWLRRAAPESFHGSRMNNIFHKKGNQNLLLRSNDLNKN 
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SAAPASPLSNEHITSSTNSGSDANRQSNSGAKFNSFAQFLKSDGIDAESRTQRKLWLQRE 
NSIMDLSSQNDGSDSIFMAGNIDAKREFERISHEYSNVKRFYNPLDEALLRVQPIITGNA 
NNIRKKSHiroAQSIAHSSSDTDHKDEDDLLFTOYDKKFDDLYPHIiASAKIQAVLSGIWKS 
ESYLFNKDVNPINKNRTTSTNHSVGHTASQNARNLLRGPMGSSTTLHHQRVTNSLQPTTR 
AVNRRMENVGYMHTQPQQR 

YPL218W, 1212 bp, exonl: 501-528, intronl: 529-667, exon2: 
668-1212 (SEQ ID NO 281) 

TGATACAAGACAGGCATTAGGAAACACATGAGTTTTGCAT^ 
TGTTCCTTCCCTTATTTCTTTTCATAGTATTTATTTT^ 

GGATTTTATTTTATTTCTTTTTTAATGCT , 

CTGGCCTCGATAGGTACCTATAGTATACAGAAGCTTACGAAAAGCTCCTGCAGGATGGCA 

CTTCTAAAATTCGCGCTCAACATGGCCGTATTGTACATTATATCG 

GTATACGCCCGCATTACCCGACAACTCCGTCTGCAACGCGTTGACCAGAAAA 

AGAGATCGCATAAAAAACCAAAAGGAAACGAATTACT1OT 

TCCTCTAGAAAGGCAAACAGTAGATTTATTTCCTTCTTTTCTAGA^ 

AACAATATATAATTGGAATAATGGCTGGTTGGGATA^ 

CCTGTTCACGTTTTTCGGATACTTAGTTTTATTCAATGTGGTAAACAOT 

GCTTAAGATCTATTTTTTTTTTTCTAGAAGAAATTGCG 

TGTACAGTCAGAGATGTGTTGGCTTCCCTTGGT 

TTCTTGGGTTTGGATAATGCCGGTAAGACCACATTGCTACATATGTO 

TTGGCAACCTTACAACCAACATGGCATCCAACTTCTGAAGAACTGGCTATTGGT^ 

AAGTTTACAACTTTCGATTTGGGTGGTCAT^ 

TTCCCAGAAGTTAATGGTATCGTCTTTTTAGTC^ 

GAAGCACGTGTCGAATTAGATGCTTTATTCAACATTGCCGAATTGAAGG 

GTAATTCTTGGTAACAAGATCGATGCTCCAAACGCCGTTTCTGAAGCGGAGCTACGTTCT 

GCTTTAGGATTATTGAATACCACTGGCTCTCAAAGAATTGAAGGTCAAAGACCAGTTGAA 

GTTTTCATGTGTTCCGTTGTTATGAGAAATGGTTATTTAGAGGCGTTC 

CAATATATTTAA 

YPL218W, 190 aa (SEQ ID NO 282) 
MAGWDIFGWFRDVLASLGLWNIOIGKLLFLGLDNAGKT^ 

ELAIGNIKFTTFDLGGHIQARRLWKDYFPEVNGIVFLVDAADPERFDEARVELDALFNIA 
ELKDVPFVILGNKIDAPNAVSEAELRSALGLLNTTGSQRIEGQRPVEVFMCSVVMRNGYL 
EAFQWLSQYI 

YPR102C, 1025 bp, CDS: 501-1025 (SEQ ID NO 283) 
TTCTTTACAATTCACCTTGCATTATT 

GCTGTTTTCCCTCATATCACATAATACCCGGAGAGGCTCTTTCCTGCGACAGCGCAACAT 
CCAACCATCCTAAAGGTATGGGTGTACTGACGATGCGATTATTTCATTAAGTTCTGTCTT 
TTTTGTATAAATGAAAAAAGAACGGTGAAATCCATAGAAATACAGAGAGCGACGCAAACA 
GCGCGCAGACTCTACGGGTAATAGACTCACATCCACGTGACCAGTTTCCAATCGAACTTT 
TTCACTTTGCAGGGAATTATTGTTTCACTAGC 

GCGAAAGTTTCATTGTTTGATACATCTTGATAGTAACCGCAGGCTTCTTO 

ATTTTATTGTATTTCAACTAATATTATTTTTTTTTCAGTGGAAGGGAAGGTGAACCAAGA 

ACATACAAACATAGCCAAAGATGTCTGCCAAAGCTCAAAACCCTATGCGTGATTTGAAGA 

TCGAAAAGTTGGTCTTAAACATTTCTGTTGGTG 

CCAAGGTTTTAGAGCAATTATCTGGTCAAACTC 

TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTC 

CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTCAAGGAATACCAAT^ 

GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTG 

TCAAGTATGACCCATCCATC(K5TATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 

CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACCGTTGGTAACTCCCACAAGA 

CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGATGCTGATGTTTTGGACA 
AATAA 

YPR102C, 174 aa (SEQ ID NO 284) 

MSAKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIR 
RNEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATG^GFGIDEHIDLGIKYDPSI 
GI FGMDFYVVMNRPGARVTRRKRCKGTVGNSHKTTKEDWSWFKQKYDADVLDK 
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YBL003C, 899 bp, CDS: 501-899 (SEQ ID NO 457) 
TATATGACGGCAAGTGTCTCACTGTTGCATT^ 

CGCGATTITACCAGAACTAGATGGCGCTCGTGATCCTGAAAACGGGGAGAAATTTTGAGAAC 

ACCGCTTTATTAGGCGAAGCGGTGGGCACAGCTCACGCGTAAGGTGTTCCCATTATTTC 

AAGTGATGCGAATTTCAGAGAACACATTAACCTGGGGGCCATAAACGCGACGTGCTAC^ 

TTCGTTACGTATACTTAGGCCAGAGATTACAACATGACTACTAATATCAAACATAACTCTAT 

ATATAAGGGATGAAGATGTATGCTTTCTTAGAATTC^ 

TTTCGATTTCAATTTCGACTGCATGATGCTTTTCT^ 

TCATAAATTCTTGTCTTTTTACATAAGAATTAGGAAAGTACAGAACAAGAGCA 

TATAATGTCCGGTGGTAAAGGTGGTAAAGCTGGTTCAGCTGCTAAAGCTTCTC 

CTGCTAAAGCTGGTTTAACATTCCCAGTTGGTAGAGTGCACAGATTGCT 

TACGCCCAGAGAATTGGTTCTGGTGCTCCAGTCTATCTAACTGCTC 

TGCTGAAATTTTAGAATTGGCTGGTAATGCTGCTAGAGATAACAAAAAAACCAGAATT 

CAAGACATTTACAATTGGCCATCAGAAATGATGATGAATTGAACAAGCTAT^ 

ACCATCGCCCAAGGTGGTGTTTTGCCAAACATTCACCAAAACTTGTTGCCAAAGAAG 

CAAGACTGCCAAAGCTTCTCAAGAACTGTAA 

YBL003C, 132 aa (SEQ ID NO 458) 

MSGGKGGKAGSAAKASQSRSAKAGLTFPVGRVHRLLRRGNYAQRIGSGAPVYLTAVLEYLAA 
EILELAGNAARDNKKTRI I PRHLQIAIRNDDELNKLLGNVTIAQGGVLPNIHQNLLPKKSAK 
TAKASQEL 

YDR442W, 893 bp, CDS: 501-893 (SEQ ID NO 459) 

TGAACGGGTGCAAAATTTACTTTAACACCCAAAAAGTATATGCG 

CTTGTTATTTTTGTAAATTGAGCTATGCAACAT 

TAATCAAGAGAACTTCAACAATTTTCCATCGCAGAGACGAAAAAACTGGAAAA 

GAAAAAATTGAAAAAGAATCGCGACTTCCGATTACATAACCTTATACGGAGTATGATACCAT 

TCTTGACATCATCAACACACCATCGCAGACCCACGTGGCCGCTTCGTGTGCCTTGAAAATAC 

AGCCTTAAACGCAATCTCATTCGCGTTCTGTGGAAATTGTCTCGGACTACACGCTGGGCGTG 

CATCACCAGTGAAAATGCCGTACCGCCCCGCTTCCGGTTTTGTTTTTATAAATC 

GAAATAGACTTCTGGGTTTACACCCCGGAATAATACTAAAACCAAAACTGGTAAATAGGGCT 

ACAGATGAGCAGGAAAACGTTGCCGGAAAAAGTTTATTTATCCGAGAGAATAATTGATGAAG 

AAGTAGCGGTATGCACAGTAGCGGCGGAAGTATTAGCAATTTTTACTCTGGTGTGCACAAGA 

GTGTTCATCATTTTTTTCACGGCTAGGATATGCCATGGAATATGGCCATCTTCGCCATCAGA 

GAGACCGTACCACACGTTTAGAGCAGCCAGGTTGCGAAACTCTTCTAAGATGGTTTCCAGCA 

ATTGTGTACTATCAGAATGTGGACAGTTTAAAAGGTTGACTGCGAATTTGTCCCAAACCGTA 

TCACCGTCGCATTTTTTGAATTTGATCAAAGCACCACTCCTAATAGCACAGC 

GTGTGCCAGTGGGAACGGGTGCTGA 

YDR442W, 130 aa (SEQ ID NO 460) 

MSRKTLPEKVYLSERIIDEEVAVCTVAAEVLAIFTLVCTRVFIIFFTARICHGIWPSSPSER 

PYHTFRAARLRNSSKMVSSNC^SECGQFKRLTANLSQWSPSHFLNLIKAPLLIAQRCCEC 
ASGNGC 

YDR529C, 884 bp, CDS: 501-884 (SEQ ID NO 461) 
GAGTCTCCGGAGTTGACCAAGTCATACAATGTGCTACTGACCAAGAA 

TCCAAGATCGCATGCCAAGAGTGGACCGCCATTGATGTTAAACATTAACTCCACGGGGTACT 

GTGGTATGATCCTCGTTAAAGACAGAGAAAAACTAGAGAACCTCACTGAAGATCCTCATCTT 

GTGGACAAGTCGTTACTGCAATGCGGTTTCCCC^C^CAGCAGGCCAAAAACCAACAGAGTA 

TCAOTATTAAGGTCTATTAGCCATATGTACATTGTCTATAGATGTGTAACTGCGCTGTGATC 

TTGTTTTGACCAATCAGGAGCGACGCGCTTTTTATCGGGTCACCCCGGC 

ATTTACTTTCATAGAGCAGTAATAAAAGGGAAGAGATGTAAAAGCTTGGAAAAATAGCAGTA 

AAGGTTGTTGTTGGACAATTTATCAGAATATTAGTAACTGTAATTAAAC 

CAAAATGCCACAGTCTTTTACGTCTATTGCGAGAATTGGTC 

TCCTCTCCAAGTTATGTGTTCCAGTTGCCAATCAGTTCATTAACCTCGCAGGTTACAAGAAG 
TTAGGGCTCAAATTTGACGACTTAATTGCAGAGGAAAATCCCATCATGCAGACCGCTTTAAG 
AAGACTCCCTGAAGATGAATCTTATGCCAGAGCATATAGAATAATCAGGGCTCATCAAACCG 
AGTTGACTCATCATTTACTGCCAAGAAACGAATGGATCAAAGCCCAAGAGGATGTTCCTTAC 
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CTGTTGCCATACATATTAGAAGCTGAAGCTGCAGCTAAGGAGAAGGACGAGTTAGACAACAT 
AGAGGTCTCCAAATGA 

YDR529C, 127 aa (SEQ ID NO 462) 

MPQSFTSIARIGDYILKSPVLSKLCVPVANQFINLAGYKKLGLKFDDLIAEENPIMQTALRR 
L PEDES YARAYRIIRAHQTELTHHLLPRNEWIKAQEDVPYLLPYILEAEAAAKEKDELDNIE 
VSK 

YGR085C, 1025 bp, CDS: 501-1025 (SEQ ID NO 463) 

TCCTTACTTTAGTCTATTATCAATATCTCTTCCCCCTCCTAAATATGTACT 

TTTAATTGTGAAGGAAGAATTCAAGTTAGAACT^ 

AGCCTAATGTTTAATGCCTAATTTTTTTCTAAAATGCAGCAAC 

TAGACATCTATATATAACAAGCACAGAACCGTCTAATTGGTATTTTTCAGGACA 

ATCCGTACAACGAGAACCCATACATTACTTTTTTTAATATTCTTTTTG 

TTTTTATTTTTATCCGAAGATCTTTTGGAACCCGCTCT 

AATTGAAACTTGGACATAACTCATCAOTAAAGAAGTATACTGTTAAGAGAGGCATTCATTTC 

GTGTATTATAACGTTTAGCATCAGTTACCCTTGAAAGCCCAACATATACAAAAATACGCGTC 

CAAGATGTCTACTAAAGCCCAAAACCCTATGCGTGATTTGAAGATCGAGAAATTGGTCTTGA 

ACATCTCCGTTGGTGAATCTGGTGACAGATTAACCAGAGCCTCCAAGGTTTTAGAACAATTA 

TCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTGTCAGAACTTTCGGTATC 

AAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTCCAAAGGCTGAAGAAATTTT^ 

GAGGTTTGAAGGTCAAGGAATACCAATTGAGAGACAGAAACTTCTCTGCTACCGGTAACTTC 

GGTTTCGGTATTGACGAACACATTGACTTGGGTATCAAGTATGACCCATCCATCGGTATTTT 

CGGTATGGATTTCTATGTCGTCATGAACAGACCAGGTGCTAGAGTCACTAGAAGAAAGAGAT 

GTAAGGGTACTGTTGGTAACTCCCACAAGACAACTAAGGAAGACACCGTCTCTTGGTTCAAG 

CAAAAGTACGACGCTGATGTGCTCGATAAATAA 

YGR085C, 174 aa (SEQ ID NO 464) 

MSTKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIRRN 
EKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSIGIFG 
MDFYVVMNRPGARVTRRKRCKGWGNSHKTTKEDTVSWFKQKYDADVLDK 

YGR106C, 1298 bp, CDS: 501-1298 (SEQ ID NO 465) 

GCAACATTACCACTTTGTACGGAGCGTCAGAAAGAACGCACCTCATCATTATTATGAGAACA 
GTACGATAACTTCTGTCTGAGATACGCTTCGTTGTTATAATACAAGTGAAACCGCCACGGAT 
AATTAGCAGCAATTGAACACAAGGGATATCATTTGTGTGACCTTTGTT 
TGTGAACCCTTTAGTAACTATTAATGTTTA 

GTTTTTCTATATGAGAAAAAAAAAAAAAAAAAAAAAAATGAAAAAGCAACAGTACG 

AC^CTGACTATGCTGCAGTTTCCGCAATAGCAAAATTGTGTCACATTACACGAAAGAAAGAA 

AGAACGCTATTTCTTATAAGAGCAAACTGTTGATAAGTTTATAGCAAGAATAAAAAGGGTAA 

AAAGTCATTGATAATAACCACTGCTGTGACTATATATAATAAGAATCGAACTGTAAAGTTAA 

AGCAATGGTGTTCGGTCAGCTGTATGCCCTTTTCATC 

AAACTGTGCAAGCAGATTCATCCAAGGAAAGCTCTTCCTTTATTTCGTTCGACAAAGAGAGT 
AACTGGGATACCATCAGCACTATATCTTCAACGGCAGATGTTATATCATCCGTTGACAGTGC 
TATCGCTGTTTTTGAATTTGACAATTTCTCATTATTGGAC 

ACCCATTCTTCAATAGATTCTTTGCCAATGATGTCAGTTTAACTGTTCATGACGATTC 

TTGAACATCTCTCAATCATTATCTCCCATTATGGAACAATTTACTGTGGATGAATTACCTGA 

AAGTGCCTCTGACTTACTATATGAATACTCCTTAGATGATAAAAGCATCGTTTTGTTCAAGT 

TTACCTCGGATGCCTACGATTTGAAAAAATTAGATGA^ 

TTGGAAGATAAATCTGGCGACAATTTGACTGTGGTT^ 

AGATGAAGATGGTGACGATGAATATGCAACAGAAGAGACTTTGAGCCATCATGATAACAACA 
AGGGTAAAGAAGGCGACGATGATATTTTAAGCTCCATCTGGACTGAAGGACTACTAATGTGT 
TTAATAGTTTCTGCGTTGCTATTGTTCATTTTGAT 

GGATATCACATATGGTGCGTTGGAAAAATCAACAAACCCAATAAAAAAAAACAATTAA 
YGR106C, 265 aa (SEQ ID NO 466) 

MVFGQLYALFIFTLSCCISKTVQADSSKESSSFISFDKESNWDTISTISSTADVISSVDSAI 
AWEFDNFSLLDNLMIDEEYPFFNRFFANDVSLTVHDDSPLNISQSLSPIMEQFTVDELPES 
ASDLLYEYSLDDKSIVLFKFTSDAYDLKKLDEFIDSCLSFLEDKSGDNLTVVINSLGWAFED 
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EDGDDEYATEETLSHHDNNKGKEGDDDILSS IWTEGLLMCLIVSALLLFILIVALSWI SNLD 
ITYGALEKSTNPIKKNN 

YGR182C, 854 bp, CDS: 501-854 (SEQ ID NO 467) 

CCAAGTATCATGGGCTTTGGAAATTAGTTTCCCACCGATGAGCGCAACGACTTAGCGAAGCT 

TATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATGCGTTTCCATTC 

AATGCATAAATTATGAGTAGTCTTTTTCATCACTATATAAAACCTTTOT 

GTTTTTGTTGGTACTATCTTTGCAGGTGCCTTTGTTTTCCAAA^ 

TACTTCATGGTACGAGAATCAGAACAAAGGAAAATTATGGAAAGATGTC 

CTGCAGGCGATGGAGACGACGATGATGAGTAAACGCTGATTATGTCACACATATACGTGCAA 

ACGCTCTCTCTCTCTCTCAAGCTATATAAGTGGCACTCGTCTTATTTATTATTTT^ 

TGGCTGGTTGTTCATGTTCAACCCAACCTCATAAAGGCACTCAACTTCATAOT 

ATCTATGTCTCGCCAAAGCGCATTCAAATTTCAGAATGGAAATAGACACGAACGAGCCTC 

TGTCAGATGTTCACAAAATCCTTATTATAATTTTATATTCTACTAAAGGA 

GGAAAAAGAATAACTCATTTTATGTATATACAT^^ 

TATAGTGCAATACTGTTCTTCGACGTTATTAAACGTAATAGCATTTTCTTC 

ATCTTATATACAAGTACGAGTACATACTGCGCAGTAAATTGATCCTGATGGTGTGTTTAGAT 

TTCGCCAGAAGCGGAGGCGTTCTGGATTCTGGAGATGTAAGCCTTTGA 

YGR182C, 117 aa (SEQ ID NO 468) 

MSRQSAFKFQNGNRHERACLSDVHKILIIILYSTKGKRELGKRITHFMYIHIFCTYLYQASI 
VQ YC S STLLNVI AF SWYPLNL I YKYEYI LRSKLI LMVCLDF ARSGGVLDSGDVSL 

YGR183C, 914 bp, exonl : 501-503, intronl : 504-716, exon2: 717- 
914 (SEQ ID NO 469) 

AAATACAAATCCAAGAAACCTCGATGAGGATGACTCTGATGATAATGATGACTCTGATGAGC 
GAGAGATTTGGTAGATTCAAGCCCTCTACTATGTTTTATAGTTGACATATTTGTATATAAAA 
ACTTATACATTATTAAACATTTGCGCGTCGATTGACTTTTATTTATTATT 
ATACCAACCTAATTACAAATACTTCGAAGTGACTATCAT^ 

AACTTTTGAACTCCCCAGTTGTTAATATGTATCATTATACACGACCCAATCAAACGCGGGGA 

AGTGAATGCCGAAAGAATTCTAGGACCTAAAAGCTGCTCAATCCTT^ 

ACATCCCCTCTCAAACTTTACXriTAGCAGTTGTATTTAATGTCCTG 

ATCGTTGAAGGTTCATTTTCATATCCTTCGCAATTTCGTAAAGCAACAATAGCAATACGGAC 

TAAAATGGTATGTTGGTGTGTGTGTGTGCTGCTTCACATTTCAGGCTA 

GGAATCTTCCTTAGCCAAGTATCATGGGCTTTGGAAATTAGTTTC 

GACTTAGCGAAGCTTATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATGCG 

TTCAGGTTACTAACAATGCATAAATTATGAGTAGTCT^ 

TCAAACGAAACGCTGTTTTTGTTGGTACTATCTTT 

TTTGATACTGCTATTACTTC^TGGTACGAGAATCACAACAAAGGAAAATTATGGAAAGATGT 
CAAGGCTCGAATAGCTGCAGGCGATGGAGACGACGATGATGAGTAA 

YGR183C, 66 aa (SEQ ID NO 470) 

MSFS S LYKTFFKRNAVFVGTI FAGAFVFQTVFDTAITSWYENHNKGKLWKDVKARI AAGDGD 
DDDE 

YKR040C, 1004 bp, CDS: 501-1004 (SEQ ID NO 471) 

GGGCTTTTCCAGTGCCGCGGCCTCGAGATCCAGGCACCAGGAACTAGGCACGCTGTGTATTC 
TAACACATTGAAGGGCCTAGGCCCGCTGACGTGGGGTCT^^ 

TCTCGGTCTTTTCTTGC TCCC AC AGGC CGTT AATGGC CTG AAAC AGTTTTGTG ACTTTGG AC 
TTATGATAACGATGTTTGTCCGGGTGCCACCGGATTCTATCGCGGCGAATCAAGTCTAGTCT 
GTTTGCATCCATCAAGGCACTGCTCATTGTGTAAAATTGTC 

TATCTAAACTCACAGCCGCTAGGGTAGGTGTGCCTGGCAGTGGTAAGGTAGCCGGCTCGTCT 
TTGGTCATGCGCCAATACTGTCGAACGGCCCGCGCGTAGCGTTCTTCGGCTTCAACCTTAGA 
GCTGATACCTTTTGCCTGGTCAAAGGCGAAAACGTCTACCTCGCTTTC 
TTTCATGACTTCGTTTCAAGCGGTCTCTTTCGCTCTCGGTTGTAAC^ 

ATGCTTTCACCGTACTCGAAAAGCGTAGCCTCATGACTAGTTGTACCAACGCCCTTTCTTTT 
CTTTTTTTTCTCTTGACACTTCGGCGTATT 

TTTGCTCATTTTCGTTTTGACGTTGCGATGGTTTCGCGG 
ATGTTGTCTTTGCTAGTTGCAACGTAGTCTTCTTCTCTC 

CCTTACGTATCTTTTTTCGGCGTCGTTGTCGTCATCGCTGTTCATATAATCGTCGTCACTCA 
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TATCGGCGCTTTTACTGCATGCTGTCTTTTGAAGAGAGTTTCATTC 

AAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAGCTTACATACGGAAAGAGAAAAAAAAAAA 
AAGAAATTTTAA 

YKR040C, 167 aa (SEQ ID NO 472) 

MTSFQAVSFALGCNTLVACYAFTVLEKRSLMTSCTNALSFLFFLLTLRRIHRHWYKPy 

LIFVLTLRWFRGPIAWVVVDVVFASCNVVFFSPALSDENWPYVSFFGVVV^ 

GAFTACCLLKRVSLKSSEEKKKKKKKKKEKSLHTEREKKKKKF 

YOL127W, 1343 bp, exonl : 501-513, intronl: 514-927, exon2: 
928-1343 (SEQ ID NO 473) 

TCTTATCTTGTATGCCCGATATAGCAACCTTGTTGGTACCAATCTAACGGTTTCC 

GCAATGAAGAGATGAGGAGGCATGGGTCACTTATTTAATATGTACGG^ 

TGCTTTCTTTTTTTGTCTCAGCAGTCATTGTGCGCCAAAAAAAGA 

GTCCACGCTCTGGAGTTAGGCTCTCCCATTACG^ 

CCGTTGGAACAGTCAGGCTAAACTGGGCCTTCCTACCC^ 

GCACAAGGGGATTTTCTTTCTACCTTCGGCTTGCCT 

CTTCGTTCGTATGCATACAATCTTTTAGATATTATC 

AAATGTATCTCATATGCTTTTCTTCTGCTGTTGAAAAGGCTAAA 

TAAAATGGCTCCATCTGGTATGTGAACTGCAATATTAATAGCACGAGAAAATTGAGAGGAAG 

atagatgggaactagtagagttgatattgatgagatacgaaaaccacacgtaaataaactat 

ccgacgacaagaatagtgcattaaggacttgattaagatatggtgagcaacgtaattatcgg 

gctcaacagtttattagcaatcgttttgatagaagcgttgatgctctgg 

tactaccaacagk:cattaacaaatccattagagtgttcgttcgtttttctgctca 

gaaaattattccatcctcattatacttttttcttctatttcgtgctccacgtcgaggtatca 

aggaacatagtttactaacattaacgaattcatctcctatgaatttactttttc 

aggctactgccgctaagaaagctgtcgttaagggtactaatggtaagaaggctttgaaggtc 

agaacttctgctaccttcagactaccaaagaccttgaagttggctagagctccaaaatattc 

ttccaaggctgttccacattacaacagattggactcatacaaggtcattgagcaaccaatca 

cttctgaaaccgctatgaagaaggttgaagatggtaacattttc 

aaagctaacaaataccaaat(^gaaggccgtc^ggaattatacgaagttgacgtattgaa 

ggttaacactttggttagaccaaacggtaccaagaaggcttacgttagattgactgctc 

acg atgctttggac attgct aac agaatc ggtt acatttaa 

YOL127W, 142 aa (SEQ ID NO 474) 
MAPSAKATAAKKAWKGTNGKKALKVRTSATFRLP 

IEQPITS ETAMKKVEDGNI LVFQVSMKANKYQI KKAVKELYEVDVLKVNTLVRPNGTKKAYV 
RLTAD YD ALD I ANRI G Y I 
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FIG. 2; 

YBL051C_homolog_l 1229bp PathoSeq: 1..1229; CDS: <1..>1229 (SEQ ID 
NO 285) 

agagaacgtattgaagaggagaaaagggagaaaagaggtcaattggaagaacaacatcgttc 

tcaaatgcttctatggcttctttattc^ 

gtggctggcacaaatccttctcataccactgaaagaatgtttttaaatto 

ctgttcaatgccccaccagtagaaattaattttaatga 

ttagtattataccgagatgatattaccaaatctacttttgaa 

aatatttctcaacggaaaatcatatcaattttatgtaattatttgaatt^ 

aatgggttgataataattagaagaaaaccaggatacattgctcagtgtataactcaacaa 

attcctaattctcaacaggtgtctgggccaactc^cccgcaacaacatcaa 

caacagcaacagcaacaacatcaacatcaacatccttcacattcatcatcgatgatgaacct^ 

caattgggtggtacattagctgttccagcgcaccctgaatt^ 

ttaccgttgccaagattgagagagcaaacctotacaccaattc 

caaaatcaaccacgacaacaacaacagcaacagcatgttcaaccacaata 

caatctattcaaagccaaccacattctgcgagaccttattctcaatcatataatattta 

caacagcaacagcagcaacaacaagctcaacaacaagctcaacaacaacaacaacaacaattacaa 

tatcaacagggacaccagtcacaagtttcaacacctacattgaattcttctagtgctgctg^ 

cttagatcaagtagk:agtagatcatttgttgatgtgagatccacacotcc(^caagta 

caacagcaacaacaacaacaacaacaacagcaacagccgccactaacttcatcaatccatgattct 

ccaac^ccacatcatcatttacovcttcaacagcagccaccacaaccaaatcattacctatccaat 

taccatcagggggttggatctcaaccaaaaactccattggc 

YBL051C_homolog_l 409aa (SEQ ID NO 286) 

RERIEEEKREKRGQLEEQHRSASNASMASLLSAASTTAATKNLSVAGTNPSHTO 

S FNAPPVEINFNDLEVLELYTQLVLYRDDITKSTFELAI SPANLNI SQRKI I S I LCNYLNLLELFD 

NGLIIIRRKPGYIAQCITQQSIIPNSQQVSGPTHPQQHQQNQLQQQQQQQHQHQHPSHSSSMMNLH 

QLGGTLAVPAHPELLRSQSQSALPLPRLRQQTSTPIQQNQQVQHQNQPPQQQQQQHVQPQYNYYNQ 

QSIQSQPHSARPYSQSYNIYQQQQQQQQQQAQQQAQQQQQQQLQYQQGHQSQVSTPTLNSSSAAAL 

LRSSSSRSFVDVRSTPPTSSFAQQQQQQQQQQQQPPLTSSIHDSPTPHHHLPLQQQPPQPNHYLSN 

YHQGVGSQPKTPL 

YBL051C_homolog_2 2 153bp public: 1. .2153; CDS: 501.. 2150 (SEQ ID 
NO 287) 

ATAAACAAAAAAGAAGCACGAACTGTGGGCAACAACAACAACAA 

CTGGAAAATCAAAATTGAACTCCAACC^GCAGCGGC 

ACTTTTTTGTATTCAACTCTCTAACTCTTTCTATTTTTTTTTTT^ 

AATCAACAATAGCAGGATATCCATTCATATACAAATAGATAAACTGTTTAATTAATfAATTAACTC 

ATTTGATTTGGGAAAAAACAAATTTTATATTTGGAGAATTGAATT^ 

AAGCTTTAATTCCCACCTATCAAATTTCATTATTA 

TTTCTTTCTTTCTTTCTTTTTTGGAACAAAGTAATAGCCGATAAAAT 

ATTCATATTACATTGACTTTTGACAAGAGGTATATATAATGGATTTTAGAAA 

CGAATCAAATGGGCACTGTAATGCAACGTCGTCCCTCTCTATCATCATTATCGTCAGCCTCGGGCT 

ATTCTTCTTCCAATTATGGTGGAAATCCTACACCCAATCCCAACAATTCCAATACCAATAACAATA 

GTAGTGGCAATAGTAATAACAACACTCATGGCAATAACACTCCCAAATTATCAACTCAAAGATTGA 

CAAATAATAGGAATTTACAATCCTTGTGGATAAACCAACCATCTATTGCTCCTTCTAATC 

CTTGGGTGGAACAGCAACAACAACAAACCCTTGATCTGTTGGAAAATAATACTAAAACAGACTCCA 

GTAATGATGCTTCTGCTACTAATAATAATAATGTTAATC 

ATGCCAATGCCAATATCCATGCCCAAACCCATGTCAACACAAATGTTAATGCAAACACAACAGC^ 

CTAGTATTAATGCTTCCACGATTTTAAATACTACACCAAGTATTAATGACACTAATGATAATGCCA 

AAAAAATTAATGTTTCCATGATTAGTAATAACAATAACAATAACAGTAACAATAATAACAACAACA 

CTAACAATAGTAGTACAGGAAGTTCTAACATTGCAAACATGCTTCCTTCTGTTTCTAATGC 

CAATGAATAACAGTAATAGTATCAATAGCACCACAAACAATACTACAATTAACGAAGCTGATGATG 

ACGAGTTAATTCCTACTGCGATTGTGATTAAAAATATTCCATTTGCCATTAAAAAG 

TAGATGTGATGACAAAATTAAACTTGCCATTACCATATGCCTTT 
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TGTTTCGTGGATTAGCATTTGCCAATTTCACATCTACAGATGAGACATC 
TCAATGGAAGAGAAATAGGTGGAAGAAAATTACGTGT^ 

AAAGAGAACGTATTGAAAGAGAGAAAAGGGAGAAAAGAGGTCAATTGGAAGAACAACATCGTTCTC 
CATCAAATGCTTCTTTGGCTTCTTTATTGTCAGCTGCTTC 
GTGTGGCTGGCACAAATCCTTCTCATACCACTGAAAGAATGTTTTTAAATTO 
CCCTGTTCAATGCCCCACCAGTAGAAATTAACT 

^ AATTAGTATTATACCGAGATGATATTACCAAATCTACTTTTGAATTAGCTATATCACCCAGCATAT 
TTGAATATTTCTCAACGGAAAATCATATCAATTTATGTAATTATTTC 
ATAATGGGTTGCTACTAATTAGAAAAAAACCAGGATCCATTGCTCAGTGTATAACTC 
TTATTCCTAATTCTCAACAGGTGTCTGGGCCAACTCACCCGCACCACCATCAAAAGAATC 
ACCAACAGCAACAGCAACACACATCAACATCAACATCCTTAACATTCATCATCGATGATGAACCOT 
CATCAATTGGGTGGTACATTAGCTGTTCCAGCGCACCATGA 

YBL051C_homolog_2 550aa (SEQ ID NO 288) 

MDFRNLSTTPNQMGTVMQRRPSLS SLSSASGYSSSNYGGNPTPNPNNSNTNNNS SGNSNNNTHGNN 
TPKLSTQRLTNNI^LQSLV\n:NQPSIAPSNVVPWVEQQQQQTLDSLENNTKTO 
VNVNANANWANANI HAQTHVNTNVNANTTATS I NAST I LNTT PS INDTNDNAKKINVSMI SNNNN 
NN SNNNNNNTNNS STGS SNI ANMLPSVSNATTMNNSNS INSTTNNTTINEADDDELI PTAI VIKNI 
PFAIKKEQLLDVMTKLNLPLPYAFNYHFDNGVFRGLAFANFT^ 

EYKKMLPAQERERIEREKREKRGQLEEQHRSASNASLASLLSAASTTAATKNLSVAGTN 
MFLNLPFNNS SFNAPPVEINFNDLEVLELYTQLVLYRDDITKSTFELAI SPS IFEYFSTENHINLC 
NYLNLLELFDNGLLLIRKKPGSIAQCITQKSIIPNSQQVSGPTHPHHHQKNQLHQQQQQHTSTSTS 
LTFIIDDEPSSIGWYISCSSAP 

YBL066C_Jiomolog 3254bp PathoSeq: 1 94/2146 3254, public: 

95.. 2145; CDS: 501.. 3251 (SEQ ID NO 289) 

ATAAAAAAAGAAATACAATTAAAAAAATTTTCCTTCTGTGAAAAGGCAATTTC 

AACAAAGCTTAATAATTTCTCCCATTCAAATTTACAAC 

CAGTTTCTTTTCTTTTATATATTTTTTC 

AATATTCTTTTTAACTTATTTTTCAATCAAG 

TCCATATTACCAGTTGTGGAATAATCAGAAGAAAAAAAAAAAAGAGAGAAAAATCACGGGAATTAC 
GTTCTCAACAGAAAATAACAATAATTTTTTTTTATTCATTCCAAGGTATAACAAGAACGTT 

TAATAT7VAAATTATCACCAAAGCTGCCATCAACGTGTGTCGACAACCAATCGACTCCTCCCTTAAC 
TAGAACCATAGAACCTCAACATTTGTTTCTATAGAAA 

TTTTGCCTAAACCATCCCCTACACCAACCAACCCACAAACCCCATTGCC 

CTAAACCTGTAAACTCAAAAAGAAAATCAGCAGCCAGTACACCTGGAAATGAATCAAAGAAATCAA 

GAAAATCAAATTCTACAGCTTCAACACCCAACAGTGCTACACCAACATCAGTCGGAACACCTCCAC 

AGAAAACTTCCAAACCAACAGGTCATAGGCCAGTGACTTCATGTACTTTTTC 

TCAAATGTAATGCTTCAGATAATTATCCAAACCCATC 

GTGAAATTGACCCCGAATTTAGACCTCGCAAAGGGTC 

ATGAATTGAAGGCCAAGATTGAAATGTTGACTAAAAATGAATCTTTGCT^ 

AACACAATTTGAACCACGCTTCGCAACAGCAACAACTGTCTGGATCGCAATCTCAACAACAACATC 

CTCCAAATCGACAACGTGCATTGTCATATACGTCTGCAAACTCATCACCACAAGTTGCATTO 

ATGCATCGCCAATTCCTTCTGTGACAAGTATTCAACAAAATGCACCGTTGACTCACGAAAATTCCG 

ACAATTCTCCATACGCTTTAAATACACCAGAAAACATTGAAGAATTACAACCAATC 

TTTTGGGTGACGTTACTTTGCCATTAAACAGGGCCAATGAGT^ 

ATTTACCATTTTTGCCAATAATAATATCTCGATCTC 

TTTTCTGGGCCGTGATTCTTACCGCAAGCTTATCAGAACC^ 

CATCCTTAATTAAACAATTAGCAATTGAAACATGTTGGATO 

TCCAAGCCTTGATCATACTTTCAATATGGCCGTTACCTAATGAAAAAGTTTTGGATGA 
ATAGATTTGTTGGATTGGCAAAGAACTTGTCATTACAATT^ 

TTCAAGAATTTAGTCGGAATCAAGTAAGTCTAGGACCTGATGCAGAAAGGTGGAGG 
GGTTAGCAGTTTTCTTTTGTGAACAGTTTTGGTC 

CTACTGATTATTTATTAGAGAATGCTCGTGTTGATAAATCGTTGCCTAAAAATC 
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TTTCGCTATCTATTTTCCAATGCAAATTAGTTAATATTATGGGTATTAGC 
GTTTATTGGAGCCTCTGAATCGTGCTGGTTC 

GATTTAAACTTCAATTTGAAGAAGGGGGGCCAATTGAAGTATATTATTTGTATATT 

TCTGCTGCTTTGCCTTTTTACCAGGTACACCTATCGAGGATCAAGTCAAGTATGTC 

ATTTATCAGCAACAAGAATCGTGACAATCGTTTCTAAAATGGTGAATGACATTT 

TGCCAATATATATCAGACAAGCAGTGACATATAGTGTTTTCATGTTGTTCAA^ 

GATATTTGATTGACAAGTATGTGGATAGTGCTAGACAGCTGATTGTTACTGTGCATC 

GAAACACGTTGAGTTCCTGGAAAGATTTGCAAAACGATATTTCTCGAAC^^ 

ATTTGAACATGGTGTTGTATAATTATCCTGAAATATTTTTA 

GTATTATCACCAGAATGAGGTCACATTTGACAGCATCTTTATTCTATC 

ATGAGGCAAGAAGACGATCAGTACTTGATAAGGGGAAAAGACAGGCTCAGCCTAACAAGAAAATCT 

TGCCCTTGCCATTTTACAACCAAATCACTAAGGATGATTTCAAGACAATTA 

ATGGAACTACTATTACTACATTAGTTCCAACTGATCAAGCTATGAATCAAGCAAAA^ 

TTGATTCC AGCAAAC C ACTTGAAATAAATGGTATTCCCTTAC CTATGCTTGAAGCTACTGGTTC AA 

CAAGAGAAGTTTTAGATTCTTTACCCTCGCAATCTTTACCATCACAAGCACCAACTC 

ATC CAATGCAGCAAGATC AAC AACAGCAAGAAC CATC ACAAC AACAACAAC AAAAGCACCTGCAGC 

AACTGCAGCAATACCAACAACAGCAGCAATCGAATCAACAGCAACCAC^ 

AGTTTCAACAATCACCACCACCGCAATTTTCAATGATTTCTTCAACGCCG^ 

CTTTTATTTTGGCAAACTCACCGTTACCACAAACTT^ 

CACCAGAAGTAAAACAAGAAAACTCTGTTGCTCCATTTGCATCTCAAATCACC 

AACAAACAAGTGGATGGTTTAATAATGATAACCAAGATGACGACTTTTTGGGTT 

ATATGATGCAAGAGAAATAA 

YBL066C_homolog 917aa (SEQ ID NO 290) 

MKFEKGKVRILPKPSPTPTNPQTPLPLLPAQTKPVNSKRKSAASTPGNESKKSRKSNSTASTPNSA 

TPTSVGTPPQKTSKPTGHRPVTSCTFCRQHKIKCNASDNYPNPCERCKKMGLKCEIDPEFRPRKGS 

QIQSLKSDVDELKAKIEMLTKNESLLTQALNQHNIiNHASQQQQSSGSQSQQQHPPNPQRALSYTSA 

NSSPQVAFSNASPIPSVTSIQQNAPLTHENSDNSPYALNTPENIEELQPISEFILGDWLPLNRAN 

ELHDKFMTTHLPFLPIIISRSATELYHKSQLLFT^AVILTASLSEPEPKLYMSLASLIKQLAIETCW 

IKTPRSTHVIQALIILSIWPLPNEKVLDDCSYRFVGLAKNLSLQLGLHRGGEFIQEFSRNQVSLGP 

DAERWRTRSWLAWFCEQFWSSLLGLPPSINTTDYLLENARVDKSLPKNFRCLISLSIFQCKLVNI 

MGISVTRPDGLLEPSNRAGSLSLLDRELERLRFKLQFEEGGPIEVYYLYIKLMICCFAFLPGTPIE 

DQVKWSFAYLSATRIVTIVSKMVNDISLIELPIYIRQAVTYSWMLFKLHLSRYLIDKYVDSA^ 

SIVTVHRLFRNTLSSWKDLQNDISRTAKVLENLNMVLYNYPEIFLNDSENEDSSIIT 

LFYDLVWCVHEARRRSVLDKGKRQAQ PNKKI LPLPFYNQ ITKDDFKTITTTS PNGTTITTLVPTDQ 

AMNQAKSKSFDSSKPLEINGIPLPMLEATGSTREVLDSLPSQSLPSQAPTLQQYPMQQDQQQQEPS 

QQQQQKHSQQSQQYQQQQQSNQQQPHLQHQRQFQQSPPPQFSMISSTPPLQQPPFILANSPLPQTY 

LPKIDEMNMSPEVKQENSVAPFASQITNFFDQQTSGWFNNDNQDDDFLGWFDYNMMQEK 

YBL078C_homolog 908bp public: 1..908; exon 1: 417.. 449, intron 1: 
450.. 533, exon 2: 534.. 908 (SEQ ID NO 291) 

TTATTATTACTATGACACAC^CTTACTCTCTTCTATGTCTCCGCTTACATCACACATCATACGTTT 
GAAAACACCCACCCCCTTTTTCTTATCTACAAAAAAAAAATAACAAACTCACTATAACTACTAAAC 
CTTTTTTTTTATTTATTTATTTTGTA 

TACATCCCCATCGATTCATCTGACATAATAGTATGTATGATCATACAGAGGGAAAATGACCCTTTT 

TATTATTACCAAGGTCTCAATGATTAGTGTGGCTAGCGTCTC 

ATAATTGCCACTCAATCTTTAATTGACC^TCGACCA^ 

ACTTAGAAACATCACTCATAATGAGATCACAATTCAAAGACGAGCATCCTTTTGGTATC 
TGATTTTTAGTCCTCTGAATCTTCTTCCGATCATCATATACTAACATTTTC 

TAATAGAAAAGAGACAAGCCGAGGCAGCCAGAATTGCTCAGAGGTTCAAGGATAGAGTACCAGTCA 

TCTGTGAAAAGGTTGAGAATTCCGATATCCCCGAAATTGATAAACGTAAATATTTAGTGCCAGT^ 

ATTTGACTGTTGGTCAATTTGTTTACGTTATTAGAAAAAGAATCAA 

TTTTCATCTTTGTCAATGACATATTACCCCCAACCGCTGCATTAATCAGTACA^ 

ACAAGGACGAAGATGGTTTCTTATACGTTTTATACTCTGGAGAGAATACTTTT 

CAATTGACATTTCATCATTAGATTTCAGTGATATCCCTGATTATGTTTAA 
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YBL078C_homolog 135aa (SEQ ID NO 292) 
MRSQFTOEHPFEKRQAEAARIAQRFKDRVPVIC 

RIKLPSEKAIFIFVNDILPPTAALISTIYEEHKDElXJFLYVLySGENTFGEKIjAIDISSLDFSDIP 
DYV 

YBR073W_homolog 2891bp PathoSeq: 1..2891; CDS: 501.. 2888 (SEQ ID 
NO 293) 

GTGGCACATCCCAGGAAGTAGAGCATGGACAGTTCGTATGGTATTGCTGTGCATACG 

AAACAGAAACGAGAAAAAAAATCGATCGTCAACCTTTATCAACTCATCTACAGCAGCAGCAAAG^ 

CGTCCCTAAATATGAGTCAAGTCCAACAGAAACCCAAATCGTTTGGTAGATTGTATACCATGTACT 

ACTTTCATTTTCCATTTGTTATGCTTACGACAACTGAAACCATG 

TGTTTGCCTTATTGGTTGCCTATGGGATCTAC^ 

CCAGAGCATACTATTATGTTTTTGGCATGGATATTAGTACCATCAACGGTO 

GTCTACTTAGTTTTAT AGTTTAAAAATTTGTTAATAT AAACC C AAAGTTTCTAAC AGGC TCTGTTT 

GCTCGACTAAAAAAGAATTTTGTCAAACGCGTATGAGAATGTTO 

ATCAAATGAATGTTCGACCTAATGCTCCGTTTCGGCCTCC™ 

TGGTGCAGAAAGTAGTAAAACGAAAATTGCCCACTACCACCAATCCTAAACCTGCAAAGATTTTGA 

ctaccgatcccggctcaacaaaatacgtgatccaatggagaaagaaaacttcaaagaagaacaaaa 

catgggacggtgatgggtatgccgtgattaaacagcttgagaatggggcatgcgagatatctatca 

agaactctgatggcaaacctatggggaaaagagtgtttactgcgacacctaaccttgacgacgtga 

ttagtgtgggaccctatgaattagaattagacgaaaaagtagggtctaactcaactccccagacag 

tgacacgtgttacccaccagttcaaaaaggttgctcctcccacagctagtagtcggaaaccgcttt 

atgacgactgtgccgatgccatcgcgttgcctcctcctccaaaagccaaagattatgtcaaagt 

atatcgatccacatttggcaaaagtgcttcgtccgcatc^^ 

agtgtttaatggggtaccgtgggtttggcgggcacgggtgtttgttag^ 

ggaaaacgttgatgacaatcactacaatctggacgttc 

gtgcagtggtaaataaggtattggtggtgtgtcctgtcacgcttat.ttccaa 

ttaggaaatggttaggtgctaataagctaaacgtgttgacg 

aacaggatatactcaattttggaaagttgaatgtgtaccaagtgttagtggtgaattatgaaaaac 

ttgtggcacattttgatgaactctcagcggtcaagtttgatttgtta 

gtttgaagaatagtgcaaataaagtattgaataatcttatcaagctcaatattccgaag 

ttttgacgggtacgccgattcaaaacgagttggtagagtttcacacgttgatctcgtto 

cgggtgtgcttcccgagctaaaattgtttcagcgaaactttataacacctatatctagggcccgag 

atatcaactgttttgaccctgaagtgaagaaacgcggtgaagagatatcgcagcagttgattgaat 

tgactcagagttttattcttagacgtacacaagcgattttggctaattacttc 

acattttgttgtttgttccacctacatcgttgcagctcaag 

AGAAATTTAATCAGTTTGAGGCATTTACCATGATCAAT^ 
CGTTGTTGGCCGACGACGAGTTATTTAAAAAGATTGTTC 
CCGGTAAAATAAACATTCTTGTGCCGTTGCTATTG^ 

TAATTTCCAACTACACCAAGACTTTGGACTTGTTGGAACAGGTTTTGCGCAAGGTCAGCCTAACAT 
TTTCGAGATTAGATGGGTCGACCCCCAACAATGTGCGTAC^ 

ACCCCGACATAAACGTATTTTTATTGTCGTCGAAATCTGGCGGGATGGGGATCAACTTGGTCGGGG 

CTTCGAGGTTGATTTTGTTTGACAATGACTGGAACCCAGCGACCGATTTC 

TTCACAGAGACGGACAATTGAAACCGTGTTTCATTTATAGGCTATTCACCACGGGGTGTATTC 

AGAAAATCTTTCAGCGACAGCTCGTGAAGAACAAATTGAGTTCCAAGTTTTTGGACAATC 

CGTCCAAATCTGATGTGTTTGAGAATGATGATTTGAAGAAT^ 

TATCCAATACTCATGATTTATTAGAGTGTGTGTGTGAGGGCGACGGGTCGATGTTGA 

CCATAGAGGAAAGCGAACCACCCCCAAAACAAGCATGGGTTACTGCATTAGAGCTTAAGAAGAAGA 

TTGACGATGGTGAGGCGCTAAAGAGGACGGCTGTTAAATTTGCCTTGAACGATTATCGACACTACA 

ATCCAGAGGTGAACCGTAATTTGGATTTTGATTCTGCGCTACACCGAATTGCTAAC 

ATGAAAATAAGCAATTGCCAATTACATTTATAATGCTGAGAGTAACTAATTAA 

YBR073W_homolog 796aa (SEQ ID NO 294) 

MFTLFFFTTDQMNVRPNAPFRPPRPIKGGVAWQKVVKRKLPTTTOPKPAKILTTDPGS 

RKKT S KKNKTWDGDGYAVT KQLENGAC E I S I KNSDGKPMGKRVFTATPNLDDVI SVGPYELELDEK 

VGSNSTPQTVTRVTHQFKKVAPPTASSRKPLYDDCADAIALPPPPKAKDYVKWIDPHLAKVL 
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QVEGVKFMYECLMGYRGFGGH(^LLADEMGLG 

TLISNWRQEFRKV^GANKLNVLTLNNPMSNEKQDII^ 

DLLVCDEGHRLKNSANKVLNNLIKLNIPKKIVLTGTPIQ^ 

FITPISRARDINCFDPEVKKRGEEISQQLIELTQSFILRRTQAILANYLTQKTDILLFVPPTSLQL 
KLFDYITNLKKFNQFEAFTMINLFKKICNSPSLLADDELFKK^ 
IASLGEKIVLISNYTKTLDLLEQVLRKVSLT^SRLTCSTPNNVRSKLVNQFNTN 
GGMGJ^VGASRLILFDlSroWNPATDL^ 

SSKFLDNDATSKSDVFDNDDLKNIFEIDTSTISNTHDLLECVCEGDGSMLSQPTIEESEPPPKQAW 

VTALELKKKIDDGEALKRTAVKFALNDYRHYNPEVNRNLDFDSALHRIANN 

RVTN 

YBR086C_homolog 2643bp PathoSeq: 1..2643; CDS: 501..>2643 (SEQ ID 
NO 295) 

AAAGAATTTCAAATTTAGTTTTAGGTGATAATTA 

CTTTGTGTACTCATACGATGGTTGTTATTAGTTAAAGTTGCTTO 

TCACAATTGAATTTCAGAATAGAATTAGTTTCACCTTTTCTTACAATCGGC 

TTCTTCTAATTTAGTTTACAGAATAGAAAGAATAGTTTGCTTGT^ 

GGTTATTGGTGTTTATTATTTTTTTTTGGTTCCTC 

TTGTTTGGAATAATTTATTACTTATTCAATATATTTTTTT^ - 
TTTATACATTTCAATCAACCTTCGAACAATC 

ATTGGATTTGAATTGTTACAATTGAATACTTCAACGAGATGACTTO 

CTGATTATTATATTTCCGTCAATTATCCTACCACCGATAATGGATGACCAACCCCAC^ 

AATCATTGAAAACATTAATTGATTTATTATACGATAAAGGGTTTGCCGCCCAAA 

ATTTAGACCATTTGTTAGTCTTTGTTAAATTGTCTT^ 

ATTTAATTAAAAATTATGAATTTGGTGTCACGGGT^ 

TTATTTATCAATACTTAACTTATCCACAATCAGTTGGTGGATGTGGTATTA^^ 
ATTGGAAATTTGTCACCAGTATTGTTCCAATTACTAA^^ 

ATTTAAAAATTAATGTTACTCAACCAAATTTATCAATTGCCACTATCAAAAAGACATATC 

AAGTTGCTCTTTATTTTGAATATATAAAACA 

GTCTTGTATCTCATTTTAGAAAAGATAAACGATTCCTO 

GGGGGGTTTTATTCCTTGCATCATGGCATAGAAGAGAACAACATTTGGT^ 

AAAATAGTCATTTAATTGAAGAACATAATTCCGAATTGGCTAAAGTCAATGAAAGATATC 

AATCAACTTATTTCCATGCAAATAATACCAATGGATTCAGATTTTTAAAA 

CCATTGCCTTGGTGTTTGTTGGTGTTTTGATTA 

TTTTAACCGATATTTATGATGGCCCCGGGAAATCTTTATTGACTTO 

GTGTATTTGTGCCAATTTTGACCATTGTTTATAATGCTGTC^ 

ATCATGATAACCAATATAGCAAAAATAATTCTATTCTTGTTAAAACCTTTGTGTTG 

CTGGTTATGTTCCATTAATCATCACTTCATTCATATATTTACCATTTGCTCATTTGGTGCAACCTC 

ATTTAGGTGATATTAAAACCACTATTGCCACATATGCTGGTGAAAATAGATTCTAC 

TGTTGAAATTAAAGAGTCAAGAAGAATTTAAAATCAATCAAGGTAGATTAGATGCTCA^ 

ATTTC ATTGTCAC AAATC AAGTT AT AC AATTGGT ATTG AAATAT ATTCTC C C ATTGGGTTT AAG AT 

TrcTATTTAATTTTATTGAAACGAAAATTCAGAAGAA 

CTGATGAATCTATTTGG1TACATAATGTCAGATTATCGTTGAAACTTCCTGAATATAATG 

ATGATTTTAGAGGATTAGTTTTACAATTTGGATATTTGATAATGTTTGGT 

CACCATTGGTTTGTATTATTTTCAATTTAATTTTTTTCAAGTTGGAT 

GTAAATATTTCAAACCACCAGTTCCAAGAAGAGTTGATTCTATTCATC 

TCTTGTTAGCATGGATTGGATCAATTATTTCCCCCGTGGTCACGGCAT^ 

CTCCACCAAAATCTATGGGTCAATTTGCCCTTGATAAAGCTAGTGTTCATGTTTCAT^ 

TCTTGGTTTTATTAATGTTTGTTTCAGAACATGGATTTTTGA 

TCTCTTCTTTGTTCAAGAGTCAAGTTGAATGGGAAAATGATTTTGTTGATAA 

GACATGATTATTATTCTGGGAAAGTAAAACCAACTTATAAAGTCCACTCGGATGAGTTGTGGGAGA 

AGTTTACCCCACAATCAACTTTGAATTTCACTGGTCCTAAACCAACCGCAGAAACTGATGATAAAG 

TTGAAAAAATTGCTTCTACCGAAGATGCTTATCTGACTTCTGCAGAAAAATCTACTACTACTGCTA 
CTT 



YBR086C_homolog 714aa (SEQ ID NO 296) 
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MTLPIQDLEPDYYISVNYPTTDNGSPTPQAEKSLKTLIDLLYDKGFAAQIRPGDLDHLLVFVKLSS 

YKFS EEAEKDL I KNYEFGVTGKDDVLAS KLRI I YQ YLTYPQ SVGGCGI TPNSGDWKFVT S I VP I TN 

AFNETOLVEDLKINVTQPNLSIATIKKTYGVEVALYFEYIKH^ 

LTFAFINLLWGVLFLASWHRREQHLVNVWGVQNSHLIEEHNSELAKVNERYEEKS 

RFLKQLAFIPIALVFVGVLISYQLSCFCIEIFLTDIYIX5PGKSLLTLLPTVLISVFVPILTIVYNA 

VTDIIIKWENHDNQYSKNNSILVKTFVLNFLTGYVPLIITSFIYLPFAHLVQPHLGDIKOT 

GENRFYTKYLLKLKSQEEFKINQGRLDAQFFTFIVTNQVIQLVLKYILPLGLRFVFNFIETKIQKK 

PQLQTKDDNPDESIVniiHNVRLSLKLPErTOVDDDFRGLV^ 

KLDNFKLLNGKYFKPPVPRRVDSIHPWNLALFLLAWIGSIISPVW 

ASVHVSSSVFLVLLMFVSEHGFLILSYLLFEFSSLFKSQVEWENDFW 

KVHSDELWEKFTPQSTLNFTGPKPTAETDDKVEKIASTEDAYSTSAEKSTTTAT 

YBR093C_hoinolog_l 17 84bp public: 1..607, PathoSeq: 608. .1784; CDS: 

399.1781 (SEQ ID NO 297) 

CGGTAATTATGTCACAAAAACAAACAATCAACAT^ 

CTAACACCTTTTATTTTGTGTTATACAAATTGCACAATCAA 

GGGCTCTGTTTAGTTTAACTTCTTGTAGTTTTATTATTCCGA 

TCGTACAATAATGTTAATTCAATTCTAAATTCCGATGAACCGAACACACAAAAAACATCCA 

GGAGAGATTTTTCAAAACTTCTATTATAAATAGAACCCTATAAGTCCATAATAATTC 

ATTATTTTCTTTTCCCTTTTCTGATTACTOT 

TCATGGTTTCTGTTTCTAAATTAATCAATAACGGGTTGTTATTAA 

ATGTTGCTACTCCGCAACAAGCTTCTGTGCA^ 

CCCCTTATATTCAAAGAAACGGATATGCX5ATTO 

AAATTCAATTGTATTCAAGACATGGTGAAAGATACCC 

CAATTTATGCTAAATTTGAAAAC TAC AAAGGTACTTTTAAAGGTGATTTGTCATT CTTAAATGATT 

ACACTTATTTTGTCAAAGACCAGAGTAACTATGCTAAGGAAACTAGCCCAAAAAATTCTG 

CCTATGCCGGTACAACCAATGCCTTGCGTCATGGTGCTGCGTTTAGAGC 

ACAAGGAAAACTCAACTTTACCAATCTTCACATCCAATTCTAACAGAGTACATGAAACTTCAAAGT 
ATTTCGCTAGAGGGTTTTTAGGTGATGATTATGAAGAAGGTAAAACTG 

CTGAAGATGCTGATCTTGGTGCCAATAGTTTGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAAC 

TGAGCAGTAGTACTGCCAAAAAATATAACACAACATATTTAAATGCTATTGCTGAAAGATTAG 

AACCAAACCCAGGTTTGAATTTGACTACAAGTGATGTCAACAATT^ 

AAATCAACGTCAGAGGAAGTTCACCATTCTGTGATTTATTCACCAATGAAGAATTCATTAAGAACT 

CTTATGGTAACGATCTTTCGAAATATTATTCTAATGGTGCTGGTAATAATTACA 

GTTCAGTGATTTTGAATTCATCCTTGGAACTTTTGAAGGACACTAAGAACTCTAAT 

TATCATTTGCTCATGATACTGATTTGGAAATTTTCCATC 

AAGATTTACCAAGATCTTACATCCCATTCCCTAACCC^ 

GTGCCAGAATATACACAGAAAAACTTC^TGTGGAAACGATGCTTATGTTAGATACATTATCAACG 

ATGCTGTCGTGCCAATTCCAAAATGTGCTACTGGTCCAGGGTTCTCTTGTAAACTTC 

AAAATTTCGTTAAAGAAAGAATTGGAGATGTTGACTTTGTTAAACAATGTGGTGT 

ACCCATCTGAGCTTACTTTCTACTGGGATTATAAAAATGTCACTTACAGTGCT 

AA 

YBR093C_homolog_l 461aa (SEQ ID NO 298) 

MVSVSKLINNGLLLTSQSVFQDVATPQQASVQQYNILNFLGGSAPYIQRNGYGISTDIPAGCEIAQ 
IQLYSRHGERYPSKSNGKSLEAIYAKFENYKGTFKGDLSFLNDYTYFVKDQSNYAKETSPKNSEGT 
YAGTTNALRHGAAFRAKYGSLYKENSTLPI FTSNSNRVHETSKYFARGFLGDDYEEGKTVKFNI I S 
EDADLGANSLTPRSACSKNKESSSSTAKKYNTTYLNAIAERL^ 

INVRGS S PFCDLFTNEEFIKNS YGNDLSKYYSNGAGNNYTRI IG SVI LNS S LELLKDTKNSNQVWL 
SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 
AWPIPKCATGPGFSCKLDDFENFVKERIGDVDFVKQCGVNSTYPSELTFYWDYKNVTYSAPLEL 

YBR093C_homolog_2 18 7 lbp public: 1..1752, PathoSeq: 1753.. 1871; 
CDS: 501.. 1868 (SEQ ID NO 299) 

GAGTTTTATGGGATTGGGTTTTTCAATTAAAGACTCTTCGTGATAATGC 
TTATTTAACGATGCAATAATTATTTCAATGTGAGCTATCCA 
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GAAGAAATTGGTCAAAATTTGACAATGTTTAGTAACTTTATATCTTGGTGTTGGGA 

AATGGAGATTGTTGAGTGTACATGAAAAATACGTAGTTAAATTTTC 

GCCACTTTTTTATCCGATTCTTCATATTACCTTTGGTAAAGTGATAA 

AAACACCCCCAATGATGAATGTTTGTATTTATAGC^ 

CGACTCACCCACGTTCTCACACAGTATGTGCTTTTTC 

AACTTTCATAATAAACATAATTCTTTCCAGAC^ 

CTGGGTTTATTCTAAGTGGACAATCTGTTTTCCAGG 

AACAATATAATATTGTCAAGTACCTTGGTGGCAGCGGTCCATATATTCAAAATTCAGGGT^ 

TTTCTACTGATATACCAGAAAAATGCACTATTGAACAAGTTCAAATGATTAG 

GATTTCCTAGTAAAGGAGATGGGAAATACTTTAAT^ 

AATTTCATGGAGATTTATCTTTTTTAAATGACTATGAGTATTTC 

AAAAGGAGACTAOTCCTAAAAACTCAAAAGGTCCATATTTTGGAACTACAAATOT 

GAGCTTATTTTAGAAAAAGATATCAATCACTATTTC^ 

GTAATTCTGGAAGGTGTTATCAAAGTGGTGTCTATTTCGCT 

CAGAAGATACAGTTGAATTTGTTGTTGTTGATGAAGACAAAAAA^ 

CAAGATACGCTTGTAAAACTTTGAATCAAGATTTACACAAAGATTTGG 

COTATTTGGACGATATTTTATCTAGATGGCTAGTAGA 

AGGTCTCGTCATTATTTCTTTGGTGTGCCTTTGAGATTAACGTTA 

ATCTATTTACAAAAGATGAATTTATCAGAAGTGGGTACCGAAACGATGTTGGTAATTACTATCA^ 

CTGGTCCAGGTAATAATATGACAAAGGTAATTGGCTCACCTATGGTGGAAGCGTCGTO 

TTCAAGAAGATTCAAAAATTTGGTTGACATTTACCCATGATACTGATATTGAGATC 

CTTTGGGATTGATTGTTCCACCAGGGGATTTGCCCGTTGATCGAGTACCATTO 

ATGCAGCAGAATTTTTCCCTCAAGGTGCTAGAACTTACACTGAAAAATTGAAATGTC 

AATATGTTAGATTTATTGTGAATGATGCAGTTTATCCATATCCGGATTGTAGTGGAGGTC 

TTACTTGTGAATTGAATGATTTTATCAAATTAGTTAAAAGTCGTT^ 

TTCAATGTGAAGTGGACGGACCAGCGGAATTGACATTTTA 

ATGCGCCGTTAATAGATCAGTAA 

YBR093C_homolog_2 456aa (SEQ ID NO 300) 

MVGLSRVLNAGFILSGQSVFQDVAAPHQASIEQYNIVKYLGGSGPYIQNSGYGISTDIPEKCTIEQ 
VQMISRHGERFPSKGDGKYFNSVMEWKRYGEFHGDLSFLNDYEYFVTNPDT 
FGTTNLLRHGAYFRKRYQSLFDQKEKLVVFTSNSGRCYQSGVYFARGFL^ 
KKMGGNSLTPRYACKTLNQDLHKDLWQYDK^ 

NVRGYSPFCNLFTKDEFIRSGYRNDVGNYYQTGPGNNMTKVIGSPMVEASLKMLQEDS 
DTDIEMYLTSLGLIVPPGDLPVDRVPFPNPYNAAEFFPQGARTYTEKLKCGEKQYVRFIVNDAVYP 
YPDCSGGPGFTCELNDF I KLVKSRLHDVDYKLQCEVDGPAELTFYWDYKDRKYNAPL IDQ 

YBR093C_homolog_3 1888bp PathoSeq: 1..1656, public: 1657.. 1888; 
CDS: 500.. 1885 (SEQ ID NO 301) 

TGTAGTATAAATAAGGGTATGAAATACCAACATCCCAGAATATCAACGAGATAGAAGAGAGGAGTT 

TCAATATATATCTTGTGAATAATAACTTCGTTCTAATTCACTATACACAACTAGACGTGTA 

TCAATCTCAGGTAAAGAAAGTTTATATTCCATCACT 

CATTTAAAACTAATACTGGTAATATGGAAATATAACGCCTCGTAGTTCTACGCACGTGGCATCCTT 

TATCTATTTATTCAATTTACCCCTAATTTATGAATTAGCTTAATAAGAGCAGTCAAATTAACACGG 

CTCAATTAATAGTACTTAATAATATGAAGCCGATCAATTAACCGATCCTTTGAATAA 

AAAATAAAGTAATATAAATAGGTATGCATTTTCCCTACATTTATTTCCTCTTTCT^ 

TTTCCTAAACAGCAAC^CAACAATTGAAATTCAAAAATGGTTTCTC 

TGGATTGTTATTAGCTGGTCAAAGTGTCTTCCAAGATGTTGCTACTCCACAGCA^ 

ACAATATAACATCGTCAATTCTCTTGGCGGTAGTGCCCCTTATATTCAAAGAAACGGA 

TTCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTGTATTC 

ATACCCAAGTAAAAGTAATGGTAAAAGTTTAGAAGCAATTTATGCTAAATTTGAAAAC 

TACTTTTAAAGGTGATTTGGCTTTCTTAAATC 

CGAAAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTCA 
CGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAATTCAACATTACCA^ 
TTCCAATTCAGGTAGATGTTACCAAACTTCAAGATATTTTGCTAGAGGATTTTT 
TAAAGAAGGTAAAACTGTCAAGTTTAACATCATTTC 
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GACTCCAAGAAGTGCATGTTCCAAGAACAAAGAACGGAGCAGTAGTACTGCCAAAAAATATAACAC 

AACATATTTAAATGCTATCACTGAAAGATTAGTTAAACCAAACCCAGGT^ 

TGATGTCAACAATTTATTCAGTTGGTGTGCTTATGAAATCAACGTCAGAGGAAG 

TGATTTATTC AC C AATGAAG AGTTT ATC AAATATTCTTATGGTAATG AC CTTTC C AACTATT ATTC 

TAATGGTGCTGGTAACAATTACACCAGAATCATTGGTTCAGTGATTTTAAATTC 

TTTAAAAGACACTAAAAACTCTAATCAAGTATGGTTATCATCT 

TTTCC ATTCTGCTTTAGGATTATTGGAAC CAGCTGAAGATTTACCAACATCTT AC ATCCC ATTCC C 
TAACCCATACGTCCATTCTTCTATTGTTC 
TGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTC 
TGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAAATTTCGTO 

TGACTTTGTTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTACTTTCTACT^^ 
T AAAAATGTCAC TT AC AATGCTCCTTT AGGTGATTTTTAA 

YBR093C_homolog_3 462aa (SEQ ID NO 302) 

MVSVSKLLNNGLLLAGQSVFQDVATPQQASVQQYNIVNSLGGSAPYIQRNGYGISTDIPAGCEIAQ 

IQLYSRHGERYPSKSNGKSLEAIYAKFENYKGTFKGDLAFLNDYTYFVTDKNNYEKETSPKNSEGT 

YAGTTNALRHGAAFRAKYGS LYKENSTLPVF S SNSGRC YQTSRYFARGFLGDDFKEGKTVKFNI I S 

EDADVGANSLTPRSACSKNKERSSSTAKKYNTTYLNAITERLVKPNPGLNLTTSDVNNLFSWCAYE 

INWGSSPFCDLFTNEEFIKYSYGNDLSNYYSNGAGNNYTRIIGSVII^SSLELLKDTKNJ^ 

SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 

AWPIPKCATGPGFSCKLDDFENFVKERIGDVDEVKQCGVNSTYPSELT^^ 

YBR093C_Jiomolog_4 1886bp PAthoSeq: 1 .. 102/1038 .. 1062/1078 .. 1886, 

public: 103. .1037/1063. .1077; CDS: 501. .1883 (SEQ ID NO 303) 

ACTACTTAAATTGGCATATCCAAACAAACTTGAAGTAGGAGTTTCCTTATTTTTA 

TATATTTGATTGCGATTAATGTCATAAATTTTAGTTCGGTAATTATGTCACAA 

ACATATTAAATCGTTATCCCAACTTTGTGAGTTTTACTAACA 

TGCACAATCAATTACTATAACTTTTTTTTGAAACGTGGGCTCTGTTTAG 

TTATTATTCCGATTGGGTTAGCTCAATAACTGCATTTCGTACAATAATGTO 

TCCGATGAACCGAACACACAAAAAACATCCAGTTCTGGAGAGATTTTTCAAAACTTCTATTATAAA 

TAGAACCCTATAAGTCCATAATAATTCAATTGAAGGATTATTTTCTTTTCCCTTTO 

TCACCAATTTTCTTCTCTCCAAAAAAAACACCTTCTTCATGGTTTCTC 

ACGGGTTGTT ATT AACTAGTCAAAGTGTTTTC C AAG ATGTTGC T ACTC C GC AAC AAGCTTCTGTGC 

AACAATACAATATACT(^TTTTCTTGGCGGTAGTGCCCCTTATATTCAAAGA 

TTOCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTG 

GATTCCCAACAGCAAGTAGTGGGAAAGATTATGAGAAAATTTATGCTAAATTTAAAAACTACAATG 
GTACATTCAAAGGTGATTTGTCATTCTTAAATGATTACACTTA 

ATGCTAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTC 

ATGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAACTCAACTTTACCAA 

CATCCAATTCTAACAGAGTACATGAAACTTCAAAGTATTTCGCTAGAGGGTTTTTAGGTGATGAT^ 

ATGAAGAAGGTAAAACTGTCAAGTTTAACATCATCTCTGAAGATGCTGATCTTGGTC 

TGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAACTGAGCAGTAGTACTGCCAAAAAA 

CAACATATTTAAATGCTATTGCTGAAAGATTAGTTAAACCAAACCCAGGTT^ 

GTGATGTCAACAATTTATTCAGTTGGTGTGCTTATGAAATCAACGTCAGAGGAAGTTCACCATTCT 

GTGATTTATTCACCAATGAAGAATTCATTAAGAACTCTTATGGTAATGATCTTC 

CTAATGGTGCTGGTAATAATTACACCAGAATCATTGGTTC^GTGATTTTGAATTCATCCTTGGAAC 

TTTTAAAAGACACCGAGAACTCTAATCAAGTATGGTTATCATTTGCTCATGATACTGATTTAGAAA 

TTTTCCATTCTGCTTTAGGATTATTGGAACCAGCTGAAGATTTACCAACATCTTACATC 

CTAACCCATACGTCCATTCTTCTATTGTTCCA^ 

GTGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTCGTGCCAATTCCAAAATGTGCTA 
CTGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAAATTTCGTTAAAGAAA 
TTGACTTTATTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTACTT 
ATAAAAATGTCACTTACAATGCTCCTTTAGAATTGTAA 

YBR093C_homolog_4 461aa (SEQ ID NO 304) 
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MVSVSKLINNGLLLTSQSVFQDVATPQQASVQQYNILNFLGGSAPYIQRNGYGI STDI PAGCEIAQ 
IQLYSRHGERFPTASSGKDYEKIYAKFKNYNGTFKGDLSFLNDYTY 

YAGTTNALRHGAAFRAKYGSLYKENSTLPI FTSNSNRVHETSKYFARGF LGDDYEEGKTVKFN IIS 
EDADLGANSLTPRSACSKNKESSSSTAKKYNTTYLNA^ 

INVRGS S PFCDLFTNEEF I KNS YGNDLSKYYSNGAGNNYTRI IGSVTLNS SLELLKDTENSNQVWL 
SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 
AWPIPKCATGPGFSCKLDDFENFVKERIGDVDFIKQCGVNSTYPSELTFYTO 

YBR181C_YPL090C_homolog 1 63 5bp public: 1..938, PathoSeq: 
939..1635; exon 1: 500. .505, intron 1: 506.. 930, exon 2 : 931. .1632 
(SEQ ID NO 305) 
ATATATATATATTTATGTATTTTTTTAT 

TAATCTATGAACAAATTAAAGAACTCTTTGGTTTCATTTGCAACCAATG 
TAGCCCTACTTTTACTTGTACGATACTGCATATTTTGTTGTTC 
TTTTTTTTTGTGTGTGTGCGGTTTACTTACTC 
AGTTGTTTGTATAGTGAGAGTTTCACTAACACAAAGCTTC 

TGTGGAAGGAGAAACTTACACTGTACACTACACTACACTGTACACTATACACCACCAACAGAAAAA 

AAAAATTATCAAATTTTCAACCTTGAGAGAAAAAAAAAAGTGGAAAAAA 

AGTTAATTTTCAGACAGK3CACAAAGGAATTAATCACCATC 

ATCAGTGATTATAATTAGAGTCTTTATTTGGATATTGCAATAATTGGATAA 

AGAGTAGGAGTTTTAAACAGGATAATTGGATTCAAT^^ 

TAACAAATACAAAGAAATTAAGCAATGAAGTGATATAAGCAAATGAAGGACTAGTTTATTAGGGGT 
GACATTTTTAGACTACGTAAAAGTACTTTCGATTCAAGGA 
AACTACAAATCAATTTAGTTAACTTCAATAATGACAAT^ 
GCAAACAAGCAAAACTAGTCAAGCTTTACGAATCAGTCAATACT 

TTTTAGTTAAACATCTCATATCCAGCCAACGGTACTCAAAAATCTATGGATATCGATGATG 

AAATTACGTGTTTCTACGGAAAAAAGAATGGGTCAAGAAGTTGAAGGTGACTCA 

TTCAAAGGTTACATCTTCAAAATCACTGGTGGTAACGATAAACAAGGTGTC 

GTTATGCACCCAACCAGAGTTAGATTATTATTATCTAAAGGTCACTCTTGTTACAGACCAAGAAGA 

ACTGGTGAAAGAAAAAGAAAATCCGTTAGAGGTTGTATTGTTGCTCAA 

TTGTCTATTGTTAAACAAGGTGACAATGAAATTGAAGGATTAACTGACACCACTGTT 

TTAGGTCCAAAGAGAGCTAACCACATTAGAAAATTCTTTGGTTTAACTAAAGAAGATC 

GATTTCGTTGTTAGAAGAGAAGTTACTAAAGGTGACAAAACTTACACCAAAGCTCCAAAGATTCAA 

AGATTAGTTACTCGACAAACTTTACAAAGAAAGAGAGCTTTGAAAGCTA 

CAACAACAAAGAGATGCTGCTGCTGAATACGCTCAATTGTTGGCTAAGAGATTGCATG 

G AAG AAAGAGCTG AAATT AAAAAGAAGAG AGCTG AAT CTTT AAAGAACT AA 

YBRl81C_YPL090C_homolog 236aa (SEQ ID NO 306) 

MKLNISYPANGTQKSMDIDDDTKLRVSTEKRMGQEVEGDSVGDEFKGYIFKITGGNDKQGVPMKQG 
VMHPTRVRLLLSKGHSCYRPRRTGERKRKSVRGC I VAQDLSVLAIjS I VKQGDNE I EGLTDTTVPKR 
LGPKRANHIRKFFGLTKEDDVRDFVVRREVTKGDKTO^ 
QQQRDAAAEYAQLLAKRLHERKEERAEIKKKRAESLKN 

YCL016C_homolog 1520bp public: 1 1079/1081 .. 1520, PathoSeq: 1080; 
CDS 501.. 1517 (SEQ ID NO 307) 

GTGACGAGAACTTCTGTCATCTCGAGTCTGCCAACTGCCTCTAACAGCAACAACAATAAGAACAAT 

GATAACGGAGGAGGATTATCCCATACAAACAGAATAGTTC^ 

TCTATATTAATTGGTTTGTTGGCCGTTTTA 

GGTGGATGGACTTTCTGGAGAAAGAATGAGAAATTGGGAAGTGATC 
GGTGTCAGAGACAGAAATATTAATCAAGGATCAAATTTTTAA^ 
GGTTTTTTTTATAAGTATTTTGTAGTTGAATTTAAA^ 
TTTAATAAAAAGTGGTGATTTGGCAAACTTCAAGAGTATATTTGGTC 

GAACTGAACGCGTCTAACATCTTATACCTCTAAGCAAAATGTCAGAGTACTCTGTGTATCAACAGT 
TGAATGAAGATACAAACGCAACTAAATATACTTATAAATTACTACAGCTACCATCAAAGATACTAA 
ATCAACTTGAATCCAAGTCAACTAACTTGTATATAAAATCTGATATCAATTCCCTAGCATTATGCA 
• CTGATTCAGAAACTTTCAAGTTACGACAAATGAACCATTCCAATACAGTCTTGCTATTG 
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AACCTGACAACAAGTTAATTGGGTTTCAGAAAACCAGTTATGAATATGAGTTGACAGAAATCAAAG 

GTTCGATCGATACGTCCGATATCCCTATTTTCAACGGACAAACAGCACAGCAACCTATTC 

TAGCATTGGAAGATAATTCGATTTGTTCACATCAAGAGTTTTTArc 

GTTGTGAAATTGATAATGGAGCATATATAATGAGTGCAGATATTATTACTGAACTATTATATCTA 

TAATCACCAAATTGATGAGTTTACAAGTGCACGAGTTTTCTCCGGAAGATGTT^ 

CGCCCCCTTATAATGACTCAATGGTAACATCAATCATACACAAATTTTGCACTATAGAA^ 

AATATCAATTGAATGATTTAAAAATTACACAGTGGTT 

ATAAAATGACCGATATTTCAGAGTTCOTATTGAATTGGAA 

CTCCATTGGACATCAGTC^TTGGC^GGCTATTACTGCTCCCCAATCGAAAACA 

TCGACCCAGAATCTTTATCAGAAAATTTGAGTCAACGATTCAAAGAATTC 

GTTGGAACTATGATGAGTTTATTCCATTCATTAAAAAGTTTGTTC 

CAATTATTTTAAAGTATGGCAAGAAGAAGAAAGTTGGTAGAGATAGATTTATAGTCTC 

AA 

YCL016QJiomolog 339aa (SEQ ID NO 308) 
MSEYSVYQQI^EDTNATKYTYKLLQLPSKILNQLESKST^ 

SNTVLLLNKEPDNKLIGFQKTSYEYELTEIKGSIDTSDIPIFNGQTAQQPIDLIALEIDNSICSHQE 
FLSNWYELGGCEIDNGAYIMSADIITELLYLLITKLMSLQVHEFSPEDVSSIITPPYNDSMVTSII 
HKFCTIESEKYQLNDLRITQWFGIVEMSKINHKMTDISEFL^ 

SPIENKILYVDPESLSENLSQRFKELFELDKSWNYDEFIPFIKKFVPAGKKVDSIILKY^ 
RDRFIVCPR 

YCR073WA_homolog 710bp PathoSeq: 1..710; CDS: 315.. 707 (SEQ ID NO 
309) 

GGTGGGGTTCCCATTTTAATTTAAAAAAATT^ 

CAAAAAATTATTATTTGAAATGGGGATTAAAATGGGGATAA 

AGTACCCGTTTGAAAGTCCTGATTCAAATTATGGT 

CTGGTGATAAAAAACCAAGAATTTTCCATGTTGATGAATCATTAATTC 

CTGATGAATATGAAAAACAATTGATTAATAATTTTGCTAAAA 

TTGATTTATTTTTATTAGGTTGTGCACCGGA 

AACAATTGAGAGAAAAATTAGCTTGGGTTTTACCAGTATCAAATGCTC 

GAATAACTTTATCTATCCCAGTTATATGTCATTCCGCAAGAGTGACATTTGTTGTTGAAGGGTT 
CTAAGGCACCAATTATTAAAACCATTATGGAAAGACCAGAAAAAGGTTTACCAAGTTCAAT^ 
ATGAAGGTGCTGCTGGTAGAGTGAGTTGGTTTGTTGATGATGATGCATTC 
TAACTAAAAAGAAATACAAATATTTATCTATACCTGAACCAAGTCATTAA 

YCR073WA_homolog 131aa (SEQ ID NO 310) 

VKLPLFDLFLLGCAPDGHIASLFPNHGEQLREKLAWVLPVSNAPSGPENRITLSIPVICHSARVTF 
VVEGLTKAPIIKTIMERPEKGLPSSIVNEGAAGRVSWFVDDDALNDLFDITKKKYKYL^ 

YDL010W_homolog 1190bp PathoSeq: 1..1190; CDS: 501.. 1187 (SEQ ID 
NO 311) 

TGTTACAAAACATTCTGTTGGAGAGATAATTGAATTC 

CAATGAATACACGTCCAAGAAAAATTTGACATGATTAGAATCGCGGTCAATTACATTCCCGGAACG 

TCTTGGACTACTTGGATACAACAATGGAAAATGAGGAAAATGAGGAAAATGAGGAAAACGAGGAAA 

ACGAGGAAAATATTTACCGAAGAGTAATTATATTACAAGCATTGAAAGAGGAGAAGTGAACGCCCC 

AAACAGAAACAATACCGAACATCACAAAAAAAAAAAAAGACAACAGCTAAAATTTTTTGGTOVGAA 

CACAACTTTGGAAGAAAGAAAAAAACCGGAAAAAAGAAATTCATCTAAAACACATACACAATATAT 

ATATATATATATAAATATATCCATATACATATGCTTTAATTTAACCTTCCCGCCTTTCTTTTC 

TTTTTGAATTATATCGATTTTAAAAACTACACTTCATCATGGCTC 

TAGCATTAACGGCCTTTGTCCTTGGTTTAATTTTTACTTTACATAAAGTTGG 

CCTTGGTTCATGCACAAGCATCAGACCAACAACCAAACAAACATAACACCAAAAGTACTACATATA 
CCGCCACTAATGACGAATCAGTTGCCAATCTCATTGATTCTAAAAATGATCCTCAAAC 

AAATAAATCAAAAAATATCACAAGATCAAGATGAAGCCATCAATGGTAATAAAGACACTAATAAA^ 
ACACCACCAAAGTCAAACC^GATAATGGTGAATATGATCCAATATCTGATTTGATAAAAATTAGAT 
CATTATCACCAATGACAATTTOCAGTAAATCATATTGTCC 
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TATTAGAAAAATATGATATAACACCAGCACGAAMXSTTC 

CTGAATTACAAAGTTATTTGACAGAGAAGAGTGGGAGAAGAACTGTGCCAAACGTATTGGTTC 

AATCATTTGAAAGTAGGGGTGGTTGTGATGAATTTGAAAAACTTCA 

AATTGTTAGTTGAATGGGGGTCTGGTCGTTTACAAGTTGCAAAGAAGAAT 

AA 

YDLOlOWjiomolog 229aa (SEQ ID NO 312) 
MAGVRQLRI I ALTAFVLGLIFTLHKVGSNAAS 
SKNDPQTDDKINQKI SQDQDEAINGNKDTNKDTTKW 

PYSKKIKQLLLEKYDITPAPNVVELDRYEYGAELQSYLTEKSGRRTVPNVLVGKSFESRGGCDEFE 
KLHKDNDLIKLLVEWGSGRLQVAKKNTPSNA 

YDL083C_YMR143W_homolog 1256bp PathoSeq: 1..1256; exon 1: 

501. .521, intron 1: 522. .848, exon 2: 849. .1253 (SEQ ID NO 313) 

AGTGGTTGTTCAATAATGGTAAGTTCTTGGAAA 

AGGAAGTAGAACTGTTTTCCAATGAAAAGTAGTTTT 

CCAGTCTGAATGTGCGAGGAAGCCCAGTCAGTTAGTAGTGTCCTTCCCTCCACTGTCTGTAATACA 

AAATTTCCCTTAGTGAAAATGCGAAATATATCTGTACTGGGAACCCCCCGGAAAAAAAAAAACCT 

TGCTCAAAACTATATGTACTGTACACAATC 

TAACTATGGTGCGAAGAGCGTTTCCAATTTTTTTTT^ 

TGTTGTTAGTAGAGAGTGTCTCGCACTAACAGA^ 

CTAACATCTTTTACTGAAAGCCAAGCATCAACACAATAATGTCAACCCAATCTC 

AACGAATTGAAATAAAGAGATAGAGAGATGTTTTATTATCAAAATACGAAAGGAAAGGCAA 

AAAGGAAATCAAAAAGTCCCAACCTTGCAGTAGAAGAATTGAGGTATATGAATTTC 

AGAACGGTGTTACATAAATGGGATATAGAACAAAACTATACGAGGAGTTTGTTTC^CGATCATTC 

AATAACCAGAAAACGATAATATTTTAGCGACCATTAAATGAC^ 

GAATATCTCCATATACACTTTTGAACTATTTACTAAC 

AAAAGAAGACTGCCACTGCCGTTGCTCATGTTAAAGCCGGTAAAGGTTTAATTA 

CCCCAATCACCTTGGTCCAACCAGAAATCTTAAGAT^ 

GTTTAGATAAATTCCAAGGTATCGACATCAGAGTTAAAGTCACTC^ 

TCTACGCCATCAGACAAGCTATTGCTAAAC&JTTT^ 

CTTCTAAGAACGAATTAAAGAAAATTTTCGCCT 

GAAGAATGGAACCAAAGAAATTCGGTGGTCGTGGTGCCAGAGCAAGATTCCAAAAATCTTACCGTT 
AA 

YDL083C_YMR143W_homolog 142aa (SEQ ID NO 314) 

MSTQSVQTFGKKKTATAVAHVKAGKGLIKINGSPITLVQPEILRFKVYEPLTLVGLDKFQGIDIRV 
KVTGGGHVSQVYAIRQAI AKGLVAYHQKYVDEASKNELKKI FAS YDKTLLVADS RRMEPKKFGGRG 
ARARFQKSYR 

YDL125C__homolog 959bp public: 1..959; CDS: 501.. 956 (SEQ ID NO 
315) 

GTGGTAAGATATAGAAAGCTTACCACTTTGACAAGTTTGAAATAGGATGGGTC 
CTTGAATACTTAAAATTCTGAACTTGATCACCAG 

ATAGGTTAGAATCGTCTTTAAAGAGAAGGTATAATATCTAACTGATTTGGCGAGGTGTTGGAAAAG 

TCACTCCACTGTATATATTCTCGGAGTTTAACGTACTACAGTTCAGTGGGGTGAATACCTAAATAG 

GGGGGTAGAATACGAACTCCTACAAATTTTAAGGAGACTATGACCCGAAAAGAGAAGAAAAATTTA 

TTACTCTAAGAACTTTATATACCTCCACAACTCACTTTTTCTTTAGTTTCATT^ 

CTTACACATCTTAAGGTCAAACAATTTAACTTATTAGCTTGTGAAAATCTCA 

CTCTTTCAATTGACATTATAGTATTTC^ 

GTAAAATTATCAAAGGTGAAATTCCTTCTTTCAAGTTAATTGAAACTGCA 
TGGACATTCAACCAATTGCTGAAGCCCACGTTTTAATT^ 

ACAACATTCCAGACGACTACCTTAGTGACATTTTACCAGTTGTCAAAAAATTGACAAA^ 
AATTGGACGAAAATAATACTCCAGAAGGTGAAGGTTATAACG 

CTCATCAAGTTGTTGATCACGTTCACTTCCATTTGATTCCTAAAAAGGATGAGGCTACAGGTTTAG 
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GTGTTGGTTGGCCTGCTGAAGCCACTC^ 
AAGAATTGGCTAAGGTAGATAATGAAAAATTATAA 

YDL125C_hoinolog 152aa (SEQ ID NO 316) 

MASHASCIFCKIIKGEIPSFKLIETAKTYSFLDIQPIAEAHVLIIPKHHGAKLHNIPDDYLSDILP 

VVKKLTKVLKLDENNTPEGEGYNVLQNNGRIAHQVVDHVHFHLIPKKDEATGLG 

LGKLHEKLKEELAKVDNEKL 

YDL133CA_YDL184C_homolog 297bp PathoSeq: 1..297; CDS: 220.. 294 
(SEQ ID NO 317) 

CATAATTATTACATATAAACTCGCACTATAATTT^ 

GAGAGCCAGAGAAACCAAACTGACTGAGTGATCGTCTCTCAACAATTTATTTCTCCTC 
TTTTTTCTTTCCTTTCTTTTCCTCTTCTTCTTC 

CCAAAACACTAGTATTTCAACATGAGAGATAAGTGGAGAAAAAAGAGAGTTAGAAGATTAAAGAGA 
AAGAGACGGAAGGTTAGAGCTAGATCCAAGTAA 

YDL133CA_YDL184C_homolog 25aa (SEQ ID NO 318) 
MRDKWRKKRVRRLKRKRRKVRARSK 

* 

YDL136W_YDL191W_homolog 1303bp PathoSeq: 1. .1303; exon 1: 

501. .503, intron 1: 504. .943, exon 2: 944. .1300 (SEQ ID NO 319) 

TATTGTCTGATGCTATACGGAATGGGCGTTACAAATAT 

TTATTTTCTTCTATCGTATGCATACCGATTATTATCACAAGGACAATTGCCTA 

TAAATTTAAAATCCTTCTTATTGGTGTCTAGACTTTGCTTTTTC 

ATCACGTGAAATACTGTATATAAAAAATTCTTTATAGC^ 

AACAAATATGTGTGAAGTTTTGTCCTGGTGTTTTCTCACTGTTTTTCCTT^ 

CAATTAACGCTTAGATCCAATACAGTTTTGGTAACTTGTACACGAACAAAATCTCAAA^ 

TGTGTGAACCAACAAGGAAGAGAAAAAAAAACCCATACAAAAATTTTTCAGTATCAAGG 

AGAGACGTTTAAATCAACAAAGTTCAAATCTATCAACAATGGTATGTTTAAT^ 

TAGATGTACATGTATCCTAATGGGTTTCATO 

TAAGATATGGGATAAGAATTAAAGTATTGGATGAGTAGTACAAGACCAACAAAGAGAAATAGCCCC 
CTTTCCCTCCACTATTCAATATACTCAACAACATTATCAAGTTAAAAGTTCAGAAGATACACGTAA 
ATGAAAAGTTAATACCAAGAAGAATACAAATTACCAGTCCATACC 

TATTTTACAAGAAACATATTATATGAAATGATACCCAATCCACAGCGACTTTTCAGATAGCCAAAT 
AACTAAGCAACTCAAGATAACATAGGATCATGCATCAATCACAAATGAAACATTAATACTAACTAA 
CTTTTTTTTTATTTATTAGGCCGGTGTTAAAACTTTC 

AGAATCTCAATTGGTTGAATTGAAACAAGAATTGGCCACTTTAAAAGTTCAAAAAOT 

AAGTTTACCAAGAATTCACACTGTTCGTAAAAACATTGCTAGAGTATTGACTGTTATTA^ 

TCAAAGAGAAAATGTTCGTGCCTTTTACGCTGGTAAAAAATAC^ 

AAAGACTAGAGCTTTAAGAAGAAAATTGACTAAATTTGAAGCTT^ 

AAAACAAAGAATTGCTTTTCCACAAAGAAAATTTGCTATTAAAGC 

YDL136W_YDLl91W_homolog 120aa (SEQ ID NO 320) 
MAGVKTFELRTKSKEQLESQLVELKQELATLKVQKLQR 

RAFYAGKKYI PKDLRAKKTRALRRKLTKFEASQETEKARKQRIAFPQRKFAIKA 

YDL167C__homolog 2690bp PathoSeq: 1..1640, public: 1641.. 2690; CDS: 
501.. 2687 (SEQ ID NO 321) 

CTCTGTGTAAATTGATGAAATCCACACAATAAAAATTTTCT 

GAATCAACATTATTTGCCCCATACATATCCAAGAATTAAATACTTATTAGTTCTAAGTGGAATAGA 

AGAGAATCAAACTTAACATTACTGTTACGCAACGTCAAGAGGGCATTTTTTTTAGTTTO 

TTCATTTCAATTGAATCTTTAAGAATCACCGAGTATACATACTTTCTTTTGT^ 

GCCACATCCAACCACCAGTTACATCCCACAAAATCCCTTAATCTTGTTCTTAGTTGTATTATTAAT 

CTATTGAATTTAAGTTTGATATGCGAGAGAATATTGTGGATTGTAT 

ATACTTTGAGGGGCTTAATCATATATTGCATTTTATACCCTACTCGCGGTGTT^ 

ACTAGTATGATCTTTCTGAGATTTCTAGCCAATAAATTATGAGTGATATTTATATTATTATTCATA 
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TTTCTACTACCTGTGATGAC TCGCCG ACATTTGTCACTAAGGATTC TTCCGAGTTAATTGAATTTG 
CTTGGGAAACAGTCGATAGTGTCACTTTGGAAACTTTATACAAAGGATCAA^ 

CCAACACACCTATCACACCTTACTGCTCGAAGATTCATAGAATAACATGGGACAATGTC 
CTGGGTCGTTCAAAGACGCCATCACAAACTTTGATCAATACGT^ 
AAAAGGAGTTTTCAATTGTGATGTTTGACATTTCCAAATTC 
GAGACAAATCCGTGGTTTTACCCTCGTATCTACAACATCCAAGGATTTO 

ATTTAAATTGGCAATCTAGCCACCCTGAAACATTATCATACCCCCCAACTTCTTTAACTAATATTA 
TTACTGC ATTAG AAGTTGAGGTTGAGAATATATCTCAATATGTCGACTTGC CAAACTTTTCTTC C A 

CACCATCACCATCAAAAGCTTCAGCAACAACGACGACGACAACTGCAAATGTCACAGCCATTGACG 

TCCTTTCCAGTGAAACAGAACCAAATGGTAAAGTCATTGCAAATOT 

AATTGATCAAAAAATCCATCCCTGTTGAGAATCACCCTAATC^ 

CTCAAGATATCACTGCTTTTACATCAGAAAGATCAAAAGTACTCTATCTTTCCAACTTGCCA 

ACACCACACAATCAGAGTTGGAATCATGGTTCACTCAGTATGGTGGAAGA 

CTTTTAAGTCTGCAGATGATAACAATAATAATAACAAC 

AGAATGCGAGAAAATATGGTATTTCAGGGTTTGTGGCCTTTAATACTCATGAGG^ 

GTTTAGCTTTGAATGGGAGAGTGTTGAATGATCGTCCTATO 

TGTTTGATATGGCCATGGATAAATTGTTGTTGACTCTGTTCCCACTCTC 

CCGGGGATTGGACTTGTTTATCTTGTGGGTTTTCCAATTTCCA 

GCTCTTTTGCGGCAGTGGCGTTTCAGGATGTTTTC 

GCAATGTTAGCGGCAACCACAACCACAACCACAATAGTGGAGCTCGCCGTGGCATGAATTTACAGC 

CTGCTCAAGCTAATGAGAAAATTGGAACAGGCAATATTAGTATTCCTTCTTACAACG 

AGGGTCCAACAGGTAATGTCACTAATCACCTCAACAATTCTGAGACCAATTTACTGAACAACACTA 

ATCTTAACAACAACAATCATCATAGTAATAATTATCACAATAACTACCATCACCACAACAACAATA 

ATAACAATCATGGGAATAGCAATGGTAACACCATACATGGTCGTTC 

CATTTAGAGCAGGTGACTGGAAATGTGAAAATTGCATGTATCACAATTTCGCCAAAAAT 

GTTTAAAATGTGGTGTCGCCAAACCTGCTATTAACAATCAACAAAATAATACAATTCA 

ATTCAACGGCCGCTGCCATAGCTGCAGCAACAGCCAGTGGTCAACCTTTAAACTTGAAT 

CATTTTTGAACCTTCAGCAACAACAGTCTCAGTCACAACCCCAAGGTCAGCACCATTACAACCAAC 

ATTCTCGTAACAACAATGCTTCTGGGGCATCAAAGTTCAACAATGGC 

ATTACAATAATAATAGCAAGAATCTTAGCAACAATTTTGGTCTTAATGGTATGCATCAGCA 

AAAATCAAATTTTGATGTATTC^CAACAATTGCAACAACAACAGCA^ 

AACAACAGCAACAACAGCAACAACAGCAACAAGAGCAACAACAGCA^ 

ATGGAAGTAGCTCTTCCCATCAACTGAAACTTCAATTGAATAATACTTGA 

YDLl67C_homolog 729aa (SEQ ID NO 322) 

MSDIYI I IHISTTCDDSPTFVTKDSSELIEFAWETVDSWLETLYKGSNLVRPTNTPITPYCSKIH 

RITWDNVKNAGSFKDAITNFDQYVQEHI I SKKKEFS I VMFDI SKLRVQLVREARDKSWLPSYLQH 

PRIFDLPREYI^QSSHPETLSYPPTSLTNIITALEVEVENISEYVDLPNFSSTPSPSKASATTTT 

TTAl^AIDVLSSETEPNGKVIANLHAKIAKQLIKKSIPVENHPNVFTRPFDSAQDITAFTSERSK 

VLYLSNLPNDTTQSELESWFTQYGGRPGGFWTFKSADDNNNNNNNN 

FNTHEEAVDCLALNGRVLNDRPIEVQASSSKVFDM^^ 

FQRRTHCFRCSFAAVAFQDVFNSNTGNANGNGNVSGNHNHNHNSGARRGM^ 

S IPSYNDPIKGPTGNVTNHL1N1NSETNLS 

GRSHYNNSVPFRAGDWKCENCMYHNFAKNLCCLKCGVAKPAINNQQNNTIHSVNSTAAA 
GQPLNLNNNAFLNLQQQQSQSQPQGQHHYNQHSRNiraASG 

GLNGMHQQNQNQILMYSQQLQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQHDLNGSSSSHQSKLQL 
NNT 

YDR238C_homolog 33 59bp public: 1 1467/1469 3040/3042 3359 , 
PathoSeq: 1468/3041; CDS : 501 3356 (SEQ ID NO 323) 
AATAGCATTGAACAAGAAGAAGAGGACAACGATAGACCAAGGTTGGTTTTAGCCAATCCTGA 
GATAGTGATGACAGTTCATAGACAATTTACAGCCTTAAATGGATATATATGTATATTTAATAATAA 
AGGACTTGTTTTTTTTAGTAACTAGTGTGATCT 

GGTTATATTTTAGCAGTTTATAGACAGTGTTATCGATGGGTAATATAAATAAAAGCTCAT^ 

CTATCTAGTGAAAAGTCGTGTGTAAATCGATTTGAAAAATATAAAACCATACACGTAAATGAAATG 
TGTGTGAAAGTACAACCAACAACGAAAAAGAACAAAAAAAAAATGTTGTCCGCCAAAAAAAAAAAG 
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AGAACAACAAATCAAAGTTTCAAGACT 

CCTCTTGAACCAACATCAAATTGAATAAAGATAGGATCATGAGTGAC^^ 
ATGAGCCTAATACGGCTACGAAAGTATCTGTCAATGAATTTAAAAAT^ 

ATGATGTGAAAGTAGATACCATGAAGAAGATTTTGATTACCATATTAAATGGAGACCCCTTACCTG 

ACTTGTTGATGCATATAATCAGATTTGTCATGCCTTCCAGAAAT 

ATCATTATTGGGAGGTTTGTCCAAAAATGGATGAATCAGGTAAAATC 

TGTGTAATGCCATCCAACGTGATTTACAGCATCCAAATGAATATATTCGAGGCAATA 

ATTTGACGAAATTGAAAGAGCCAGAATTATTGGAAACTTTAGT^ 

AACACCGTCATGCCTATGTCAGAAAAAATGCTGTTTTCGCATTATGGTCTATTCAT 

ATCATTTAGCTCCTGATGCTGACGAGTTAATTTACAGATTTTTGTA 

GTAAAAGAAATGCTTTTGTTTGTCTTGGAGACTTC 

ATAATATTTCAGTTATTGAGACTTTGGATCCATTGATACAATTGGCTTTTATT 

AGGACTCTATTCAAAATCCAGCTTTAAAGCAACAATATGCCCAATTAATGA 

GCTCTTCAAATGTTGTTATGTATGAAGCTGCTAACACGTTGACT 

CAATTTTGTTGGCAGGAAACAAGTTTGTTGAATTGGCTA 

TTATCACTTTAGAGAGAATAAATGAATTACACAAGCAACATCCTGGTC 

TAGAAATTTTACGAGGTTTATCTTCCCAAGATTTGGATGTTAAAAAGAAAGCTCTO 

TACAATTTATCACCACCAGAAATGTTGAAGATGTTGTTAAGTTATTGAAGAAAGA^ 

CAGCTTTATCCAATGATGACAAGAATGCAGATTATAGACAGTTGTTAATT 

TGGCTATTAAATTTGTGGAGGTTGCTGCCAATGTCATTGATOT 

TGAATACCACTGCCGCCTACGAGGTTATCACATTTGTTAAAGAAGTTGTTGAGAAATTC 
TAAGGGACGCTATTTTG AG AAG ATTGATTTTGGCTTTGC C ACATGTGAAAAGTGGTAAAGTTTTC C 
GTGGTGCATTATGGGTTATTGGTGAGTATGCCTTAGAGGAA 

ATATTAGAGGAAGTATTGGTGAAGTACCAATTATTGCTAGTGAATTGAAACTGAAAAAGCGTGATG 
ATACTGAGGAATCACAAGAGGAAGAAACCGAGTATGATGGTAAACCTCGCAGAAAGGGTCCAGTTG 
TATTGCCAGATGGTACCTACGCTACTGAGTCAGCATTGA 

GTGACAGCAAGACTCCTATCAGAAAGCAAATTCTTGCTGGTGATTTCTACTTAGGTGCTC 
CATCAACTTTGGTGAAATTGATTCTCCGATTGCAAAGTTTGAAACAAACTC 
ACGGATTAAAAGCAGAAGCATTGTTGATTATGGTTTCGATTTTAAGAGTTG 
TTTCTAAGAAAATTGATGAGGATTCTGCTGACAGAATTTTGTCTTACAT 

AAGAAGACCTTCAGGAAATCAAGACAAGCTTCCTTGAAGATACTAAAGATGCATTTAAAGCACAAA 

TTAATAATGCTGAATTGAAGAAAGCAGAAGCATTGGCTAAGGATTTGCATGATAACG 

TTGACGATGCAATTGTTTTTAGACAGTTGGATAAAGATAACAAAAAGAGTA 

ATGTTGCTGCTGCGTCAGGAAGCAATGAATTAAAGAAAGAAAAT1TGTCGTCGAGATTGAACAAAA 

TTATACAATTGACTGGGTTTTCCGATCCTATTTACGCAGAGGCATTTC 

ATGTTGTGTTAGATGTCTTGCTAGTGAATCAAACCACAACTACTTTAAGAAACTTATCA 

TTGCTACATTGGGTGATTTGAAAGTGGTTGATAAACCAACTACCGCAAATATTGGACCTCATGGTO 

TCTACAAAGTTCAAACAACTATTAAAGTTACTTCGGCTGATACTGGTGTCATCTTTGGTAACA 

TGTATGACGGTCAACACTCGGACGATOCACGTATAGTTATTTTGAATGACGTTCACGTTG 

TGGATTACATTAAGCCAGCCACTTGTTCAGAAAGTCAATTCCGTAAAATGTGGAACGAATTTGAAT 

GGGAGAATAAGATAACCATTAAATCACCTATTGAAACATTGAAAGAGTACTTGGATGAAOT 

AGGGTACAAATATGCAATGCTTGACACCGGGTGCGGTAATTGGAGAAG 

CAAACTTGTACTCAAGGTCAAGCTTTGGTGAAGATGCATTGGCTAATTTATGTATA 

GTGATGGACCAATAATTGGTCATGTCAGAATAAGATCAAAAGGTCAAGGTTTGGCTTTC 

GTGATAGAGTAGCTTCCATTTCAAGAAAAGGTAAGAAGGCAACTATTGCTCGTGTTTAA 

YDR238C_homolog 952aa (SEQ ID NO 324) 
MSDSGYTLIYEPNTATKVSWEFKNLLEKGKDDVKVDTMK^ 
RNKELKKLLYHYWEVCPKMDESGKMRHEMILVCNAIQRDLQ 
LVPNVRQCLEHRHAYVRKNAWALWSIHKVSDHLAPD^ 

REAALQYIQDNISVIETLDPLIQLAFIEFIKKDSIQNPALKQQYAQLMTEIIESSSNVVMYEAANT 
LTVLTSNPQSILLAGNKFVELATRESDNNVKIITLERINQLHKQHPGVLQDLSLEILRGLSSQDLD 
VKKKALDVTLQFITTRNVEDWKLLKKE 

DLLLDS I ADLNTTAAYEVI TFVKEWEKFPDLRDAI LRRLI LAL PHVKSGKVFRG ALWVIGEYALE 
ESLIQESWKYIRGSIGEVPIIASELKSKKRDDTEESQEEETEYDGKPRRKGPVVLPDGTYATESAL 
TSETTDSLESDSKTPIRKQII^GDFTLGAVLASTLVKLILRLQSLKQTQEKILNGLKAEALLIMVS 
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ILRVGESSLVSKKIDEDSADRILSYIKILNDEEDLQEIKTSFLEDTKDAFKAQINNAELKKAEALA 

KDLHDNAEQIDDAIWRQLDKDNKKSKASVDDVAAASGSNELKKENLS 

EAFVKVHQYDWLDVLLVNQTTTTLRNL 

DTGVIFGNIVYDGQHSDDSRIVILNDVHVDIMDYIKPATCSESQFRKM^ 

LKEYIiDELMKGTNMQCLTPGAVIGEECQFLSANLYSRSSFGEDALANLCIEKQSDGPIIGHVRIRS 
KGQGLALSLGDRVAS I SRKGKKAT I ARV 

YDR294C_homol'og 2270bp public: 1 .. 278/280 . .2270, PathoSeq: 279; 

CDS: 501.. 2267 (SEQ ID NO 325) 

GTTTGATCACATGTGTTGTGAACACTCG 

AAAAGCAGAACACAAAACATGGAATTTGAAAACAATTTTGTAATT^ 

AGCAAAGTTAACAAGCACAATTGTCATTTTAACTTAATTGGT^ 

TGTTTCCCGTATTGTTTAAAACCAAAGAAAAAGGATAATCAAAACTAAATC 

ACCATTTTGTAGTGGTCAGTTTATATAATTATCCACTGTTCTCTTCACAATO 

AAAGAAAAAAGAAAGCTCTCTCTCCCCCAAAAGAAAAAGCAAAGGTAATTCCTTCATAC 

TGATATCTTTCCTCTTAGACTTTTCTO 

GGAGTTTTCATTK3AACTAAATATTATTAAAATACT 

CTCGGAATTTCACTGAATTCCAACTCACAGCATT^ 

TTGCCACATACTGTGCTCAAGGATCATTTGGCTTGAACGGTTCAGTCTC 

TTGTTGGCTATGTTGTATACACTCAATTATT^ 

TAGATTCTATTCGAAGGTTATACCTATATGTTAGTTCTACGGTGTCATCTCAAATCT^ 

CATTTATTAAATCCAAAATTGACAAGGAATTGCAA 

TGAAAAACGATCCACAGTTATTACAGTTTCCCGAATTGCCAGAAC^ 

TTTCCTTGGAGTTGGATAAATTACAAAACTTGAAACATTCTGACTGG 

GAGCAGTTTATCATGGAGGTGAGAATCTATTGTCATTACAAGTTGAAGCTTACAAG 

TGGCCAATCAATTGCATCCCGATGTTTTCCCAGGTGTGCGTAAGATGGAGGCCGAAGTAGTTC 

TGGTTTTGGATATCTTTAATGCTCCGAGTGACGGGTGTGGATCGACAACTTC 

CGTTATTGTTAGCCGGGTTGTCAGCTAGAGAATATGGGAAGAAATATCGTGGAATAACTGAGCCTG 

AAGTCATTGCCCCCGTGACAATACATGCGGGAATTGAAAAAGCCTC 

TACATAAAGTTGACTTAGATCCGGTTACCTTTCAAGTTGACGTTAAGAAAGTAGAAAGATTC 

ATAGTAATACAGTTTTAATCTGTGGATCAGCCCCAAATTATCCTCATGGAATAATTGATGATAT^ 

AGTCCTTATCCAAGTTGGCAGTCAAGTATAATATCCCGTTGCACGTTGATOT 

TTATTGTTTCGTTTTTAGAAAAATCAAAAGTACATGGCGATAGGAAA 

GATTACCAGGTGTCACGTCAATCTCATGTGATACTCACAAATA 

CAATAATTATGTACCGTTCGCCAAAATTACGTGAGTGTCAATACTATATTGCAAGTC 

GTGGAATGTATGGTTCTCCAACTTTGGCTGGTTCTAGGCCAGGTGCTC 

CTACATTAATCAATATTGGGAAACAAGGATACACCAAGTTTTGOTACGATATTGTGCTC 

TGAAAGTTAAACGAGCAATTGAAACTGACCCGATACTATCCAAAC^ 

CAATTGGGTCGGTAATTTCGTTTCAACTTGCACCTCAGCAATCGGGA^ 

TTAGTGATTTGTTGACCAAAAAAGGTTGGCATTTTGCAACTTTACAAAACC 

TTGCATTTACAAGATTGACTGTCCCGGTGGTCGATGAATTC 

AAGAAGCGGTGGCAATTGCCGAGGAACACAAAAAGAATGGAGTGACCAAAGCTCCAGGTGATA 

CTGCGTTATATGGTATAGCTGGCAGTGTACATACAGCAGGGTTGGCTGATAGATTAATTC 

TTTTAGATACCTTATACAAAATTTGA 

YDR294C_homolog 589aa (SEQ ID NO 326) 
MLELNSITIPRNFTEFQLTALKIYYQLKILFIATC 

YRVLRGYGIVDSIRRLYLYVSSTVSSQIFSLPFIKSKIDKELQATIGKVEEEIMKNDPQLLQFPEL 
PEQGIDADNVSLELDKLQNLKHSDWINGRVSGAVYHGGENLLSLQVEAYKKYSVANQLHPDVFPGV 
RKMEAEVVHMVLDIFNAPSDGCGSTTSGGTESLLLAGLSAREYGKKYRGITEPEVIAPVTIHAGIE 
KACFYFGMKLHKVDLDPVTFQVDVKKVERLINSNTVLIC 

LHVDACLGSFIVSFLEKSKVHGDRKLPIFDFRLPGVTSI SCDTHKYGFAPKGS SI IMYRS PKLREC 
QYYIASDVm^MYGSPTLAGSRPGALWGCmTLINIGK^^ 

SKHLQI IGDPIGSVISFQLAPQQSGNLS I YEI SDLLTKKGWHFATLQNPSALHFAFTRLTVPWDE 
LIADLVEATKEAVAIAEEHKKNGVTKAPGDTAALYGIAGSWTAGLADRLIVAFLDTLYKI 
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YDR430C_homolog 3605bp PathoSeq: 1.. 330/1927, public: 
331. .1926/1928. .3605; CDS: 501.. 3602 (SEQ ID NO 327) 
TTCAATTTTTTTAAAAAAATAGCAAAAAGGTATTTC 

AATTTATAAAACCGGATAGGGCCGTTATCGCAGGACGTGTCCCATGATCAATCTACAA 

TTCACATGAAATATGTTACAATTCCACACTTGCTGCTAAAAAGCAACAGT^ 

GCATGATATACTATCGATAATATCTTTCGATAAGAACTTAAATGTAGCAACGTTC 

AAAACTTCCTTTTCCTGGTGATAAATTTTGACTTTGAAGCAT 

CTACTCTCTAGACAAAATCAAAACCTCGAATATATTTTTGGTGTTTCTTTTTO 

CTCGTTGAAATCATCTCCATTCTTCTTTTC 

AAGAATCACTCCAACAAGTTTAAACTACATTATCAATTATGTTGAAAACTAGA 

GGGCCATAAGTCGGGTTGTAAGAAGATATGCATGCTCACACCCCATTTCTCCC^ 

ACCCAGTTGGTCTAAAATTGCATGGTTACGAAGTTACCCAAAC^ 

TCACTGCTGTATCATTAAAACACACAGAGAGTGGTGCAACTCACTTACATTTC 

ACAGTAATAATGTATTTCTGATTGCCTTCAAAACAAATCCTCCAGATAATACTC 

TTTTAGAACATACAACTTTGTGTGGTAGTAAAAAGTTTCCGGT 

CCAACAGGTCGTTGAGTAACTTTATGAATGCAATGACAGGCCATC 

CTACCACCAATTCAAAGGATTTTGAAAACCTAATGGATGTGTATTTATCGT 

AATTAAACCATACCGATTTCTTGCAAGAAGGATO 

CGTCCAAGCTTGAATTCAAGGGAGTTGTATATAATGAAATGAAGGG 

ACTACTTTTATAT(^AGTTCCTTGAGAGTATATATCCATCCTTGAATAA^ 

AGAAAATTGTTGATTTGCTGTACGAGGGTTTACTAGAGTTTC 

ATGCAAAAACATTTACTTATGGAAAATTACCATTGGAAGACAG 

ATGAATCATTCGAAAAAAAGGTGTCTTCAGTTGACGTCAAACAACCTATATTOT 

CAGAAATCTTTGATGTCACCATCCCGGGTCCAGTTGATACAATGAATGGTAAAGAGACTTCAGAAC 

AGTACTGCACATCTATCACCTGGAACTTGGGTAATCCATTGGA 

TTAAATGGAAAATATTGAGCTCATTATTGTTTGATC 

TTGAAAGTGGATACGGTGACGATTTTTCTGCAAAT^ 

C GTTTACTGTTGGTCTC AACT ACTTAAC C AAGCAAAAAGTTGATAATTTT AATGAAAAAGTT ATGG 

AAATCATTAATAATAAAATCATTCCCGAATTAAGTAACGAAGAGTCCTCTTCATATCATGGTAGAA 

TTGATGCTATATTGK^ATCAAATAGAAATAGGATTGAAAAGACAC 

TATTGAGCTCTATTGTTCCGTCATGGGTGAATGGAGTTGATCCAATTGACACCTTGC 

AGATATTGTCGCATTTTAAAGAAGATTATAAACAAAATGGTT^ 

AAAAGACATTGTGTAACCCTCATTCGCAAAAATTTAAATTCACCATGGAGCCAAGAGAAGATTTTA 
CCAAACAATTGGTAAAAGATGAGAATTTGATGATCGAGAAAAGAGTAAGTGAACTCACAGAAGATA 
ACAAGAAGGCAATCTATGAGCAAAACTTGGAATTAGCTAAATTACAATTGGAG 
AAGTTTTACCCACATTGACTATTGATGACATTC 

GCCAAGTAAATAAGAAAGTTGTACATGAAAGGGTAGTTGATACCAATGGCTTGGTTTATC 

CTTTAAAAGATATTTCCTATTTACCCACCAAACTTTACAAGTACCTTCCATTC 

TGACGAACCTTGCTGGAACAGAAAACACACCCATTACGGAGTTGGAAACTAAAATACAAATC 

CTGGCGGGATAACATTTAGTTCTAAAATATCGAOTGACCCCTATAATATTGAGCAACTAAAATTAC 

AGTATGTGTTAAGTGGAATGGCTTTGAAAGAAAAGTCATCCTCAGTTTATC 

TTTTAACTACTACCAAAlTCGACACCAGTGATGAGGTATTAGAAAAGTTGTCAGTTTTGA 

ACATGGGACAAAACCAAATCAATAATATTGCTGATCGCGGTCATTCTTATGCGGCTGCTGTGAGCT 

CACTGAAATTGACACCGCTGAAATACATCAGTGACATCGTTTCAGGTTTGAGTCAAGTTCA^ 

TAATGGAGTTGAACTCCAAATTAGAATCAGAAGGGAAAGAGTACTTGGCCAAAGAGATTATTCCGA 

TATTGCAAGAAATACAAAAGTATGTATTGCAAGGTGAATTCAG&T^ 

AGATTATTGTTGAAAACGAAAAGCTTATTGAGAAATTTGATAAGGATATTT 

CTTTATCGTTAACAGTAACAGATGGTTTACTGGCATTGTTGAACTCATTCAATT 

GTGAAAATGTCTTAGTTAACTTACCATTTCAAGTGGGATACTCTTCATTAGGTAAGATTGGCTCTT 

CGTATTCATCAAAGGATGGTGCTTCTTTACAAATATTATCTCAGTTATATTCCTTTAAAAATCTAC 

ATTCCAAAATAAGAGAAAGCAATGGTGCATATGGAGK3TGGTTTGACATATGATGGGTTC 

CATTAAACTTTTATTCGTATCGTGATCCTAATCCTGTTAAGTCGATTCAAACTTOT 

TACTGTATGGACTTGATGCTAATTGGAACGATAAGGATTTACAAGAGGCTAAGTTGCGGG 

AAAGCGTCGATGCTCC^TTAATATCTCTTCTCAG 

ATTACTTGAGACAGGAAAGAAGAGAAAACTTTTTGGGTACCACTTTAAAGGATCTCAGAGATGTG 
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CTGAAAAGTATCTTGTTGATAACCAAAACAA^ 
ATGTCGATAATAAATGGCAAATTAGAAATTTTCAAGTATAG 

YDR430C_homolog 1034aa (SEQ ID NO 328) 

MLKTRLKQSRAI SRVVWIYACSHPISPNLDKYPVGLKLHGYEVTQTSPI PEFSLTAVSLKHTESGA 

THLHLDSPITOSNNWSIAFKTNPPDNTGVPHILEHTTLCGSKKFPVRDPFFKMTra 

GHDYTFYPFATTNSKDFENLMDVYLSSVFEPQLNHTO^ 

MKGQYSNSAYYFYIKFLESIYPSLIWSGGDPKKIVDLSYEGLLEFHSKNYHPSNAKTFTYGKLPLE 

DSLSKISKYYESFEKKVSSVDVKQPIFSTDKSEIFDWIPGPVDTMNGKETSEQ 

LDPNMQYDI FKWKI LS SLLFDGHNS PFYQEL I E SGYGDDFSANTGLDSTTALLSFTVGIiNYLTKQK 

VDNFNEKVMEIINNKIIPELSNEESSSYHGRIDAILHQIEIGFKRHKPDFGFGLLSSIVPSWVNGV 

DPIDTLQVEKILSHFKEDYKQNGLRIFKELLEKTLCNPHSQKFKFTMEPREDFTKQLVKDENLMI 

KRVSELTEDNKKAIYEQNLEIJUa^QLEDQNTEVLPTLTIDDIPKRGDFYAIDLGQVNKKVVH 

DTNGLVYANALKDISYLPTKLYKYLPLFNNCLTNLAGTENTPITELETKIQMLTGGITFS 

PYNI EQLKLQYVLSGMALKEKS S SVYDLViHjEI LTTTKFDTSDEVLEKLSVLIKNMGQNQINNI ADR 

GHSYAAAVSSSKLTPSKYISDIVSGLSQVQFVMELNSKLESEGKEYLAKEIIPILQEIQKYVLQGE 

FRYRLVGNQEI IVENEKLIEKFDKDI SSNRPTLSLTVTDGLSALLNSFNYNHTSENVLVNLPFQVG 

YSSLGKIGSSYSSKIX5ASLQILSQLYSFKNLHSKIRESNGAYGGGLTYDGLNGTLNFYSYRDPNPV 

KSIQTFRDSLSYGLDANWNDKDLQEAKLRWQSVDAPINISSQGASAFFENIDDYLRQERRENFLG 

TTLKDL RD VTEKYL VDNQNNLVTVI GDNE I LNVDNKWQ I RNFQV 

YDR450W_YML026C_homolog 1366bp public: 1..1366; exon 1: 501.. 548, 
intron 1: 549.. 976, exon 2: 977.. 1363 (SEQ ID NO 329) 
TTAAGAACTAGCAGATGTAAAATGTTTTATGTCATTATATAATTTGTTAATACATGTATATAGATT 
TTTTAATGAATGTATTCCCTAAATAGAACAGAATTATC 

TATTGGAGAATGTTATAAACTGAAATTTGATTTACAACCAAAACCCGTGTCACGTG 

GGGCTTTTAGGGCTTTCTATATACAGGCACCAGAAT^ 

GCGCGCGATTCTTCCTGCTAGAGGTTTTTCTTTTTGTATGTCTGT 

AAGTAATTTTAAAGCCAGAGATTGTGTACAGTCGCACGCCCCCTAATCACATAGTTAATTCTCAA^ 

CTTTCTCTCTTTCTCTCTTTGCTTTTCTCCTAAGGAAAAAAAAAATT^ 

TTTTGTATAGTTCAGTTTAACAACACCAGTAATCAAACATGCCATTAGTTGTC 

CATTCCAACACATTTTACGGTATGTGAGTGTATTATAAGATTATTTGAATGAGATAGAA^ 

AAGGAAGGAAAGAAATTATCCAACTACTGTTTTGGGAAAGAT^ 

AAAAACTTTTTGAAGAGATGGATATGGAACAAGATTC^ 

AATGATTTACTACTGTTTGGGAAAGATTTTGGA^ 

AGTAATATGTTTTCAATATTATCAGAGACTTATCAAAATTTATGAGTTO 
ATACCATCAAGCCTTTTTTTTAACCATCACTCTAT^ 

TTTCCCTGTTTAAAGTATTCGATTTACTAACATTATGAATTATTATTATAGTTTC 

CATTGATGGTAGAATCAAGATCATGTACGCCTTGACCAAGATCAGAGGTGTCGGTAGAAGATATGC 

CAACTTGGTTTGTAAAAAAGCCGATGTTGAATTAACCAAAAGAGCTGGTC 

ATTGGAAAGAATTGTCACCATTATGCAAAACCCAACCAACTATAAAATCCCAGCTT^ 

CAGACAAAAAGATCAAGTTGATGGTAAAGATTACCATGTTTTAGCTAACAACTTGGAAT 

GAGAGATGATTTGGAAAGATTGAAGAAAATCAGATCTCACAGAGGTATTAGACACTTCt 

GAAAGTTAGAGGTCAACATACTAAAACTACTTCTCGTGGTCGTTAA 

YDR450W_YML026C_homolog 145aa (SEQ ID NO 330) 

MPLWQEQG S FQHI LRLLNTNIDGRI KIMYALTKIRGVGRRYANLVCKKADVELTKRAGELTQEEL 

ERIVTIMQNPTNYKIPAWLNRQKDQVDGKDYHV^ 

VRGQHTKTTSRGR 

YDR471W_YHR010W_homolog 1327bp PathoSeq: 1..1327; exon 1: 
501.. 530, intron 1: 531.. 946, exon 2: 947.. 1324 (SEQ ID NO 331) 
ATAGTTATTACAATATAATAAAGCAAATAAATAAAAGAAATGATAAAGAACCATATTAACAAAGTT 
TGAACGTGCTGTAAGTAAATCTTGTATACGAGAATATTCATCTTGGAATATTTC 

GTAATACCTAATTCTATTTGGTGTGGTGCATCACGTGCTAGGGCTATAGCCCTAATAGTATATGCA 
GTCGCATACATTAATTGGTCATCTCATAAGTAAATTATATAATGTATAGTGTGCGCGCACTGTAAT 
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TTTTCACACTAAGTTAAGGAGAGTGCGAAAAATTTAGTACTAACAAAATTGTATTC 
GGCTATTGGGCAGAGCGAAAATTTCACCCCTACTGAGAGGAAACTGTGAGGGAGAGAGATACACAC 
AAACTCTGTGCGCAAGAAGAAAGACAAAAAATTTTTTTGAAAAAAAAAAAAGA 
TTATTGTATTAACATTTTAAGATATCAAGAAACTAAAAATGG 

TTGGTATGTAAAAATGAGTACCTATATGGGTAGACAATGATAGATTTATTGGCCAA^ 

GATAGATATATATGATATGGGAGAGAATTTTGAAGGATTGAAATATTTTATATAAAAGAGAG 

AAAGAGAAATAATGAACAATTGAAAAGAAGATACAAATACTGTTAATTAAACTAGAATATGCCA^ 

GAAGATTTAAATGATTACCATCGTAATAAATTTATTGGAATTTGGGAGATTC 

AAAAAGCAAGTGATTGATCAATCACTATGGAGCCGTCACAAGACATCAACGAATCCCACAACAT^ 

TTATTTATTCATATCCATCATATGGCAGTAACAATCATGAAT^ 

ATTATACTAACTAAATTTTTTAGCTATTGTTGTAAGAGGTCGTTACGCTGG 

TGTGAAACCACATGATGAAGGTACCAAATCTCACCCATTCCCACATGCCATTGTTGCTC 

AAGAGCTCCATTGAAGGTTACGAAGAAGATGGATGCTAAAAAAGTTACCAAAAGAACTAAAGTC^ 

GCCATTTGTTAAATTAGTAAACTACAACCATTTAATGCCAACTAGATACTCATTAGATGTTGAATC 

ATTCAAATCTGCTGTCACTTCTGAAGCTTTAGAAGAACCATCTCAAAGAGAA 

TGTCAAGAAGGCTTTTGAAGAAAAACATCAAGCTGGTAAGAACAAA 

CTTTTAA 

YDR471W_YHR010W_homolog 136aa (SEQ ID NO 332) 

MAKFIKSGKVAIVWGRYAGKKWIVKPHDEGTKSHPFPHAIVAGIERAPLKVTKKm 

KVKPFVKLVNYNHLMPTRYSLDVESFKSAWSEALEEPSQREEAKKV^ 

KLHF 

YDR486C_homolog 1157bp PathoSeq: 1..1157; CDS: 501.. 1154 (SEQ ID 
NO 333) 

TTCCAGTCATTCCGAAATGCATAAGCAAGACGTTAGTTC 

AATACTTGCCATGACGACCCACTGAAGTAACAACTGCATTTGTTAAGGCTTTTC 

ATTCTTTTTCAGCATCATTCGTATCTTTAAGCACAGGGAATAGCAATG 

CTTTCGTGATTCGAAAGCCCAAAATGTTTCGT^ 

AGTTAGTCGTCAAGAAAATAATTCAGTGTTAAAGTCTGTACCTTAAGCGTCAAACGTACTTCTC 

ACCTCTGGCATTGAGTGTAATTTAAATATTCATGATAATCTGGAACTACAAGCTA 

GAAAAAGAAAAATAGTACGAGTTCTTGGTGAGATAAATAATGGAGAAC^^ 

GGAGGTTTTAGAAGGCAAAACCAAATCTAGACAAGGAGATGAACAGATTATTCGGAACGAAAAGCA 
CTGCGCCCAAACCATCTTTGAATGATGGAATCAACXX5AATCGA 

TTAAATTAAGCAAGATCAACTCGGAATTATCCACATACCAACAAAAGATAAGCAGAATGAGAGACG 

GACCCGGGAAGTCGGCACTAAAACAAAAAGCAATCAAGTTACTAAGACAGAGGAAGCAGATAGAAG 

CTCAAAAGGATCAGTTAGAGAATCAATCTTGGAATATGACACAAGCTTCCATGACAACAGATAACT 

TACAAAATACCATGGTCACAATAAATGCAATGAAAACAGCCAATAAACTGTT 

GAAAAATTAATATCGATGAATTGGAAGATCTTCAAGATGAAATGTTGGATTTGATTC 

ATGAACTACAGGAGGCACTTCTGACGAGCTATGATGTACCCGATGACATCAGTGAGCTGGAGTTGG 

ATGCTGAATTAGAAGCTCTTGGCGAAGAAATTGATTTTGAAAATGAAATGGCAGAGAGTGGGATAG 

GTGCACCTAGTTACTTAAATGATACAGAACCTACAGCAGCAGATAAATTGCCTACATTTATTGACG 

AACAACCAGAAGAAGCT C AAAAAATCGCAAACTAG 

YDR486C_homolog 218aa (SEQ ID NO 334) 

MNRLFGTKSTAPKPSLNDAIKGIDERVGSLDVKLSKINSELSTYQQKISRMRDGPGKSALKQKAIK 
LLRQRKQIEAQKDQLENQSWNMTQASMTTDNLQNTMVTINAMKTANKSLKQTYGKINIDELE 
EMLDLIDKSNELQEALSTSYDVPDDISESELDAELEALGEEIDFENEMAESGIGAPSYLNDTEPTA 
ADKLPTFIDEQPEEAQKIAN 

YDR507C_homolog 4550bp PathoSeq: 1..1424, public: 1524.. 4550; CDS: 

501.. 4547 (SEQ ID NO 335) 

GAATGAGATTTTTTTTTTTACTAAGGGTGCACTACT 

TTAAAGAAAAAATTTACAGTATACACAAAACACTTTACTTCTGCTGTTTTTTC 

TTGGTTTCATAAATTATTAAAAGAAAGCAAATAATTATTGAAATAAATTTTA 

TTTTCTTTGGTTTCTTTGAATTTTGCAAA 
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TCATTTGTTGACTTTTGAAAGTTTTATTCATCCATATTC 

GTCCMCCAAGAAGAAAACCAATAAACAACATCA 

AAAACAGATAATTTATAGACACCTTCATTCATTCGTTATTTTTT^ 

TTTTAATACATTTATCATAAACAAAATTTATATCAATAATGCCACATTCAAGACAACC 

CGTC ATCGATT ATGTCC C AATC AAATC ATAATCATCC ACAGAAGATCGGAC CTTGGAAATTAGGTA 

AAACTTTAGGAAGAGGTGCCACCGGTAGAGTCTTATTAGCTACTCATCAAACTAC 

CTGCCGTTAAAGTAGTTTCCAAATCCGAATTACAAGACGAAGA^ 

TACCATATGGTATAGAAAGAGAAATTATTATAATGAAATTATTAACTC 

TATATGATGTATGGGAAACATCTAAGGCTCTTTATC 

TATTTGATTTATTGGTGGAACGTGGTCCATTACCTGAAGTCGAGGCTATCAAGTA 

TCATATTGGGTACGGCTTATTGTCATGCTCTTGGTATATCT 

TGTTACTAGATTCTGAATTGAATGTAAAATTAGCCGATTTTGGAA 

GCAAATTATTAGAGACTTCTTGTGGTTCACCTCATTATGCTGCTCCAGAAAT^ 

AATATCATGGAGCTGCTTCTGATGTTTGGTCTTGTGGGGTTATATTAT^ 

GATTACCCTTTGATGATGAAAATATTAGAAATTTACTTC 

TGCCCGTTGATGAAGTTAGCAGAGAAGCTAGAGATTTAATTGCTAGAATGTTAGAG^ 

TGAGAAGAATATCTACTGAAAAAATCTTAAGACACCCATTGTTAACCAAATACCCAATGTCAAA 

AAGATTTAATCAGTGAAAAATCATTACCACATCCACATACTGGTTA 

GAAACATTGATAAACAGATTTTATCAAACTTGACAATTTTATGGAATG 

TTGTTGATTGTCTTTTGAAAGATGGATCCAATCCAGAAAAAACATTCTATGCA 

ACAAGCATAATCAAGACGATAACACTAATAACAATTGACCAAAGAAATCAACGAGTTTCAATAATA 

AAGTGGTACGCAGTGGGTCCAAATACAGTCTTAATGGAACCCCTAGAAGAAAAAGAGCCAGTCACA 

TAAGTGTGTCAAGACCAACATCTTTCCAATACAAGTCTAATCCTGGCGCTGGTGGAAC 

GAAACTCCGTTGCCAGACATTCTGTGGCTTCCTCGGCCAACAATTCTCCTCGTAAATCACCATACA 

AGTCACCATACAGATCACCTTATAGATCACCATATA7UVTCGCCTTCTAAGAGATATTCATATAATC 
AATCCCCAACTAAATCTCCTTACGGAAGAAGATCAAATTCACAAAGACAATTTGAAAATGAACCAT 
TAAAGGCAAAGCCAAGAAATATTTACAATGAGATTGT^ 

CATCGCTTCCACCTTCCTTACCTTCAAAAGATTCTCGTTATATGATCGATGAACCCAATCAACCCC 
AGTTGCAACAACCTGCTTTAAGTCAAGTCCCTGAAAATCCTATTGTTGA 

TGCAGTCAGCAAAAATTTCTAGTGGAAAGAGAAATTCAATAATAGGAAAGAACAACAACAACAGCA 
ACAGGAACAAGAGAATGTCTAAGAGAAAATCAATTCGTGCATCTATGACCACGGGATTGAAAAGAA 
ATTCCATAACCATGAAATTGTTATCTACTTATGCTAAATTATCAGGTGATGACGACTGGGAATA 
TGGATAAACAAAOUVAAAGAACATCGGCTACTTTTGCAGCATTGTGTC 

AAGACTATGACGAAGAAGACGAACAATTAGTTGATCCTGAAGAAAAGGAAGCCAAGGAATATGAAA 

GGTTAATGGAATTGGAAAGAAAGAAACATGAAGCTGAGTTGAAAGCTAGAAGAGA^ 

AGAAAAGAAGACAAAAGAGACGTTCCATTTTGAGTTCTAAGAAATTAAGTATTATTGTCAAGAATG 

ATGCTGATCCAAATAATAGTGAACAAGAGTTGGTCGATGAAGGTATAAAACAACCAAAACGTC^T 

CCAAAAACTTGACCGCTTTAAGAGCATTATCTGAAGGAAATfc^ 

7UVGACGTTGAGAATTTGAAGAGACGATCAGCATCACAGCCGGTTCCAAAAAGAAGACAAACTCCGG 
TTTTGACAAGAAGACCTGTATGAAGATTAGATCCATTATGGCAAGC^ 

ATAGAGCAAAAGATGCCTTGGAACAAGAATGGAGGGATTCACAAAAGAGAAGTTCTACTGTTAGTC 

GTAAAAAAGTCAACAGAGAGTCGATGATATCAGTTATGGATGATATTGTTGAAGAGGACCAAGGCC 

GTGTCAACAGGAGATCAACACGAAACACTTACTATGAAAGGGAAAGAGACTATGAATTACCAGAAC 

CAACTGTGGAAGATTCCAACTTGACTGATGACTACATGACAGAAATCAGAAAATCAAGACTT^ 

ACAGTCAGTTAAATGTTAGGGATCCACTTAATGAAAAAAGAAAATCTGAACCCAAGACTCTTATTA 

GCAATGTTCAAATACCGAGTGTTACTAGAAAATCAAGAAATTTCACTACTTCCAACAAAAGGTTGT 

CGGTATTGTCTATGTATTCAACAAAGGAATCATACCGTGATTTGAATTCTATAATTAACTCACCAG 

ATGAAAACCCCGAACAGCATCAAAACATGAACAAGCCAGCGTTACGAACCAGTATTGCTGATCGTT 

TGGATAAAGCTGGATTGGCTGAACCAGAATATGAAACTGAGACTGATGGTGAAGATAAAGTGTCTG 

TTAT.TGATTTGGATGATCATTTAGCTGATAGAAGGACTTCCTATTATGATGG 

CATCTAGAGCTTCAACAACTAAACGTTACAATGTTCATTCCAGTTCAGAAAAAAGACCAAAATCCA 

AAGTTCCTGATTTGCCAAAGAATGATTATGATGACACATTTGTCAGTAATAGTC 

AGCGTCAGTATAAATCGATGGTTTCTGATGAGTCTAGTGCATCTGATGATGTATTTGATAAGATTA 

AATTACCAGATGGTAAATCAACTAAATCTTCCATTGATGAATTGGCTAACGGCACGTCTACAAGTG 

GTCATAGAAAACCAAAGATAAGACATTCTCAACCGGGCCCAGAAATGTTGATTCCTCATTTGAATC 

GAGGTATTGAGTCGTCTCAACCAATGTCTAAAGTTCGTGGTAACAATTCAAGTGGTCATGATGATA 
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GTGTTCCACCACCACCGCCAGCTCACAAGGTGAATAAAAAACCATTGGATGATAAGACGAATTTCC 

CTCCACCAGAAGTGGATCCAAAAAGAAAAGGTTCATTTTTTAGAAAACTTTCT^ 

AAACCATTGAAAATAATACAAACGCCGCCACTAATACCACGACTCAACAAC 

CTGAATCAAAAGAGGAGAAACCAAAAAGTTCATTTTTCAGATC 

CTGCTGCTGAAATTAGAAAATTCAACACCATTTTACCTAAACATGAAATC 

CTTTATTGAATTCTTGGTCTAATTTTGGT^ 

TTACTGGTGCTATTTCTAAACATAATTCTTTT 

ATCAAAGAGATTTTAATCAAAAATCAGAAATTCTTTGTGTT 

CTGATACTTTATTTTGTGAAATTGAAAAGGTCTTACTCAAAG 

YDR507C_homolog 1349aa (SEQ ID NO 336) 

MPHSRQPSISSSIMSQSNHNHPQKIGPWKLGKTLGRGATGRVLLATHQTTGQKAAVKVVSKSELQD 

EETEKNGDGLPYGIEREIIIMKLLTHPNVLRLYDVWETSKALYLVLEYVEGGELFDLLVERGPLPE 

VEAIKYFRQIILGTAYCHALGICHRDLKPENLLLDSQLNVKLADFGMAALESNGKLLETSCGSPH^ 

AAPEIVSGLKYHGAASDVWSCGVILFALLTGRLPFDDENIRNLLLKVQAGNFEMPVDEVSREARDL 

IARMLEVDPMRRISTEKILRHPLLTKYPMSNEDLISEKSLPHPHTGYKSLGSVRNIDKQILSNLTI 

LWNDRPEEEIVDCLLKDGSNPEKTFYALLMRYKHNQDDNTNNNSPKKSTSFNNKVVRSGS 

TPRRKRASHISVSRPTSFQYKSNPGAGATANRNSVARHSVASSANNSPRKSPYKSPYRSPYRSPYK 

SPSKRYSYNQSPTKSPYGRRSNSQRQFENEPLKAKPRNIYNEIVDAQSNFSLPPSLPPSLPSKDSR 

YMIDEPNQPQLQQPALSQVPENPIVDESPDLMQSAKISSGKRNSIIGKNNNNSNSNKRMSKRKSIR 

ASMTTGLKIWSITMKLLSTYAKLSGDDDWEY1©KQTKRTSATFAALCDKIFNQEDYDEEDEQLVDP 

EEKEAKEYERLMELERKKHEAELKARRELEKKKRRQKRRSILSS 

EGIKQPKRQSKNLTALRALSEGNHASEELTLEDVENLKRRSASQPVPKRRQTPVLTRRPVSRLDPL 

WQAHENEQLDRAKDALEQEWRDSQKRSSWSRKKVNRESMISVMDDIW 

RERDYELPEPTVEDSNLTDDYMTEIRKSRLI^SQLNVra^ 

NFTTSNKRLSVLSMYSTKESYRDI^SIINSPDENPEQHQNMNKPALRTSIADRLDKAGLAEPEYET 

ETDGEDKVSVIDLDDHLADRRTSYYDGSGKRASRASTTKRYNVHSSSEKRPKSK^ 

FVSNSDEVHKRQYKSMVSDESSASDDVFDKIKLPDGKSTKSSIDELANGTSTSGHRKPKIRHSQPG 

PEMLIPHLNGGIESSQPMSKVRGNNSSGHDDSVPPPPPAHKVNKKPLDDKT^ 

FRKLSWGSKKTIENNTNAATNTTTQQQLPSPAESKEEKPKSSFF 

KHEMSTALFALLNSWSNFGLKDLRNDQVGYYITGAISKHNSFNLKSCKFRIKINQRDFNQKSEIVC 
VRVKGSKVTTDTLFCEI EKVLLKEGGLDK 

YER102W_YBL072W_homolog 1 12 lbp public: 1..1121; CDS: 501.. 1118 
(SEQ ID NO 337) 

ACAATACTAGGCACTGTTGAGTGAGTGAGCATTTT^ 

AAAATTTTCATAATTTAGAAGTTTCATTTACAGTCTTTT^ 

TGTAAAGACAACATGTACTAGCAACTATAATATGATTTACCA 

TTAATATGAATGAGAGAAGGATAGTGAATAAGAGATTACGAAAGAATAGATTCAACAAGTTCAGAA 
TGGTATAGAACTAAAATGGAATTATTTTCAAATATGCAACTATCATTATGACT 
TTTTAATCGAGAGAAGATCATTAGATCAAGAGTTGGGAAACTAATACCAAGGAAATATCATT 
ATTAATAGCTTTGCAAAAATTGGTTTTACTCATATTATTTGTTTTA 

TGGAACAAAGTTTACTAACAACATTGTTATAGGTAAAAATGGGTATTTCTAGAGATTCAC^ 
AAAGATCCGCCACTGGTGCCAAAAGAGCCCAATTCAGAAAGAAGAGAAAGTTTGAATTAGGTAGAC 
AACCAGCCAACACCAAGATTGGTCCAAAAAGAATTCACTCTGTCAGAACCAGAGGTGGTAACCAAA 
AATTCAGAGCTTTGAGAGTTGAAACCGGTAACTTCTCTTGG^ 

CCAGAATTGCTGGTGTCGTTTACCATCCATCTAATAACGAATTGGTTAGAACCAACACCTTGACCA 

AATCTGCTGTTGTTCAAATTGATGCTACTCCATTCAGACAATGGTACGAAAACCAOT 

CTTTAGGTAAAAAGAAGGGTGGTGCTCATGCTGCTCACGCTGCTGAAGTTGCCG 

CAAGAAAAGTCGAAAGAAAATTGGCTGCTAGATCTGGTGCTGCTGCCATTGAATC 

CTCAATTCGGTTCTGGTAGATTATACGCTGTCATTTCTTCAAGACCAGGTCAATCTGGTAGATGTG 

ATGGTTACATCTTGGAAGGTGAAGAATTAGCCTTCTACTTGAGAAGATTAACTGCTAA 

YERl02W_YBL072W_homolog 206aa (SEQ ID NO 338) 
MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPAOTKIGPKRIHSWT 

WGSEGVSRKTRIAGVVYHPSNNELVRTNTLTKSAWQIDATPFRQWYENHYGATIX3KKKGGAHAAH 
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AAEVADAKRSRKVERKLAARSGAAAIESAVDSQFGSGRLYAVISSRPGQSGRCDGYILEGEELAFY 
LRRLTAKK 

YFL014W_homolog_l 819bp PathoSeq: 1..819; CDS: 419.. 816 (SEQ ID NO 
339) 

TTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTCGCAGTAATAG 

TACTACAGACAAATTCAGAAGTTTCAACTGCTGCATATCGCCOT 

AATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTCCCTAGTGTTGCT^ 

TGAAGGCAGTTTAGCTTGGAGACATTTAGAGAACTTAGTTACATCTC 

CGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTTCCCAGCACCACA 

TCATAAATAAATTGCCCCGCGGTTGACAGTGTAT 

TCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTCTTTGAATCTTGTTO 
TCGACATACACCATAAATCCGATAGAAAACTGCAAAATGTCTGACGCCC^ 

ACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAACAA 
GTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAA 

ACTGTTGCAGACAGCGTGCAACAAGGTTCCGATAATGCTAAAGCTGATTTGAAGAAACAATCCG^ 

CAAGCAGAGGGCGAACAAAGACCCTTGCTGAAACAGCTCAAGAATATGTC 

AAATTGGAAAGGCTGCTGAATACGTGA 

YFL014W_homolog_l 106aa (SEQ ID NO 340) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTLDKAVGSNVPDNQKSFTQTVADSVQQGSDN 
AKADLKKQSEQAEGEQRPLSKQLKNMSRLPKSKLERSSNT 

YFL014W_hoinolog_2 8 84bp public: 1..884; CDS: 501.. 881 (SEQ ID NO 
341) 

CCTTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTCGC 

TGTACTACAGACAAATTCAGAAGTTTCAACTGCTCKIATATCGCCTTAAATGACTGTAGCATTC 

CAAATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTC 

GGTGAAGGCAGTTTAGCTTGGAGGCATTTAGAGAACTTAGOT 

ATCGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTTCCCAGCACCACAGCAATA 

AATCATAAATAAATTGCCCCGCGGTTGACAGTGTATATCTTCGAGGAATGGCAACCTTTGCCCCCC 

TCTCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTCTTTGAATC 

TTTCGACAAACACCATAAATCCCATAGAAAACTGCAAAATGTCTGACGCCGGAAGAAAAAACATTT 

CTACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAAC 

AAGTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAACCAAAAATCTTTCACT 

AAACTGTTGCAGACAACGTGCAACAAGGTTCCGATAATGCTAAAGCTGATTTGAA 

AACAAGCAGAGGGCGAAGCAAAGACCCTTGCTGAAACAGCTCAAGAATA 

CTGAAATTGGAAAGGCTGCTGAATACGTGAGTGGAGTTGTCACCGGTGCTACCGAAGGTGCCAA^ 
CCGGCGCTGATAGTACTAAAAAATAG 

YFL014W_homolog_2 127aa (SEQ ID NO 342) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTLDKAVGSNVPDNQKSFTQTVADNVQQGSDN 
AKADL KKQ S EQ AEGEAKT LAETAQEYVEVAKTE I GKAAEYVSGWTG ATEG AKTG AD STKK 

YGL011C_homolog 1244bp PathoSeq: 1..1244; CDS: 501 .. 1241 (SEQ ID 
NO 343) 

GAAGGGCACCATAATGAAATCGACTCACTTCAGGATTATAATGGTATGAAACATTC 
TAGTGCCAGGATGATTAGGATCATATATTGGGGTGTTTTCTCGAGTCTTGGTATCGGTTGTAAA 
TATCTGTTTCACTTATCAGTATCGTC^TTTATATTAACTACTTTTCTCCTATC 
AAACAAAGAAACAAAACAACAAAAAAGAAGTAGTAGTTTTGAAAATTC 

AATGAAAGAATGATTGAATGAAAGAAAAAAAAAATATGAAAGTGAGTGCGACATAATGTAGAAAAA 
TGTCGAATGTCTTGAACTTTACCCATTGAGTAGTTGTTGTAGTGTAGGAGGAAGAAAACAACAGAA 

AGAAAGAGAGAAAGAAAAATTTCGCCACTACAAATATTCAACAAGTTTCATATAGTAATATAATCC 
CAATTGATCATTACTTTATTCCACACAATTCATAAACAATGTCCAATTCAG^ 

ATATCACTATTITTTCTCCrcAAGGTAGATTATACCAAGTAGAATATGC 

CAGCAAATATCACCAGTTTAGGAATCACAGGTCAAGATTCTGCCGTTATTATATCACAAAAGAAGA 
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TCCCAGATAAGTTATTAGATCCTAAAACCGTGTCATATATTTTTAAAATCACTC 

TGGTTGCCACTGGATCAATTGCTGATGCTAGAGCTCAAGCCATGAGAGCAAGATC 

AATTTAGATATAAATATGGTTACGAAATGCCGGTGGAAAGTTTATCAAGAAGAATGGCGAATATAT 

CTCAATTGTATACTCAAAGAGCTTATATGAGACCATTGGGTC 

ATTTTGCTGATGAAGGTAGAGGTCCACAAATTTTTA 

TGAAAGCCGTGGCCACTGGTCCAAAACAACAAGAAGCAACGACTTATTTAGAGAAAAAA 
AAACCGATGCTGTTAAAGGAGATTGGCAAAAAACTGTTGAATTTGCAATAATTGCC 
TGATTGGAACTGAATTCAGAAAAAATGATATTCAAATTGGTGTTGCC 
TTTTGACACCAGAAGAAATAGACGAAAGATTGATTTCAATAGCTGAACAAGAOT 

YGL011C_homolog 247aa (SEQ ID NO 344) 

MSNSAGFDRHITIFS PEGRLYQVEYAFKAINSANITSLGITGQDSAVI I SQKKIPDKLLDPKTVSY 
IFKITPSIGMVATGSIADARAQAMRARSEATEFRYKYGYEMPVESLSRRMANISQLYTQRAYMRPL 
GVALTFIQVDFADEGRGPQIFKCDPAGYFTGVKAVATGPKQQEATTYTiEKKFKKTDAVKGDWQKTV 
EFAI IALS SVIGTEFRKNDI EIGVATEGEFRI LTPEEIDERLI S IAEQD 

YGL031C_YGR148C_homolog 968bp PathoSeq: 1..968; CDS: 501.. 965 (SEQ 
ID NO 345) 

CATTGTAGGTACACCTGTTTTTGCTCAATGTACACACACACGCACCAGCAGTAGGAAAAAAAACAA 
AATTAAATGAAAAATCATTTTCGTTCAATATTAAGCTTCTTAA 

TGTGACATACCATATAAATAAAGCTACAAATGGGGATAACTATGTATTTAATGATAAATGAATGGA 

AGACCAGAATGTATAATGTTATAAGATAGTGATTTATATTGAAAACACCCTTAAAAAAATCAACCA 

CCCATCTAACCGTCGAATTGGAAATGTCAATTTAGTTAGCATCGAAAATCAACAAAGACATGGGGA 

ATCATTTACATATAAAATAATGAGAGAGAATTACAAACTGCTACGTTATGTTTTGT^ 

TTGTTCATTATGTCTTGTTCATTATGTCAAAAAATCTATAGTTACCTACCTCTACATCAATOT 

GTCTGAAATACTAACATTTTOTTTATTTATAGTGAAAAATGAAGATTC 

GTTCTAAAATCTACCCAGGTAGAGGTACTTTATT^ 

AATCCTCAAAATCTGCTTCTTTATTCCAACAAAGAAAGAACCCAAGAAGAATTTC 

TGTACAGAAGACACCACAAAAAAGGTATTTCTGAAGAAGCTGCTAAAAAGAGAACCAGAAAGACCG 

TCAAGCACCAAAGAGCTATTGTCGGTGCTTCTTT^ 

CATCTGACAGAAAAGCTGCTAGAGACTCTAAATTAGCTAAAGACAAAGAAGCTAAAAAAGCTGCTA 
AAGCTGCCAGAAAAGCTGAAAAGGCTAAGGCTGTTGCTTCTGGTGCTTCTGTTGTTTCTAAACAAC 
AAGCTAAAGGTTCTTTCCAAAAAGTTAAAGCTACCTCCCGTTAA 

YGL031C_YGR148C_homolog 155aa (SEQ ID NO 346) 

MKIEVDSFSGSKIYPGRGTLFVRGDSKIFRFQSSKSASLFQQRKNPRRISWTVLYRRHHKKGISEE 

AAKKRTRKTVKHQRAIVGASLELIKERRSQKPSDRKAARDSKLAKDK^ 

SGASWSKQQAKGSFQKVKATSR 

YGL043W_homolog 14 18bp public: 1..436, PathoSeq: 437.. 1418; CDS: 
501.. 1415 (SEQ ID NO 347) 
AATCTACCATTAGGCAATGTCATATAATTTAGATTACGA 

CCATAATTTATAATGGCATACCCTTTGGATTTACCTGTTAATTCATCAAATAATAACTTCACA 

AATACTGGTCCAACTGATCTTGCAATATCCCGCACCTGTTCTTCAGTGTAATCAAATGGAAATOT 

CCTATTGAAACACAAGTGCTTTTACTATCCATATTTAGTTTGAGCTGCCTAGTTTTCCTGATTCTT 

GGTAACAAAAAACTATAATTATTTAACAAATTATCGATAGAATCTCTTCCAAAGTACAACC^TTT 

CGATACATTTTTTTCTATGAGATGTTTTTTT^ 

ACCTGAACCTACCAGTTCAGTTC^GTCTAAAAAATTTTTTATOT 

TTTGCATATATTACTAATATTTATCTT^ 

TATCTAATCTTG AAAAAGCAGTAGATG AC AC C AC C ATTTTAAAGTTGTTGAATAT CTTG AATGATG 
GGGTTAAACCATC C GAAAAACTCTTGAGAGAAACCAAAGTAGGTGTAGCTGTC AAC AAATTC AGAA 
GTCACGACAGTGCCGAAATCAACGGTTTAGTTAAAAAAATGATCAGAAATTGGAGAGATGCCGTGC 
AAGCCGAAAAGAACAACAAAAAGAAGTTAGCAATAGCAGCTGGAACAGGAACAGGAACACCTTCAA 
GCTCAGCAATTTCGCCATCATCATCGGGTTCTGGAAGTACAACACCAAAACCATCAGAGTCAACCA 
CACCATCGGCTGCCCGTAAAGGTCCAAGAAATCCAAAAACTGACGGTGTAAATACTCAATTATACG 
AAAATGATACCAGAAATGCATCGGTTAGTCCTTTATACACGTCGTTAGC^GTTGATCGTGACGATT 
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CACCAAAACACATTTTGAGAATAGCTATTGAAATCGAGGCTGAAGTATACAAGAGCGAATACCTGA 

AAGTAAGTGACAGTTATAGAAATAGGTTAAGAAGCTTTACCATGAATCTTC 

CAGAATTAAGAGAAAGAATCTTATCGAAACAAATTTTACCTGCTGCGTTCATTAAAATG 

ATGAAATGGCTCCTGAGGCATTGAAAAAGGAAATTGAAAAATTGCACAAACAAAACTTGT^ 

CTCAAGGTGCTACTGAAAAGAGAGCAGTGACCGATAGATTCACTTGTGGCAAGTGTAAGCACAAGA 

AGGTCAGTTATTATCAAATGCAAACCAGATCAGCGGATGAGCCTTTAACTACATTTTGTAC 

AAAATTGTGGCAATAGATGGAAGTTTTCATAA 

YGL043W_homolog 305aa (SEQ ID NO 348) 
MDTKEIRSWSNLEKAVDDTTILKLLNILNDGVKPSEK^ 

MIRNWRDAVQAEKNNKKKLAIAAGTGTGTPSSSAISPSSSGSGSTTPKPSESTTPSAARK 
TDGVNTQLYENDTRNASVSALYTSIAVDRDDSPKHILRI^ 
TMNLRNKKNPELRERILSKQILPAAFIKMTPNEMAPEALK^ 
FTCGKCKHKKVSYYQMQTRSADEPLTTFCTCENCGNRWKFS 

YGL103W_homolog 1301bp public: 1..688, PathoSeq: 689.. 1301; exon 
1: 501.. 548, intron 1: 549.. 899, exon 2: 900.. 1298 (SEQ ID NO 349) 
ACATTTATTGTTGGCTATACTTTCCCA 

TTTACTGTAATGTGTTGTGCCAGTGTATGGTTTATCAAGACTAAAGTTCCTGAGACAAAGGGTAAG 

CATTCGTACCAGGAAGTCTGGAATTAAACGGTAGTTACTTCCAGTATATATGGTGTT 

TTGTGTCTAAAGTTGCGTTAGGGCTAAAGCCCTAATCAATAGTAGTGTACTTTC 

AATACATGCAAAATACTGCATATTAGAATTATAAGGGAATGAAAATGAAAAAAAAAAGAATAATT 

TGTAGATCGCATAGTGTGAGCGCGCACACACACACAAACTTTC^ 

CCATACACTCTCGCAGTCGCACGCTTGACAAAAGTTAATTAGAAATAGAAAAATTTCTCATTCC^ 

TTGAGTTTTCC ACC ATAATCAACT AGTAATAAC C AAC AATGCCTACTAGATT AACTAAAAC CAGAA 

AACACAGAGGTAATGTTTCTGGTATGTACAATTTCACTAAAGTTTTAACGGATGAAA 

ATGTTCAAGGACATATGGAGATTTAGAGAAAACATGGAAAACTAATCGAAAATGAATAATGAATGG 

AAAATTTTTTAAACTGAATATCAGAATAGACACAACACAACAGATCCAGAGTCATTATCAC 

TC^TACAACCAAAGCAATGAATATGAGTAGTTTGGGAAACCACAACATACGAGTTATTTTTCAGAA 

CAATCAAGTTTATCATTTACAGAAGACAGTTCCATCAATATGTCCAAAATACTCTTTGAAGTCAAT 

TAAAGTCAAATGAACGAATTACTAACTTATTTTTT 

ACAGAAAGCACCCGGGTGGTAGAGGTAAAGCTGGTGGTCAACATC^ 

AATACCATCCAGGTTACTTCGGTAAAGTTGGTATGAGATACTTCCACAAACAACAAAACCACTTCT 

GGAGACCAGAAATCAACTTGGACAAATTGTGGACTTTGGTTGATTCTGAAAAGAAAGAC^ 

TGAGCAAATCATCTGCTTCTGCTGCTCCAGTCATCGACACCTTGGCTC 

TGGGTAAAGGTAGATTACCAGAAGTTCCAGTCATTGTC 

AAGAAAAAATCAGAGCTGTTGGTGGTGTTGTCGAATTAGTTGCTTAA 

YGL103W_homolog 149aa (SEQ ID NO 350) 

MPTRLTKTRKHRGNVSAGKGRIGKHRKHPGGRGKAGGQHHHRTNLDKYHPGYFGKVGMRYFHKQQN 

HFWRPEINLDKLWTLVDSEKKDEYLSKSSASAAPV^ 

LAEEKI RAVGGWELVA 

* 

YGL147C_homolog 423bp PathoSeq: 1..423; CDS: <1..420 (SEQ ID NO 
351) 

GCTATCAAAATCACTGTTCACAATGGTGACAGAAAACACGTTGCTGCTTTAA 

TTGATTGCTAACTTGATCACTGGTGTCACTAAAGGTTACAAATACAAGATGAGATTTGTTT 

CATTTCCCAATTAACGTTAACATTATTAAAAAAG 

TTGGGTGAAAAAAGAGTTAGAGAAGTTAAAATCCATGAAGGTGTCACCATGGAAATTT 
CAAAAGGATGAATTGATTGTTTCTGGTAACTCCTTGGAAGCTGTTTCTCAAAATC 
CAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTAAATTCTTGGATGGTATTTATGTTTCTC 
AGAGGTACCATTGTTGAAGAAATCTAA 

YGL147C_homolog 140aa (SEQ ID NO 352) 
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AIKITVHNGDRKHVAALRTVKSLIANLITGW 

LGEKRVREVKIHEGVTMEISSTQKDELIVSGNSLEAVSQNAADIQ 

RGTIVEEI 

YGL213C_homolog 1655bp PathoSeq: 1..1655; CDS: 501.. 1652 (SEQ ID 
NO 353) 

GATGATCGCTAACAAGGTACCCGATTTATTCATC 
AACCTTAAATAGCTTGTAGTTTTTATGATTGGGACT 

TGCATAGAATAAATCGGTATTATTACGGCATACCAATCGATTGTAGGGGGTTGAAGCTGGTGCT^ 
TTCTGGGGTTGTTGCATTTCCAGTCCATAAACGOT 

GAATTGATCAGATGATCCTATGGGTGGCATTGTTAAGGTTGTTCGCTACGATC 

ATGAAGGTAAGTACGAACTTATGAGTTTTGATTTCCTTCCTGATGTT^ 

TTGTCGTTGTAGCAAGAAGAAAAAAAAAAAGTGTCTTCACAAGTCTTGGACTCAATTTT 

C CACAAACTCAATTTC AATTAACTATCAATAATC C AATATGGGTAAACAGTATATATCTACCGTCA 

GTGCATCTCAGGCTCATAAGCTGGATATTCTTGGTGTAGCTATTACCAATAAGTTCACTGT^ 

TGTCTAGTGATGGATATGCGAAATTTTGGGACAACAAG^ 

TTGTCCAACTGGTATTTATAGATAAAAGCGGAATCCATGCGGTGGCTGCTTACG 

CAAGCTCTACATTGAAAGTGACATTATTAGCATTT 

ATTATATCAATGATGACTTTTCAACTATCGAAAGTCTAACTGATGATATAAAATCATTTC 

ATTGTTGGACCCCTGGCTTTTATCGCGATCCAGAATCCAAACAAGACTATTTTATTAC 

CCAATGGCACTACAGAGGTTCATTTATTGAATATTGTTGATGAAAATGAGAAGGCTG 

TTGAAAAGTTTGGGCAATTAAAAGGAAACTCTTCTTCTTTCC 

CAGAGAATAAAAAATGTGCTGTGGGGTACATCAATGGTGATGTCTTGTTATATC 

TGAAATTGATATACACATTTCGTTCGAGTGATTTGGTGACCAGTAGAAATTCCCAATCGACG 

TACCTAGGGTGTTGGCATTTTCCCCTGGTGGAACCTTGTTGGCTG 

CTGGGTCAATTACATTATACGACGTTGAGCATGGTGAGAATGTGGGGTCTTTGG^ 

ACTCGGCCAAATCTGTTGTTGGTGGGTTTGCACATC 

AGGAAGGTAAGCACTTGGCTAGTTGTGGATTTC^ 

GCGAAAGGGAAGCAACAATTAGTATATCTATATCAGACTTAGATGATACTACACATAATGATCAAG 
ACGAGAGTGTCGCTTCTGGTGTTGCTTTTATTAAA^ 

GCAATGAAGGATTATGTGTCGTGAGTTTCGATAGAGGAATAAGATGGTACCGAGAGGCAGGAGG^ 
TATAG 

YGL213C_homolog 384aa (SEQ ID NO 354) 

MGKQYISWSASQAHKSDILGVAITNKFWSVSSDGYAKFWDNKQDEVHSPKEFVQSVFIDKSGIH 
AVAAYENVL PS STLKVTLL AF ACFNGS 1 1 FRYYINDDFSTI E SLTDDI KSFESNCWTPGFYRDPES 
KQDYFITTKTNGTTEVHLLNIVDENEKAVITFEKFGQLKGNSSSFPNSLAICPTENKKCAVGYING 
DVLLYDFVS LKLI YTFRS SDLVTSRNSQ STS I PRVLAFS PGGTLLAVARDNQAAGS ITL YDVEHGE 
NVGSLATPSHSAKSWGGFAHQGWILGLSFDEEGKHLASCGFDKCIRVWNLETSEREATISISISD 
LDDTTHNDQDESVASGVAFIKKGVRGGSGGDSNEGLCWSFDRGIRWYREAGGI 

YGR085C_YPR102C_homolog 1418bp public: 1..1418; exon 1: 501.. 503, 
intron 1: 504.. 896, exon 2: 897.. 1415 (SEQ ID NO 355) 
ATAGAGATGCTTATTCTGGTGGTTCAGTTAATTTATATCATGTCACTGAACAAGG 

ATGGTAATTTCAATGTTGGTGATCTCTTTTGGGAA 
TAGATGGATAAAGTAAGTTGATTGTATAAAAAAAGAATGGATTC^ 

GATAATAAACTACAGTAACTATTATGCAACAATTGAAAGTATCCTGTGTCACGTGATTAGGGCTCA 

AAAGCCCT AAC AGGTTGCACGTGATGTTGATTTATTTATC C CTCCAC ACATTGAGTTTTTTTTCTA 

TGGTGAAAATTATTAGTGAGACGATGTTGTTCGCATTTTACCACACACTCTCACACTGAGTGTAGT 

CATACTAACAATCTTCTCACACTATACACAAAAAAAATCTTTCGTTTC 

GTTTTCTCAATAGTATATCCATACAATAACTGCCAAA 

GAAATGTTTTGTTTTAATTGGAAGTGATATCATAATGAGAAAATATG 

AATTAATTGAAAGAGTTTTCTTTTGGGGAAATGGGTTCAATAAGATT^ 

TTATGTCAGATGTGAAGAAGAGTAAATATAACAAGAAGTTCAAATC^ 

ACAACGATTATCAATTACAGTCAACGAATAGAATAAAACAAAAGCCAGCATATAACAGATACCAGT 
GATTCATCCCAGTGATATAAATAATGATATTCAATTAAAAACAATATTAAGACATTTTTTATTTAT 
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GTATCAACAAAATACTAACTTATCTTTCT 
AATTACGTATTGAAAAATTAGTTTTAAACATTTGTGTTGGTC 

CCGCCAAAGTTTTAGAACAATTATCTGGTCAAACCCCAGTTCAATCTAAAGCTAGATACACTC 
GAACTTTCGGTATTAGAAGAAATGAAAAAATTGCCGTCCACGTTACTGTCAGAGGTC 
AAGAAATCTTGGAAAGAGGTTTGAAAGTTAAAGAATATCAATTAAGATCTAAAAACTTC 
CCGGTAACTTTGGTTTCGGTATTGATGAACATATTGATTTAGGTAT^ 
GTATTTACGGTATGGATTTCTACGTTGTTATGGGTAGAGCCGGTGCTAGAGTCACCAG 
GAGCTAGATCCACTATTGGTAACTCTCACAAAACCAACAAAGAAGATACCATCCAATGGTTCAAGA 
' CCAGATACGATGCTGAAGTTTTGGATAAATAA 

YGR085C_YPR102C_homolog 174aa (SEQ ID NO 356) 
MSDKSQNVMRELRIEKLVLNI<^ 

VHVTVRGPKAEEILERGLKVKEYQLRSKNFSATGNFGFGIDEHIDLGIKYDPSIGIYGMDFYW 
RAGARVTRRKRARSTIGNSHKTNKEDTIQWFKTRYDAEVLDK 

YGR118W_YPR132W_homolog 919bp PathoSeq: 1..919; CDS: 482.. 916 (SEQ 
ID NO 357) 

TATTGCGTAATCGTTATCAATGTTTGGATTGTTGCAACGCTG 

AGTAATTGTTTAAAAATAATCGATGCAGCAGTCTGCCACTAAATAAATAAAATGTCATATTGACAT 

GATAAGGATTTATCAATACTGTTAGGTCTATAGCC 

AAGTTGTTTGATCCCGCACGACTATGAGTACGCACTCACTAATTAT^ 

CACATAGTAAGGGGATTTTGTATGGTGGTGCGCTCGCCTAAGACGTCTGCATACATTTTCTAAA 

CACACTGATATAGGGATGTTGTGGTAGTGATTGTGTGTTCCC^ 

CATATACTCAATTTTTTTCTTACAAAAATTTTTT^ 

CAATTCAACAACATCAATCATGGGTAAAGGTAAACCAAGAGGGCTTAACTCTGCTAGAAAATTAAG 

AGTTCACAGAAGAAACAACAGATGGGCTGATCAAGCTTATAAAGCTAGATTA 

CAAATCTTCTCCATTTGGTGGTTCATCTCACGCCAAAGGTATCGTTTTGGAAAAAAT^ 

ATCTAAACAACCAAACTCTGCTATCAGAAAATGTGTCAGAGTCCAATTAATCAAAAACC^ 

AGTCACTGCTTTCGTTCCAAACGATGGTTGTTTGAACTTTGTTGACGAAAATGACGAAGTCTO 

GGCTGGTTTCGGTAGAAGAGGTAAAGCTAAGGGGGATATC^ 

AGTTTCCGGTGTCTCTTTATTAGCTTTATGGAAAGAAAAGAAAGAAAAGCCAAGATCATAG 
YGRll8W_YPR132W_homolog 145aa (SEQ ID NO 358) 

MGKGKPRGIJ^S/UUCLRVHRRNNRWADQAYKARLI^TAFKSSPFGGSSHAKGIVLEKIGIESKQPNS 
AI RKCVRVQL I KNGKKVTAFVPNDGCLNFVDENDEVL LAGFGRRGKAKGD I PGVRFKWKVSGVS L 
LALWKEKKEKPRS 

YGR277C_homolog 1164bp PathoSeq: 1. .724, public: 724.. 1164; CDS: 

196.. 1161 (SEQ ID NO 359) 

AATTCATTTGATCTCTAAGAAGATGAACAGGCCTTG 

ATGTGGTTGGAAAAACTTGAGTCCTCAAAAAGGTTCTCTCGTAAAAGGCCAGAGAAAG 

ACCAAACCCCCACCACCAACCTAACCTTTTCCTTCCATC 

TTGAATCCAGTTATATTCATTAAAGATCCTATAAAATACGAOT 

CTCCCGAAATTCATTAATTGTAATCGTATTGATTTAGTTATACTTTGTCAAATCA 

CAATTGAATGAAATTTTATGTTTTTATTATCAATTAATTCGTAATCATAAG 

GATGGAGATACCGACAGTTrcCCTATGTTTGATC 

TCAACAAAAAAATTGAATCAATTATGTTTAAATAATTGGAATCATC 

AATGATAACAGTACTAACTTGTCATCTTTGCCATTGTCAATAACACAAATATCAAACATT 

CCAACAATCCAATCAAGAGCAAATAGTAGTAGTGCTTATAATGATGAGGATGATAAAATTAC 

AGTCGGCAATATCAACAATTTAAAACTACTGCTGTAGGTGGAACATTTGATCATT^ 

CATAAAATTTTATTATCAATGGCAATTTT^ 

TCTAATTTATTAATTAATAAAAAATTTAAATCTCAATTACAAACTTTTAAT 

GTTATTCAATTGATAAATTTATTATTATTGAGTC 

ATTAATGATGTTTGTGGTCCAACTGGTTATATTAATGATAT^ 

ACTAAATCTGGTGGTGAATTTGTTAACAAATTTCGTAAAGATCATGGAT^ 

ACAATAATTAAAGTGATTGGTGGGAATATTGAAGAAAATTC^ 
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CTGATATTAGAGAACAAGAATATAATCGATTATTAAATCAATAA 

YGR277C_homolog 322aa (SEQ ID NO 360) 

MI^PVIFIKDPIKYDYSQFIISLLPKFINCMRID 

TDGDTDSLPMFDYRFEINILFWLSTKKLNQLCLNNWNHGYIAE 

IPTIQSRANSSSAYNDEDDKITTSRQYQQFKTTAVGGTFDHLHDGHKILLSMAIFLTSNKLIIGIT 
GSNLLIIJKKFKSQLQTFNQRQNLVIQFINLLLLSETSVI FFEI YEINDVCGPTGYINDIDNLI I SQ 
ETKSGGEFVNKFRKDHGFKLLDITIIKVIGGNIEENSWKGKLSSTDIREQEYNRLLNQ 

YGR284C_homolog 1427bp public: 1..1427; CDS: 501.. 1424 (SEQ ID NO 
361) 

CAAGAGTAAAATCTAAATCGTTCCAATGATTTTGGACAGCTCATAGGTTAAGAGGT 

TGGTGGCAGTAGTATTGGTATTAAGTGGGTGGGTCATGGTATC 

GGTTGTGATTTTTTTTTTCGACTG^ 

CGTTTCGTTTTTCCTTTGTTTTGTTGACGTTC 

TTTGTATTAGTTGTTCTTTTTTGTTTTTTTTT 

TGTTTTCATATTTTTTTTTTCAGAAC^ 

CCCCAGGTTTTTCTATTTGTTTTTG 

TTGAGGAGTATCATTAATTTAAATTATATCAGTTAACAATGTCGTATCGTGGTC 

GTAATCAACCTCCACATCATGGAATACCTTCTCAACCTCAACCACATATTGGTCCAATATCTTCCA 

GCAAAAGTCCTTTAGAACAATTTGAAGATGTTGCTAAAAAAGTTGAAGATTGGATC 

TTAAAGTCTTGAAACCATACGTCCCAGCAATTGGTAGAGCATTT^ 

ATACTTTAAGAATCTTCACTCAATGGAATGAACAAGTTTATTACTTGCA 

GGCGTTGGTTGACCGTTTTATTCTTGATCAATAATATGGTGGTTATGACAGTTGCATC 

TAATTGCCAGAAAAAAGAATAACATTGCTACTATTGCATO 

TTGGGTATGGTTTATTGTTTGATGCTCAATTTGTTTTGAG 

TATTAGCATTTTCCGATAGTATTGTTAGAGATAAAAGATCCTTAAACATGCCAGGTTTACCGATGT 

TGAACAATCAAGACAACAAAAAGTATTTCCTTTTAGCTGGTAGAATTTTG 

TGGGATTCGTCTTTTCTTCTGATTGGTCATTGGGTAG 

CTTGTGCTTGAATTGTTGTTGGTTACAAGACAAAGTTOT 

TCTTATACAATGTGTTCACTAACCAATTCTGGGCT^ 

TGAGATATGAATTCTTCCAAGTTTTGTCAATTGTGGGAGGATTATTG 

CTGGTGAATTCTC C ATCG ATGAAAAG AAAAAG ATTT ATT AA 

YGR284C_homolog 308aa (SEQ ID NO 362) 

MSYRGPNQFGNQPPHHGIPSQPQPHIGPISSSKSPLEQFEDVAKKVEDWIDDYFKVLKPYVPAIGR 
AFLVATFYEDTLRIFTQWNEQVYYLHNYRHYWRWLTVLFLINNMWMTVA 
LIVWIIQGIGYGLLFDAQFVLRNLSWGGLVLAFSDSIVRDKRSIiNMPGLPML^ 
GRILLVLLFLGFVFSSDWSLGRVFI 1 1 IGLTSCAS I WGYKTKFSAAIMLIVLFLYNVFTNQFWAY 
ASQDARRDFLRYEFFQVLS I VGGLLLWNAGAGEF S IDEKKKI Y 

YGR285C_homolog 1876bp PathoSeq: 1..1215, public: 1216.. 1876; CDS: 
501.. 1781 (SEQ ID NO 363) 

AATTATTAGTTGAAAAACAAATCATACCTATTGCCAGAGCTCAAATGAAAGTGAGAATTACGTTAT 
CTAAAAAAGCATACTTAAAGACTTTTCAAGATGAAA^ 

AAGATAACAATGGGAAACAATATGAGATTGTTGGGATTATAGATCCTATAAATTATAGAGT^ 

TCACATTAATTGAAAATACAGATGGAAGCAACAAAGTCGCTAAAGGAGAAGGGTCTATAGAAGTAT 

TAGATATGTCTGCCATAAAAGAATAAAACTAAACTAGACAAGTGTATAGAATCT 

GATGCTTATCTTAGTTATGTTCCAGAACAATTCATGTTAGGAGAGAGAGAAACGCAATCACTCAAT 

TTTTGCACAAACAAAAAACGAGAAGATGAAGAAGCAAAAAAGAAAATTTTT 

TAAATCCTCCTACAATTAATTTCATACCAATAAAGAACATGTCTATTGTATTACCATCAGGAACTA 

CTGACGGATTTAAAGCCGTCTCCAAATACTCTGCCCCAGTGCGTCGTCCAATTGAACCAGTTC^TC 

GTTACTTCTTAGCCCACGCCTCAAGAACTTTGCGTGGACACACTTGGTCTGAATTTC 

AAGCTGAAAAGAATGTTAAAGAAATCGAAGTCAACGAAGATGAGGA 

GTGAAGAGTTATTAGAACACGATCCAAGAGAATGGAAGACTGCCAATTTATATGCTGTTTTAGGTO 
TATCTCATTTGAGAAGTAAAGCCACTGAAGATCAAATCAGAAGAGCCCACAGAAAACAAGTTTTGA 
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AACATCATCCAGATAAAAAATCCGCT^ 

AAAAAGCCTTTGAAGTTATGTTGGACCCAGTCAAGAGAAGACAATACGATTCTATTG 
ATCATCCAAAACCACCAGCTCCAAAATCCAAATACGATTTCTTTGAAGCTTGG 
AAAGTGAAGCAAGATTTTCTACTAAACAACCAGTTCCATTGTTGGGA 
AAGAAGTTGATGCTTTCTACAGTTTCTGGGGAAGATTTGACTCTTC 

ATGAAGATGTTCCAGATGACACTGCCAACAGAGATCACAAACGTTATATTGAACGTAAGAATATTC 

CCCAACAGAAAGAAATTGAAGCAAGAAGATCACAAGAGATTATCGAATTGGTCGAAAGAGCTCATG 

CTGAAGATCCAAGAATTAAATTGTTCAAAGAAAAAGCCAAGAAAGAAAAGGCTGCTAA 

AAAAAGAATCTGGATCAAGAAAAGCTGCTGAAGAGGCTGCTGCCAAAAAGGCTGCTGAAGAGGCCG 

CTGCTAAGAAAGCCGCCGAAGAAGCCGCCGCTTTGAAAGCCAAC 

CTAAAGCTGCTAAAAAGAAAAAGAAGAGAAACATGAGAGCTG^ 

GTGACTCAGCTAAATCTGCCGACATTGATGCTC^ 

TCAAATTAGGTGAAGTTGCTGATAAAGTTAAAGATGCTGATGCTGCTTC 
TTGAAGTTGCAAAGGAATTGGTTGGAGCTGGTTC 

AGATTTTTTTTTTGTAGGAAAATAATATATATAGAATGTAAACTATCAAA 
CTGAACTCAAACAAGACTAAACAGCAAG 

YGR285C_homolog 427aa {SEQ ID NO 364) 

MSIVLPSGTTDGFKAVSKYSAPVRRPIEPVGRYFLAHASRTLRGHTWSEF^^ 

DEDI^DEEQSEELLEHDPREWKTANLYAVLGLSHLRSKATEDQIRRAHRKQVLKHHPDKKSASGGL 

ENDGFFKIIQKAFEVMLDPVKRRQYDSIDVENDPKPPAPKSKYDFFEAWGPW 

LLGNLESTKEEVDAFYSFWGRFDSVraTFEFKDEDVPDD™ 

IIELVERAHAEDFRIKLFKEKAK3CEKAAKKV^KESGSRK^ 

ANSKKAKEAAKAAKKKNKRNIRAAVKDNNYFGDSAKSADIDADVDLL 

DAASVKSTFVEVAKELVGAGSLDASYLKYFN 

YHR021C_homolog 1178bp public: 1 . . 537/917 . . 1178 , PathoSeq: 

538. .916; exon 1: 501. .503, intron 1: 504. .932, exon 2: 933. .1175 

(SEQ ID NO 365) 

TTTCATTTGTAGGCATTGTGTAGAATGTGGACT 

ACATCTCAAATTGGTAGTAGAAGAATTCAACCTTGGGACAGTATTCTCTGCTTAAAATGAGTTTAC 

TGATCAAATAAAATATTGGCTCAACCATTGAAAAGCTATTCTTGACACTTTTTGC 

TGGTTGTTTCACAATTGAAAAAAAAAATGTTGAGCCCTAATAGCCCTAATTGT 

ATTGCTTTGAGTGAAAAGTGTACATTTGTACACACACAAACAAAAAAAAACTAACTTCTTC 

ATATGCTGCGTATAGTGAGAAATCTTCTTCTCTCTTGC 

CTCACGAAACCTAATTGGAAAGAAGAAAAGAGAAAAAAAAAAAATTTTCA 

AGTTTTTGAATTATACATATTAGAGAAACAAGTTAACAATGGTATC 

TTATGGAGGGATATTCCTGGATGATCAGAATATCATAATATAGGAGTATACTATTTTACTGGAATC 

AAGATATAATTGAATTGAAATAAAAATTGAATAAGAGGAAGCATAGAATACGGAATC 

AAATCAGAAAACATTGTACTACCGAATAATGAATTAGGATCAACATATTAATATCAACTACTACTO 

TAAAAGAACAGGAAAATGAGAAGAGAATCAGCATGAAAGTTACCACCTCAGAAAACGTCAAAGAAA 

TATACTTTTGGTGTGGATCCATGTGTTATTACTGAAATCATCGAAACGAATATAACCCTCC 

CCACATTGACATAACTCAGACACAATCTTTCAAATAAAACATGTAATACTAACTATTATTTTTTTO 

TCGTATAGGTTTTAGTTCAAGATTTATTACATCCATCTCCAGCCACTGAAGCTAAACAACAC 

TGAAAACTTTAGTTCAACAACCAAGATCTTTCTTTATGGACGTTAAATGT 

TCACCACTGTTTTCAGTCACGCTCAAACTGCTGTCACTTGTGACTCTTGTTCTACT^ 

CCCC7UVCTGGTGGTAAAGCTAAATTGACTGAAGGTTGTTCATTCAGAAGAAAGTAA 

YHR021C_homolog 82aa (SEQ ID NO 366) 

MVLVQDLLHPSPATEAKQHKLKTLVQQPRSFFMDVKCQG^ 

TGGKAKLTEGCSFRRK 
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YHR141C_YNL162W_homolog 1179bp PathoSeq: 1..1179; exon 1: 
501.. 503, intron 1: 504.. 861, exon 2: 862.. 1176 (SEQ ID NO 367) 
TTTATATTGTTTTTTGTTTCTATC^ 
GTGATGTATTTTTTTTGTTGGTCCTTCTTTG 

ATTTGGAAGGAGCTACCAAAGCAGAAATGATAGCAAAAAAAAACAGGAGACTTTT 

GTTTAGGGCTCTAGCCCTAATGCCTGTATATAATTGATTGATGCTTTAAAATTTGTC 

ACAGAAGCGAAAAAAAAAGAGCTGGAAAGTGTGATTAACAACAACGAGGGAAGAAAAAAAACTTA^ 

TTAGGTGAACAAAAATTAATGTGTGAGCGTGTACATC^ 

CTAACAAACTCAACCTCCATTGTGAGAAAAGAGATTTTTCTTTGA 

TTAGTTCACTAGTAACTTTCGAAGACAACATAGACAAGATGGGTATGTTCCAGTATAG 
AACAATGAGATACAAGATATTCCTCCAATACAAAGAGATTAATGGTGTTTTTGA 

CCATGTGTTTAATAAGAATGATTTGTCAAGGGATAAGATGAAAAGTGGA 
TGAAACGAATTTTCTGGGATAGCGTTCAAACAATCAAACCTATCCAGGTTTC 
AAAACAAGTCAATATTATCAAAGATGGAGTTTTATAAGGAGAGATATTGAAACATC 
AAGAAATAGCCAACTATTTGGCACCATTTCCTG 

ATAGTTAACGTTCCAAAAACTAGAAAGACCTACTGTAAAGGTAAAGAATGCCGTAAACATACCCAA 

CACAAAGTTACCCAATACAAAGCTGGTAAAGCTTCTTTGTTCGOTCAA 

AGAAAACAATCCGGTTATGGTGGTCAAACCAAACAAATTTTCCACAAGAAAGCCAAG 

AAAGTTGTTTTGAGATTGGAATGTGTTGTCTGTAAAACCAAGG 

AAACATTTCGAATTGGGTGGTGACAAAAAACAAAAAGGTCAAGCTT 

YHRl41C_YNL162W_homolog 106aa (SEQ ID NO 368) 

MVNWKTRKTYCKGKECRKHTQHK^ 

KVVLRLECVVCKTKAQLPLKRCKHFELGGDKKQKGQALQF 

YILll2W_homolog 3583bp PathoSeq: 1..3583; CDS: 365.. 3580 (SEQ ID 
NO 369) 

GTGCGAATAATAGAAGCGATCGTTTGAATAATCCAATC 

TTCCCCTCAAGGACGTAGTACAACAAGAGATGAGAAGGGGTTTGAACTC^ 

TGACGGTGCAAAAAGATCTACCACCAAAGAAGCACATAATTTTTTGAATGATTCACGAAAGA 

CATTAGTGATATCTCAAGCCAAAAATTTTCAAGGGAAAGTTCCCGTAATGTTO 

CAGGCGAAGTTCAATAATAAAAATTGATCATCATACTAATGTGGACGTGTCAACGAAACCGGAAAA 

TATAAATAGCAGAGATAACAAAACTGAGAAGAATATGACTTTGAGTTCAGAGTCAACCAAACCGAG 

TGTCGAAGAAGTTAGTAAATCTTTGAAACCAACAATTACCAAGAAAACTTCATTCACTGATTACTT 

AAAATCTGCCAAAACTAAGGCTAAAGAAGAAAAGGTAACAATCGAAAAAAGTGACAAAACGATTAA 

TTCAGAAGAACGAAAAACC^AACCAATTCAACAAAGCGAGCAACTTTTAAC 

TAAACTGGAACCCAATAGTGAAGTAAATTTGAAAGACAATAATGACGACCTGAAAGCTA 

CTGTGCCCTAGGACCTGATAAGAATACTGGAAAAAACGATTCAGATAAATCAGAAACGACTCAACC 

AAAACTTGCCCGCTCAGAATCATTTGCCGATACATCATTATTGTCTC 

TGATTTCAATTTCAATGAGTTAGCAGAGATACCGGAAGCAAAGGATGGTTCAGTTGTG^ 

TGTGCTGGAGAACATTGATGAGAATGAAAATATTTCAGAAGCTGAAACTC 

TCCACGTCTCGATGAAGGAAAGAAACTTTTACGTGAACAAACAGCAGATGTAAAGAGACATAAATT 

GAAGAAAACAAAATTGAATACTATTTTTAGTTCCGATGAAGAGGAGGAGGAGATTCAAGAACCAG 

TTTCAAACTCCAAGAACCAGAAAAACTACCAGAAGATGACCAAC^TCCTGATTTTCAAAATTCA^ 

AGCAACAACAGAAATCAGTAACGATAAAACAGAAGTAAATAAGCCAGAAGTGAAAGAGGTTGGCGA 

GAAAGAGAGAAATCACCAACTAGAAGATAGATTACCAATTAAAAAAGAGAAAATGCGGTCGGAGAA 

TGCAAAGACATCTGAAAACGGTGTCAGTTCAAAATCAGAATCTAAGATTTCAAAGTCGAAGAAACT 

ACCTTACAAAGTTAAACGTGATTCAAGTGGTCGATCATTATTACAACGAGCTTGCAAGAAG 

TTTTG£AGATGTCCAAGATTACATAGAGAGGGGTGCTAGTC 

CACATGCTTGCATGAGCX1AGCATTGGAAGGTCATACACAAATTGTGAAA 

TGCTAATGTAAATGCGAAAGCTGATGAAGCTGGTGATTCCGAGACACCATTGATCGATGCAGCTGA 
AAACAAACATCTTGATTGTGTTAAAGTGTTACTAGAAAATGATGCTGATCCTACTATTTTCAATAT 
TGATGGATTCACCGCTTTAACTAAGATTTATAATGAACATGAAGGAGAAGAAGGATATG 
TATTCAAGTTCTAGAAGAAGCAACTGCAAACTATAACAGTCGTTTACCAAGAGAAGTTCAGTT^ 
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ATCAGATGCTCCTATTGGTAGTGGACCAATCATGGAGGA 

AATTAAAGGTAAGGGAATATATAAATACGCTGCAGAGAATTCAAAAGAGAAAACAGCAGAATATTT 

TGTTGCTGGTCATAATTTAGAAGGAAAACCAGATATTTTAATTTTAGCTGC 

AGAACTTGTTGATATTATACTAGGGCTAAACCCTACACCTTTTAATATTGATACCGAG 

TGGTGTTACTGCATTATTGGCCAGTATTGGACGCGGTCATTTTGAAGTTC 

CAAAGGTGCTGATCCATTCAAGACAAGAAAAAAAGATGGGTTGAATGCTTO 

CTCGCCACATTTTGATTCACGGGAAGTTAGTCTAATAATC 

CAAAATTTTGTCTGGTATTCCGTCAAGGGTAGTATCTCGTGC 

CGTATCATCAGACGAAGATGACGTAGTGGAAGAAAAAGAAATTACAGCACACACAGAAAATAAAAG 

TGCTGAAAAGAAGCTGGAGGATAAAATCACGAAAACAGTTAATGAGCATGTCAGCAATC 

CCACGAGTCTACAGGTCGAAAACTTGAAAAGACTCATAGCAATGAGGAAAGAAAGCGGAAACGTGA 

ATGGTCAGACGATGAACCTAAAGAACCACATCTTTTGAAGAAGTCAAAGTCTGATTTC 

ATCACTACATAGAGAATTCACTTCTGATGATCACCACACCAGTGAAAGCCATTCAGATT 

AGAAAAAAGAAAACATTTATCGGCAACGCCACCTGCTCCTCCGCCACC^CCACCACCACCACCTTC 
TCAAGCAGTTATCAAGGCACAAGAAGAACAAAAAATGAAAGA 

AGAAAAGGTCGAAGCTAAAAAGAGGGCTCGAAGAGAAATGTTTTTAAAGTCCGAGAAAGAGAAAGA 

GCAGAAACGGAAAGAAGAAGAAGAATTGCGAGCACAAGAAGAAAAACGAATTGCCAAAGCAAAACA 

GGAAGAACAGGAGAGACTTGCTAGAGAAGCAGAAGAGAAATCGAAAGAACTAGAAGAAAAGAAAGT 

GGGGTTGCGACAACAGTTGACATTAGATCATTATCCGGTTGGATTGCGTO 

AAACCCAAATATCTCGGCTGTTGATAAATTTTTGCCTTTCTATGTATTTC 

GTATGCTGTTGATTTGCAAGTCTCCTTGATCACGTCAACGGTTGTCAGCAAGG 

ACAACCTCATCAGAAGAGAGAAATAAATGCAACTGAAAAAAGCAAATTGTGGAAGCTCTTTT 

GTTTATTGGTATTGATCCTAGGAATCCAAATTGTGATCAAAGAAGCTCAATAAC 

ACAGTTTCAAAATTTGTTGCTTCATTTTGTGGAGGTAGATOT 

TCCAGAAGTACACTCAAAAGCAAAAGATAACCAAATTGATGTTAGTTTAGAGTCTTTGAGTGGGTT 
TTCTGATTGCGTCAAGGATGATATAATAGTTGATGGAAATCTTGAAATTGATATTC 
AATCGAAAAGTTTATTCCTCCTCATTTGAATACT 
AGCACACC C ACTATGGTG A 

YIL112W_homolog 1072aa (SEQ ID NO 370) 

MTLSSESTKPSVEEVSKSLKPTITKKTSFTDYLKSAKTKAKEEKVTIEKSDKTINSEERKTEPIQQ 
SEQLLTDKKDNKSEPNSEVNLKDNNDDSKATAG 

SLLSPVNESDTDFNFNELAEIPEAKDGSWAAIWSENIDENENISEAEW 

EQTADVKRHKLKKTKLNTIFSSDEEEEEIQEPDFKLQEPEKLPEDDQHPDFQ 

VNKPEVKEVGEKERNHQLEDRLPIKKEKMRSENACT^ 

SLLQRACKKGNFADVQDYIERGAS ANEKDFCGFTC LHEAALEGHTQI VKYL I ENGANVNAKADEAG 
DSETPLIDAAENKHLDCVKVLLEiroADPTIFNIIX3FTALTKIYNEHEGEEGYDEIIQVLEEATAN^ 
NSRLPRWQFVSDAP IGSGP IMEDPNDNYFAELI KGKGI YKY71AENSKEKTAEYFVAGHNLEGKPD 
I LI LAARNGHTELVDI ILGLNPTPFNIDTES SCGVTALLAS IGRGHFEWDSLLSKGADPFKTRKK 
IX51^ALEIAQHSPHFDSREVSVIMKFMEKKSGTKILSGIPSRVVSRATSRAPSVPVSSDEDDVVEE 
KEITAHTENKSAEKKSEDKITKTVNEHVSNRKPHESTGR 

LKKSKSDLKLKSLHREFTSDDHHTSESHSDSFAEKRKHLSATPPAPPPPPPPPPSQAVIKAQEEQK 

IKDAEEARLWQEKVEAKKRARREMFLKSEKEKEQKRKEEEELRAQEEKRIAKAKQEEQERLAR 

EKSKELEEKKVGLRQQLTLDHYPVGLRYCKFDGNPNISAVDKFLPFYVFVIDDKKYAVDLQVSLIT 

STWSKVINWQPHQKREINATEKSKLWKLFFKFIGIDPRNPNCDQRSSITNGQKQFQNLLLHFVE 

VDLAEEFLKEFPEVHSKAKDNQIDVSLESLSGFSDCVKDDIIVIXjNLEIDIDSKKIEKFIPPHLNT 
RKDI IRTVSTLAHPLW 

YIL148W_YKR094C_homolog 659bp PathoSeq: 1..659; CDS: 501. .656 (SEQ 
ID NO 371) 

TAGTTOCTTTTGGCGGTATATCCTC 

GAAACAATAAGATTGATTGATAGATTTGGTTGTAATTAATCTGATGCTTO 
TCGTGTCTCGGTCATTGAGGTTGGGTAAATTGTTTTTCTTTTGA 

CATGCAAATATGATGTCGCTCAATTGCGACATACTACTTAGGGCTATAGACCTATTCCACG 
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TAGTTTTAAACCTAAAAAAACAATTTTGTGCAGTCG^ 
TTGACGTACAAACCTTCACAGTTCACGCACACTT^ 

GTAGGAATGAAAAAAATTTTGGTAAAGGCGAAAAAAAAAAAAAATAAACTTG 
CCCTTTTTGATTACTACAATAGATTAAAGTAACT 

CTTCAAAATACAACTGTGAAAAATCCATTTGl^GTAAATGTTACGCTAGATTGCCA 
CCAACTGTCGTAAGAGAAAGTGTGGTCACACCAATCAATTGAGACCAAAGAAGAAATTGAAGTAG 

YIL148W_YKR094C_homolog 52aa (SEQ ID NO 372) 
MIEPSLKALASKYNCEKSICRKCYARLPPRATNCRKMCCGHTNQLRPKKKLK 

YIL150C_Jiomolog 2297bp PathoSeq: 1..1162, public: 1163.. 2297; CDS: 

501.. 2294 (SEQ ID NO 373) 

ACTCAGCCTTTTGAAATTCACTTTTGGTAAA 

CTAACTCCATATTGTTGTTCCTACCCTCTTGCGATAGAGACTTTGATC 

TAGAGGTATGGGTAAGATTATTTTCACCACCGTTTTCCTTTAGCAAATAGTCrAAAG 

AATTGTTGAGTTTCGGTACATCATTAGCTATCTTTTGTACAATTC 

TGGAAATAACAAGTTAACAGCGTGTTTTGTTGGTTTGTTGG^ 

GTGTGTGTTTGTTTTTTTTTTTTA 

TCTTTTCATAGTTTTTTTTTTCCATACATAACTTCTGACGCGTGCACTATATC 

GGCAACAACAAAGAAAGAGAATTTGAACTAATCCGAAGATGAACGACCCCAGAGATGAACAAATTG 

ACTCCGATGATGTATTAACAGAAGATTCATCTGATGAATTGAAGGACTTGGTG^ 

TGAAATATGCAGAATTAAAGAAGAACAAAGCCTTGAAAAAACGTCGTTCACAGTCACCACTGGAAG 

ACATGCTGAATAAACAGAAACCCCATCAACCGGAGGTCCCCAGAACCCCAGAAAAAGCTAAAGTCC 

ATTTGGATAAGGTAGTAGAAGAACCAAAGCAAAGAATTTTTACCAAGAAGGAGCCTC 

AGATAAAAGAATCAAACTTCTTAAACAAACTCTACGAGACAAGTAATAAGCATGATAAAGAAGATG 

CCCATAAAATAGATTTCAGTAAAAGAAGGTTTGAGTTTCAATTGGATAAGTATACTT^ 

AAGACGTTGTTGATGATTTAGAACCGATATCCAAGCTTTACTTGCGCAGAAGATACCTTGCCCA^ 

TGCAAATTGCCGACATTATTGCCGAAACTGATAGCAACATGAAATTCCTTAAAATTGACAAGTTTT 

TAGCGAAAACCCATAAATC^^CAACTATGCTGAACCCAAGTATTGTAATTGGTGTCTTGTTGCCT 

TTGTGGTGCGCAAGGACCCAGTGCAGGTTGCTGCCAACAACTCTAAATACATCAAG 

GAAATTTTATGAATTCTGTAGACTTGATGCTTTTTGATAAG 

AACCGGGTGATTTATTATTCATTTTGAATCCATTGATCAACAAGTATGAAATACAA 

GCCAGTTTCAGTCTGGGTTCAATTTGAAAGTAGAAAACACCAATGTGTCAAGT^ 

GATCGTTAAGAGATTTTGGGTTTTGCAAGTTTACTAGAAAGCTAGA 

CCATCAACACAAGGACGGAAGAATTCTGCGATATACATTTGGATATGAAGTTTAAGT 

GAATGGAATTAAATGGAAGTGTTTCGATTAGATCCCCGCAAAAAAACAAGAAAAAGATGTACA 

ATAAAAATGGGTCTGGCTTTATTAAGCAATATAACGAGGAGAGTACTGTTATAGGA^ 

GTTCTCCTCTTGATCCAAAAAGGTACCAAGACCCGAAAGTACTCCAGAACCAAATCAAGCGKX^GCA 

AACTAATAGACGACAAGGCAAAGGAGATGCTTGAACAAAAGCTATCGAAACTAGGTTCGGCTTCAT 

TATTGAACAATTTACAATTATCTAAGAAAGAAGCAACAGATAAACTTGCGAGTGATCGT 

GCAAAGGATTCACCAACACAATGATTTCACATATTGGGTTTGATCCAACAGGTACATC 

AAAATAGTACCCTGCTTGGCAGCAAGCTGATGGAAAAATCTCGAGCACGGGAATTGCATGATTTC 

GTGTTGAAACATCTGGTCATAAGTCGTTGTCTTCGTCTAAACAAGATCGCCAGTCGAAAGTTGCA^ 

AATGGAACACGAATATCAGAACTTTACAAAATTACGATCGACGAGTTGCCAGCCACTCCTTGAG 

CCTCTCGTCGGTTACAGAATCTTGTAGGAAAGCAAACACACGCTACACTAGTAGATAAAAGGAAAA 

GAGTGGTTGTCTCAGATGATGAACAACCGGGGATGGAAGAAGATGAAGAAGACATTGAAATCCAGT 

TTGACGACGAAAAGTCTAAGATGTCCTACATGAAAATGACTGGAGCCAGGTAA 

YIL150C_homolog 598aa (SEQ ID NO 374) 

MNDPRDEQIDSDDVLTEDSSDELI^LVQEFELKYAELKKNKALKKRRSQSPSEDMSNKQKPHQPEV 
PRTPEKAKVHLDKWEEPKQRIFTKKEPRDSKIKESNFLNKLYETSNK^ 

QLDKYTFTPKDVVDDLEPISKLYLRRRYLAQSQIADIIAETDSNMKFLKIDKFLAKTHKSNNYAEP 

KYCNWCLVAFVVRKDPVQVAANNSKYIKLKVGNFMNSVDLMLFDKAFQKNGK 

NKYEIQVGKGQFQSGFNLKVENTNVSSILEIGSLRDFGFCKFTRKLDNSRCKRAINTRTQEFCDIH 
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LDMKFKSSTRMELNGSVSIRSPQKNKKKMYMNKNGSGFIKQYNEESTVIGTSYGSPLDPKRYQDPK 
VLQNQIKRRKLIDDKAKEMLEQKLSKUJSASLLNNIfi^ 

FDPTGTSLNQNSTSLGSKSMEKSRARELHDLSVETSGHKSLSSSKQDRQSKVAKWNTNIRTLQNYD 
RRVASHSLSTSRRLQNLVGKQTHATLVDKRKRVWSDDEQPGlffiEDEEDIEIQFDDEKSKMSyMKM 
TGAR 

YIL167W_YIL168W_homolog 14 9 9bp public: 1..1499; CDS: 501,. 1496 
(SEQ ID NO 375) 

TTTCTTCATCAACTTGCTCAAATGTCTTTGAAAGTGAAAGCTTAC 
GCATCAAGGTAAAGGAGGGAGTTTTGGTATAGTTAGGTTTTTGACTO 

TATAACAGAACTACCAAAAGTGAGCCCACATCTGTTAATCTTGAAAAGCAAAATTGAGAAAACCAT 

TTATGCAAGTCGTGTACTGGTGATATTCTTGGTCAATTGCTACACTTTTGT 

GTAGCCGACGTGGGTTGAANAATATATATTTAAGTATATAGAATC 

AATATAACAAAATGTTTCAATGTAAACTGATGGTTAAGGGATTATAAATC 

TTGTTCCTAAAAAACCCATCGTGGTGGTAACGTCAGGAGACCGCGACATCAAATGGAATO 

ATCAGTCTCCGAATTTATTACCCTTGAAACTTAACTT^ 

TTGTTGAGGTTACAGACAAACTTCCTACAAAGCCTCCGTGCAGGGTGT^ 

AGCAGCCCTCCGGCAGTGTCAAATTAAGAGGCATGGGACACTTGGTTGGCCAGTC 

CCAGAAAACTTGGCAAATCGAACGTAGCAGTTTTTTCGTCATCTC^ 

CTGCTTATGCCAGCCAGTTTTTTGK5AGTATCGTGCACTGTGGTGTTGCCTG 
CTGTTATAGAAAAGTTGAAATCCTTGGGTGCAGA 

CCGATAACTATTTAACTCATTTTGTTATTAAAAATCTTGACAAAACAGTCTATCCGGTCTA 

ACCCTTTTGATGACCCATTGTTGTGGGAGGGTCATAGTAAGATCATCACG^ 

AGGAATTACCCAACTTTGATAAAGTTAAGGGGGTCATTTGTTCG^ 

ACGGAATAGTTGAAGGTTTGGAAAATCATAAGGAGATACCAGTGTTGGCAATTGAAAC 

CGGCCACGTTTCACGAGGCGGTCAAAGAAGGTAAAGTTGTTCATTTACAAAAAGTG 

CCACTTCTTTGGCTTCGCCGTACCTTTCTTCCAAGGCATTAGCAAACTATATTGAGCGTCC 

TTCTTGCTGAAATTGATGACTTGGACGCTGTTAAAGGTGTTGTTGATGTA 

ATATGGTTGAGCCTGCATGTGGTGCATCCGTTGCATCAGTGATGC^ 

AATTTGGTACATTAAGTCCAGATGATATTATCA 

AGTATATTATAGACGAATATAGAAGTTTATTAGAAAAAGACTGTTGA 

YILl67W_YIL168W_homolog 332aa (SEQ ID NO 376) 

MKEPS ITTTFVEVTDKLPTKP PCRVFFKNEYEQPSGS VKLRGMGHLVGQ S IDVARKLGKSNVAVF S 
SSGGNAGLAAAYASQFFGVSCTWLPESSKPTVIEKLKSLGADVIIHGK^ 

DKTVYPVYCHPFDDPLLWEGHSKI ITEI IDQKQLPNFDKVKGVICSVGGGGLYNGI VEGLENHKEI 
PVLAIETKQAATFHEAVKEGK\A/HLQKVQTI^TSLASPYLSSKAIjANYIERP 
WDVYDHFGYMVEPACGASVASVMHRQDLLNKFGTLSPDDI 1 1 WICGGSAINKYI IDEYRSLLEK 
DS 

YJL034W_homolog 2564bp PathoSeq: 1 . . 806/1401/2504 , public: 
807. .1400/1402. .2503/2505. .2564; CDS: 501.. 2561 (SEQ ID NO 377) 
TTTTTGAAAACAGAGAATGAATGAACAATTGATGACCATAGAA^ 

GCGACACTTCACGTGATAACAACAAAGTGACATGAACAACAAATGTCGTTTGTATAATTTGCGACA 

TTTGTTGTTCAAGCCAAAAAAAGAAAGACAGAAACAGAAAAAAGAAAAATCTCAAAGTTGCCACGT 

AAGCACAATTAATCTTTTTATGGTTGTAACTATTTCTAGTATATTCTA 

ATATGCAGTACACACAGGTTTTTTTCACAGATGTTGACACAGTGTTGAA 

TATAAATATACAACTTACCTTCCACGGTTTTTTTTTTGATO 

TTTTTTTGTCATTTATTTATTAAAACATTCTCTTGTAATAC 

TAATTAGATCAATTAGATTATAGAATCATTTCAATATAATGAGATCATCACAATCTTCTTGGTTA 
CACGTATTGGTTTATTATATGTGGCGTTAGTTATACTTATACCATTTTTGGTOT 

CATTTGCGGTTGCTGCAGTGAGCGATGATGAATCCTCGACAGATAATTATGGTACAGTCATTGGTA 
TAGATTTGGGTACCACTTATTCCTGTGTTGGTGTTATGAAAAACGGTA^ 

ACGATCAAGGTAATAGAATCACTCCATCATACGTGTCGTTCAATGGCGATGAAAGATTGGTTGGAG 
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ACGCTGCCAAGAATCAAGCTTCCTCTAATGTC 

GTTTGAAATATAATGATGACACTGTGCAAAAGGAACTTAAACATTTGCCCT 

AGGGTAACAAACCAGTTGTTAAAGTTGAATACCAAGGTGAAGAAAAAACTO 

TTTCATCTATGGTTTTGGGTAAAATGAAGAGTATTGCTGA^ 

ATGCCGTTGTCACTGTTCCAGCTTATTTCAACGATC^ 

CTATTGCTGGTTTGAACGTTTTGAGAATTGTCAATGAACCTACTGCTC 

TAGACAAAGGCGACCAAGAAAAACAAATTATTGTTTACGATTTGGGTGGTGGTAC 

CTTTATTGTCCATTGAAGGTGGTGTTTTCGAAGTCTTGGCTACTGCTGGTC 

GTGAAGATTTTGATTTCAAGATTGTCAGATACTTGGCCAAACAATTCAAGA^ 

ATATCACTGCCAATTCTAAAGCCATTTCCAAATTGAAGAGAGAAGCCGAAAAGGCCAA 

TATCTTCTCAAATGAGTACTAGAGTTGAAATCGACTCCTTTGTTGATGGTAT^ 

CTCTTTCAAGAGCCAAGTTTGAAGAATTGAACATTGCT 

AACAAGTGTTGAAGGATGGTGGTGTCAAGAAATCCGATATTGATC 

CGACCAGAATTCCAAAAGTTCAAGAATTATTGGAAGGATTCTTTC 

GTATTAACCCAGATGAAGCTGTTGCTTATGGTGCCG^ 

AAGGTGTTGATGACATTGTTTTGTTGGATGTTAACCCATTC 

GGGTTATGACCACTTTGATCAAGAGAAACACTGCCATCCCAACCAAGAAATCTCAAATCTTCTC^ 
CTGCTGCTGATAACCAACCAACTGTTTTGATCCAAGTCTATGAAGGTGAAAGAACCATGGCTA 
ACAACAACAGATTGGGCAAATTCGAATTGACTGGTATTC(^ 
TTGAAGTCACTTTCTCATTGGATGCCAATGGTATCTTGAAAGTTC 

GTAAATCTGAATCCATTACTATCACC^CGAAAAGGGTAGATTATCC^GGATGAAATTGATAGAA 
TGGTTGAAGAAGCTGAAAAATACGCTCAACAAGATCAAGAATTGAAAGAAAAGATTGAAGCTAGAA 
ACTCATTAGAAAACTATGCTCATGTCTTGAGAGGTCAATTGAGTGATACTTCTGAAAC 
GTTCTAAATTGGATGACGATGACAAGGAAACTTTGGATC^ 

TTGAAGATAACTTTGATACTGCTACTGCTGAAGAATTTGAAGAACAAAAACAAAAA 

TTGCTAACCCAATCACAGCAAAATTATACGGTGGAGCTGCTGGTGAAGGTGCTGGTGGCGCTGGGG 

ATGCCAAATTCGGTGATGATGATTCAGATGATGAATTCGATCACGATGAATTGTAG 

YJL034W_homolog 687aa (SEQ ID NO 378) 

MRS SQSSWLPRIGLLYVALVIIiI PFLVS PKHAFAVAAVSDDESSTDNYGTVIGIDLGTTYSCVGVM 
KNGKVEILANDQGNRITPSWSFNGDERLVGDAAKNQASSNVNN'^^ 

KHL PYKI ENKGNKP WKVE YQGEEKTF S PEE I S SMVLGKMK S I AEDYLGKKVTHAWTVPAYFNDA 
QRQATKDAGTIAGLNVLRIVNEPTAAAIAYGLDKGDQEKQIIVYDLGGGTFDVSLLSIEGGVFEVL 
ATAGDTHLGGEDFDFKIVRYLAKQFKKKHNIDITANSKAISKL^ 

FVDGIDFSETLSRAKFEELNIAAFRKTLKPVEQVLKDGGVKKSDIDDIVLVGGSTRIPKVQELLEG 
FFIX3KKASKGINPDEAVAYGAAVQAGVLSGEEGVDDIVLLDWPLTLGIETSGGVMTTLIKRNTAI 
PTKKSQI F STAADNQPTVL I QVYEGERTMAKDNNRLGKFELTGI P PAPRGVPQIEVTFS LDANGIL 
KVEAADKGTGKSESITITNEKGRLSKDEIDRMVEEAEKYAQQI^^ 

LSDTSETGLGSKLDDDDKETLDDAI KETLEF I EDNFDTATAEEFEEQKQKL IDVANP ITAKLYGGA 
AGEGAGGAGDAKFGDDDSDDEFDHDEL 

YJL035C_homolog 1346bp PathoSeq: 1..125, public: 126.. 1346; CDS: 
501.. 1343 (SEQ ID NO 379) 
GCCCCATGGTGACAGAAAAGTATTGATCCAGGTTTC 
TGACCTAACTCATTTTCATAAAATTCTTGTATAAAATTGGTTTCTTTC 

AAGATTGTCTCGTCTTCAGTGTTTGCAGTGGAGCTGCTATTGCCAGTCGGCGGCATAACAGCAGGT 
TCTGGTATGTCATCTTCATCTACTAAGCCGGACAATCCCAAAGCCGTCTCTTGTTCTTTO 
CTAAGGAATGCTTTATGTAGTTCTGACATTCTTGCGTAAAAGGAAGTACAGTATTAAA 
CTCAATTGCAACAAAAGTCTTAATTTTTTCTTCTATAAGTAATTC 

AGATACAGAGGAGAAAGGAGGGCCTTAGGCTGACAGAAAAAAAAAATTTAGTACCTGCCACACCAG 
TAGCTCCAAACCCATATATGATTTGATAGAGTTGAAGTATG^ 

AGTACATGGCTATAAGCTTGTTTGTCGGTTACAAAGCCTTACTAAATAATGAGACACCAGTGTCAT 
GTATAGTCGTGGATTCAAAATCAGATAAAATCATTAGCATAGGCTACAATTATACCAACCACTCTC 
TAAATGGTACACAACACGCAGAATTTATTGCTTTACAACGATTTGGGGAACAAAAAC 
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ACTATAATGATTTAATTTTGTATGTGACAGT 
AGTTGGGCATCAAAAAAGTAATATTTGGTTGTGGGAATGATAGATT 

TATCAATACATAGTGACATCACCTTGCCTAACGCAGCTTATTCCAGTATCGGGGGTATATGTA 

CAGAAGGAATCCAACTATTACGAAATTTTTATAra 

TCAAAAAGAACACAGATATTGAGAGTAAGGAATACCCAGAGAATC^ 

ATGAATTTATAGAGTTTTACGGAAATGAAAGAGTGCATATTTACGATGGGAAGATT^ 

CTCCATTACAAAACAAGGGTTATGATATAAAAGAATTGATATCGTTGGATATGATG 

CATTTCTAGAGGATGAGTTGGGACAAATTACAGATGAGCAAATAATTC 

TCAACATAAATGATGATGGAACGGTTAATTATAAAAAACCAATAGGCAAATATAACAGTAAAAAGA 
GACACTTTGCAAACGATGAAGAATAG 

YJL035C_homolog 281aa (SEQ ID NO 380) 

MSTDLTSHFQYMAISLFVGYKALLNNETPVSC I WDSKSDKI I S I GYNYTNHSLNGTQHAEF IALQ 
RFGEQKS S IDYNDLI LYVTVEPC IMCASYLRQLGIKKVI FGCGNDRFGGNGTI LS IHSDITLPNAA 
YSSIGGICRTEGIQLLRNFYIQQNESAPNPKIKKNTDIESKEYPENQFCSISKDEFIEFYGNERVH 

IYDGKIFEITPLQNKGYDIKELISLDMMQKVPFLEDELGQI^^ 
PIGKYNSKKRHFANDEE 

YJL180C_homolog 1504bp public: 1 . .938/940 1504, PathoSeq: 939; 

CDS: 501..>1502 (SEQ ID NO 381) 

CTTTATCTAATTGATTTAAATAATTATTAA 

AAACTTTTTCATTTGATTGGGTATTACATATTC 

TTAAATTTGTCATGGCTCGATCAAGTTGTAAA 

ATTGATTATCCATTTCAAGTAGGACTTTTTGTAATGCTTCTTGA 

GTGTGTGTATGGGCGATGAAGCTGAAGGTTTTGCAGATGTGGT^ 

AAAAATATACAATCTATAATCAGTATGTTCAGTTTTGGAAT 

AAATTAAAAATAAAAAGGTGTTGGAGAAAAAAAAAAAAATTGAACAGAAAGATT 

TCAAACGAAATATATCTTACCATCCCCCCCCCTCCAAAATGCTTAGATTTACTAGGACTACTGCTT 

GGAAATTAAGATCTATTCCAATTGCCACTATTCAATATAGACAATTTACTTATTCCACTATATC 

ATCAATTAAAAACCCTTACTCCATCTTTAGGAATAAATAAT^ 

AAACTAATAGATTAGCTAAAACTGGTACTAGATTTTGGAAAAAAGGTGAAGTTAAATTC 

AAACTCAAAAATATGAAATTCAATTAGATGGGAAAACTCTACGCACACCACTTGGATTCCCATTAG 

AATTACCAATCAATAAAAAACAATTGGCATATTTAATTGCTCATGAATGGACTCATT^ 

TTAAAGTGAAATCAAGTACTTTACCATTAACAGCTTTAGCCACTAGAGCTATAGATTTGAGTCAAC 

AACATTTGAGTGATATGAAGACAGAAAAAGCTGAAGAAATGTTAGCATTGGAAGATATO 

AAATGTTAAGATATCTTGATACTGATACTTGTCTTATATTTGCTACCAACAAAGAA 

AATTAAGAAAAAGACAAGAAGAAATTTATCGTCCATTAATTAATGAATTTAATC 

TTTATGCTCATAATAAAAATTTAATCCCTCGACAAAAATCT^ 

AAACTGATGGATTAAGAGGTAATAAACAAGATGAAACCACTCAATTAGTTGTATTGGAT^ 

ATCAATTACCAATTTATGATTTAATTGCCTTGGAGAAAACAATCTTAACTA 

GTGGAATTACTTTATTAAGATCAAATGTTAATGATATTGAAACTTTAAAAGAATTAT^ 

ATAAAAATTCCATTGATGAAGATTATTATCATAAAACTTTAGAAGAATTAG 

TAGAAACTATTTATCAAACTGAAGAATGGGGTGAAGTAGAAGATACTCATGA 

YJL180C_homolog 334aa (SEQ ID NO 382) 

MLRFTRTTAWKLRSI PIATIQYRQFTYSTICYQLKTLTPSLGINNTIESNI PSETNRLAKTGTRFW 

KKGEVKFNNETQKYEIQLDGKTLRTPLGFPLELPINKKQLAYLIAHEWTHLPDIKVKSSTLP 

ATRAIDLSQQHLSDMKTEKAEEMLALEDIKLQMLRYLDTDTCLIFATNKECDGKLRKRQEEIYRPL 

INEFNEFFTIYAHNKNLIPRQKSIELKYLDCETDGLRGNKQDETTQLVVI^WLNQLPIYDLIALEK 

TILTTKSFLCGITLLRSNVNDIETLKELYQFNKNSIDEDYYHKTLEELVELGNLETIYQTEEWGEV 
EDTH 

YJL187C_homolog 3689bp public: 1 . . 452/3414 . . 3689 , PathoSeq: 
453.. 3413; CDS: 501.. 3686 (SEQ ID NO 383) 

TATTTATATATAATCTAACAACAAGTACTATCCCTTAACCTATTAGCTCAATGTCATTCTTCATTA 
AACAAGAGATATGGTAATTGTTGATTAGACAACAGTTGGGTATCCATTTGTATTGGAACGCTTTTT 
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TTAAACTGCTGTTTTATTGTAAAAATTATTGTCGTCTTTC 
TAACTGTATTGTTGGGCTGACAGTAGAGTATTGCGGTCATT^ 

GAGAAACGCAAGCAACAAAAAAAGAACAAAGGAAACACAATCATGATTAATTATATTAATAGTAGA 
AACTCAAGGGTGAGCTAGATGACTGAGCGTGCGAGAAAAAAAAAAAAACATCATCCAAAGTTTA^ 
CAAAGTATTCTTTTTTTTTTTCAATTTO 
CAGCCAAAACCACATATCTGTGCAATATTTACGCTCCAATGG 

CGGGTGATACCAGTAGCACACCAATGGCCAACAATAATCCCACTAATGACAGCACAATCTCCTCTC 
AGAACC ATTCTAAAAC TGGCTTGAGAAAACACC AAC AACAAC ACTACCACCAAC ACCTGCACC TGC 
AAATGCATTCTCATTCACAGCAGTCACCITATATTAATCAATTGG^ 
TTTCACGCTCTTTCAATAGTTTAATTTTG 

CAACAACCTTAAATAAGAAAACCATTAACAAGTCACCACCATTCAATATCAAG 

ACGATAGTATCGACACGTTTCTTGATAACTCCAACACGGAAACGATAGAAGATGGAGACGTCACAA 

CAACAGACGACGATCACGATTTTCATGATGAAGATATTGAAGATCCTGAAGCA 

CAACTTTGAATATCTTGAAATCCAAAAAAGTCGATAGCTTCAATATTATATCTAGCAAGCATAGAA 

AGAGCAATAGTCAGATTACCTACAATCTGCACGTACGGAAGCCATCCGAAGAAGATACGTCATCAT 

CGATGGCTACAATAAGGTTATCTAACAACTCACAAAGTTCAATTAAGAGATCGTCAAAGTATTTGA 

ATTTATCTATTGATTCCAATTTGAAAACGGTTGATGGAGGTAAAAOT 

TTAGTTTGAACGAAATAGATGTTGCAGTGGCACCTAACGATTTTTCATCACCACTATC 

AGCCGGACATATTTGCTGCTATAACTGCAGCAAACGG^ 

ACAAGTTGGTTAGTCAATCGCCOTCCCCGTCGTCAAAGAATAAGTTTCGCATATCATCATCAACCA 
CATCTTCGCCACAGTCTAACTTGCATTCACCTTCCAAGT^ 

AAAATGCAAATAGAGACGCGATAATGTCGTCAAGCAGAGTTATGACTCCAGAAAAACCGAAAATGG 
TATCTAAAATATTTGGCAAGTCAGCAAAAATAAGGCGAGCTTATACCCCAACCCATACATCTACCC 
CAATGGCTGTCTCATCACTCAACCCTCCTTCATCATCTACACTGAATTCAACAACGGCAGCAATAA 
CATCTACAAGTCCAGCAGCTGATGAGCATTATGATATTGACAATGACTGTGACAGTCCGTCAAA^ 
ATAGAAAACTGTCTAATATTTCTGCATCTTCAATTATTATTTATCAAGATG 

CAAATCATGCTAGAAAATCTAGTAATCCAATACCATACCCTCCGACCGAACCACTACCGACAAATA 

TTTCTGCTTCTGTGGCTGAAACAGGGAAAGGGTCAACTACAACTAAAAGCAACCTATCTAAGGGTT 

GTCCCTTATTTGATGATAAAGAGAATAAAGCTTCTTATCAGTTTGTTAAACCATTGCA 

TCAATTCCTCGGGGTTGGTCAAAAAGAATAGCATAAGTGGTCTGCTGGACAGGAAACTACCTCCAG 

AAACACCAATCAAAAGAAATCCATTAATGATTTTAAATACCAACAAAGTTC 

GTGGATTTGCTGAAGGAAAAGATGTAATGGGTGATCAACATGATATATATTCCCATATTC 

AAAATCAACGTTTTCCTGGCAGCGTGAATCCCAACACTACTACGAACAACAACAACACTCAACAGC 

ATCATGATAGTGATCTTTCTATTGAAGTTGGAAGGAATAATTCTTATGATGCCAG 

TCAATAACACAAGTTATATCAAAATTTTCCCT 

GACCACAAGAAGATTTAGAATTAGTTTTCAATTCTGACATTGAACTAGATGATAACATAAT^ 

AAACACCAACAAAGAAACTGCTACTACCGAATCAGCACCATCAACATCACTTACCCCTTTACACGC 

AATCCAAGAGTCCATTGTTGAAGTTTGACACTGAGAAAGATGGAAGAAGGAATTTC 

TAGATAAATCAAATGCAACTAAACGAGAAATTAGCGAACCACCTTCAACACCAATCAATATGTCAT 

TTGC AAAGAATAGTTTTAAGAAACCT ATG AATAATGC TGAAAG AGGTGATG ACC CTGATAGTATAA 

TTGCTCAACGCATAGATATTATGCCATCGTTAGATGAAGTTGACTCAGTGTCTGTTTATCCTTCAA 

AGATAGATGAACATTTAATTGAAAAGTTTGGAATGAAGAATATCAAGTATATTGGAT^ 

TTTCCATTGCTTTTGAATGTTTATTTAATAACGAAAAGTTTGCTATCA 

TTATTGGAAAATTGGAGAAACAAACTATAAAACGAGAAATTGAAGCATTGAGAGTGTTC 

TTAAAGAAGATGAAGCAACTAATATGCAAGAACAAGAAGAAGGGAAAGAGTATCTAGTTTATTTCA 

TTGAGGCCTGGGATTTTAATAATTACTACTATATAATGACAGAATTCTGTGAAGGTGGTACAW 

TTGATTTCTTAGAGGAAAATAAACATTAGAAAATTC 

AAATTCTAAATGGGTTAAAATTTATTCATCTGAAAAATTATTTACATTTGG^ 
ACATTTTTATCACTTTTGAAGGGTCATTGAA 

TACTAGAAAAGGACTTTGATCTTGAAGGAGATCGTAATTATATTGCCCCGGAATTC 

AAATTTATACTCCGTTTGCAGATATTTTC 

TAATTTTACCAGATAATGGAACGCCATGGCGTAAATTC 

GATTATCAAGTGATAATATTTCAATGTTTTTACAACACAATCCAAATACCAATAGCAATATCAGTG 
GCAGTGGAAGTAGAAGTGGTAGTGGCAGTACAGGAGGCAATGGTAGTGCTGGTGATTGA 



YJL187CJiomolog 1062aa (SEQ ID NO 384) 
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mdsnpcqdvsgdtsstpmannnptndstissqnhsktglrkhqqqhyhqhshsqmhshsqqspyin 
qleyftnnqfsrsfnsliledandantnnsstttl^k^ . 
etiedgdvtttdddhdfddediedpeavqytptlnilksk^ 

kpseeixtsssmatirlsnnsqssikrsskylnlsidsnlktvdggkipdeiddislneidvavapn 

dfssplsarkpdifaaitaangnsnnqfkrphklvsqspspssknkfrisssttsspqsnlhspsk 

lgskgfkmfknanrdaimsssrvmtpekpkmvskifgksakirrayt 

tsnsttaaitstspaadehydidnix:dspsknrkssnisassiiiyqdenhiksnharkssnpipy 

ppteplptnisasvaetgkgstttksnlskgcplfddkenkasyqfvkplqtafnssglvkknsis 

gssdrklppetpikrnplmilntnkvvppyssgfaegkdvmgdqhdiyshipcqnqrfpgswpnt 

ttnnnntqqhhdsdlsievgrnnsydassstinntsyi 

ielddniipetptkksllpnqhhqhhlplytqskspllkfdtekixsrrnlsivldksnatkreis^ 

ppstpinmsfaknsfkkpmnnaergddpdsiiaqridimpsldevdsvsvypskidehliekfgmk 

nikyigsgafsiafeclfnnekfaikrtkkpligklekqtikreiealrvltsikedeatnmqeqe 

egkeylwfieawdftjnyyyimtefceggtlfdfleenkhykidefri^ 

ylhldlkpanifitfegslkigdfglatklpilekdfdlegdrnyiapelindkiytpfadifslg 

liileiaaniilpdngtpwrklrsgdlsdagrlssdnismflqhnpntnsnisgsgsrsgsgstgg 

NGSAGD 

YJL189W_homolog 887bp public: 1..666, PathoSeq: 667.. 887; exon 1: 
501.. 506, intron 1: 507.. 737, exon 2: 738.. 884 (SEQ ID NO 385) 
AGTCAAGAATTTCATGATGACTTTGGAGGATGGTCTGATO 
AGCATTGTTGATGGCGTTTAAAGCATCAGCTAAGACGG^ 
TGATAAAAAGAAACCGTGAAAAGGAAGTATTGTGAAAAATCGATTC^ 

TCCTCACTGTAACAGTAGTAAACACACTAGTTACAACTGATGACCTGCATATTATAAATCTTTCTG 
AAAAAATTTTTTTCCCTGTATTTTTGTAATTC 

GAATGAAAGGTTTGGTGTCTACAAACTCCACTAACAAAATCTCACTCCTGTGCCTAAA 
GACCCACACGCAAACCTTTCTCTCAGAAACAGAAAAAAAAAATTTCAAGCAAAAATTTT^ 
TAGATTTTCTTTCTTCAGAATATCAAGTAACTTTAAAGATGCCTGTATGTACAATA^ 
AATGATGTCTTTCAGTCTTTTATTGGGTGATTATO 

TAATAAACCTTGCAAATGAAATCAGTTGACCATTTTGAAATAATGGACCATTAGCAATACCCAGAT 
TGCTGGAACAAAGACGAGAGAACTAGACAACTCAGATATAATAGAACATCCATACTAACTTCACTC 
ATTTCTTATAGTCTCAAAAATCATTCAGAACTAAACAAAAGTTAGCTAAGGCTCAAAAGCAAAACA 
GACCATTGCCACAATGGATCAGATTGAGAACTGACAACAAAATCAGATACAATGCTAAAAGAAGAC 
ACTGGAGAAGAACTAAGTTGGGTATCTAA 

YJL189W_homolog 51aa (SEQ ID NO 386) 

MPSQKSFRTKQKLAKAQKQNRPLPQraRLRTDNKIRYNAKRRHWRRTKLGI 

YJL190C_YLR367W_homolog 893bp public: 1..893; CDS: 501.. 890 (SEQ 
ID NO 387) 

GATTTCATTTGCAAGGTTTATTATCCAATAT 

ATAAAAGACTGAAAGACATCATTATAACACTGTTATTGTACATACAG^ 

ATATTCTGAAGAAAGAAAATCTAGATGGAAAAAATTTTTGC 

AGAGAAAGGTTTGCGTGTGGGTCTGTGTGTGTTTAGGCACAGGAGTGAGATTTTC 

TGTAGACACCAAACCTTTCATTCATTAATAAGTGTGAGTGAGTGAGAAAGAGCGAAAGAATTACAA 

AAATACAGGGAAAAAAATTTTTTCAGAAAGATTTATAATATGCAGGTCA 

GTTTACTACTGTTACAGTGAGGAAGGAGGAAAAAAAAAAATATCAATCGATTTTTCACAATA 

CTTTTCACGGTTTCTTTTTATCAACAGACAATTCAACCATGACTAGAACCTCCGT 

CTTTAAACGCCATCAACAATGCTGAAAAAACTGGTAAAAGACAAGTCTTAATCAGACCATCCTCCA 

AAGTCATCATAAAATTCTTGACTGTCATGCAAAAACACGGTTACATTGGTGAATTCGAATACATTG 

ATGATCACAGATCCGGTAAAATTGTTGTTCAATTAAATGGTAGATTAAACAAATGTGGTGTCA 

AACCAAGATTCAACGTCAAAATCAACGACATTGAAAGATGGACTGACAACTTGTTGCCAGCTAGAC 

AATTCGGTTACGTTATCTTAACCACTTCTGCTGGTATCATGGACCACGAAGAAGCTAGAAGAAAGC 

ACGTTTCTGGTAAAATCTTAGGTTTCGTTTACTAG 

YJL190C_YLR367W_homolog 130aa (SEQ ID NO 388) 
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MTRTSVLADALNAINNAEKTGKRQVL IRPSSKVI I KFLTVMQKHGYIGEFEYIDDHRSGKI WQLN 
GRLNKCGVIQ PRFNVKIND IERWTDNLLPARQFGYVI LTTSAGIMDHEEARRKHVSGKI LGFVY 

YJL197W_homolog 4619bp PathoSeq: 1. .3041/3260. ,4619 r public: 

3042.. 3259; CDS: 501. .4616 (SEQ ID NO 389) 

CAACGACAACAAGAATAAGAAGAATCTTTTCCAGATATTC 

GAAGCCTAAAAATTGCTTGAATTGATAGATTTGCTGATTCTT^^ 

CTTATCCTTTCTGTAATTTCTTGATCTCTGTTTGA^ 

TCCCTCTGCCACCCCCAGTTTATTTGTTTG 

TCTCTCTCTTTTTTACAACAGAGAAGAGAGAAAGAAAAAAAAAAACATCAAAATTAA 
TTTTTTTTTTAGTTTTTTTAACAAC^ 

AGCTCTAAATACTAATAATTATAACAATAATTAATTGAATTATTCTATAAACCACTGATATTTG 
TTTATCTTTTTATTTTTGTTTGTTCCCATAATTC 

AGATACCTTCTGATGCAAAGGAAATTGTGACTACAAATGAAATTGAAGCAACAGATTCAGAACATA 
CAACAAATGTCGATAATGAACTCCCTCAAGGTGAATCCAATGAACAAACAGGAGATGAC 
ACAACCTTGCATCCAAACGTCAATTAATCAATGATTTATTACACAATGATCAT^^ 
CAGAACGTTACATCATCCCTCAAAATTTCTTACATGAATTTTTGAATTTACCAATC 
GTGATTTGAAAGATCAACTTGGTCCTATTGATTTCCACTCATTACT^ 
ATCCCGAGAATGAAGAACCAGT(^CTTTTTGTCATGTATCGCCAGAAGTATTTCAACA 
AATGGTTTGGAATATTGGGC CAAC C AATTATTAGAGCTATCATTATTAATCCAG AC ACC AAAGAAA 
AACAGATTGAAAGATTCCCGCCATTATTTTGGGTTCATCAATTAGGTAAAAAGACGCAACCAACAT 
ACTTGCGACACCGTCATAATGGAAGCAACCACAATCATCATGACCATGGTCATC^ 
TACCAGTATTGCTTTCCAAAACAAGCACTTTTCATAGATTAATGGATGTTATACG 
* TTAAAGCACCACGAAAATCGACGAAAGATTTTAGGATTTGGTTTATTGTC 
TACAGTATTTGATTTCAATACAAACTTTTATGTTTGATATCTCCAAAAAAAC 
ATATGCTTGAGGATGCTTTGAAAGATCACGGTATTGTGGCCAGTO 
CAAAAGAAAAACATCAAACAGAATTTCCTATTGATCAATTTATTT^ 

AAGAAGTATCAC^GGGTGGTGGACACCTTGGATTATCAAACATGGGGAACACATGTTATATGAACT 
CGGCTTTACAATGTTTATTACACGTTCCTGAAATCAA 

AAGAATTGAATTTTGACAACCCCTTGGGATATCATGGAGATGTTGCCAATGCATTTGGTT 

TAAAACAAGCATTTGATCACGTGAAAAATAGTTCTAGTATATCTCCTC 

TTGGGAGATATTCCTCGATGTTTTCTGGGTATCTTCAACAAGATTCTCAAG 

TATTAGATGCTCTTCATGAGGATTTGAATAGAATTCACCAAAAACCATATTGTGAAAAGCCCGAAT 

TGAAAGATGACGAAATTGATGACCCCCAAGCCATCACCAAACTTGCCAATACTTGCTGGAATCAAC 
ATAAGGCAAGAAACGACTCGGTGATAATTGATTTATTTACTGGGTTGTATCAAT 

GTCCTGATTGTGGTAAGAAATCCATAACTTTTGATC^ 

TCAGTAAGAAATGGTATCACACATTTACAATTGTTGATTTGTCCAATCAAGGCGTO 

GGATAATGAAGTTGGAAGTTGAGTTGAATAAAACATCCAATTTCGATGATTTACTTAGC 

GTAATTTCTTGAATGTTCCATCTACTGAGTTGTTTGCTTATGAGATTTTTCAAAA 

GTGACTTCCAATTAGATTACACCAAGAACAAGTTTTTACCTATCAGTGATA 

ATGATGTTATAGTGTACATTGTTCCACATAACCCTGCCGTTGACATC 

CCGTTGAAGATGCTGATAGTTCATATCAAATGGTTAATTTTTTTGG 

TGAATAAAGAAGTCGATGTCAATAGTTTTGGTTTTATTAGAAAGAAATT^ 

TATTGAGTAAAATTGATTTGGTTCATGAATATGAAAAAATAAAAAGGAGTAATGAAGATO 

AAAAAGTATTTTACAAAAAACTGGATTTCCCTGCATTC 

AAAAAAACAACAATAATACTAGCGACAACGACGACGATGAGGATGCTGACAACGATGAAGGCTATG 
ATAGTGAAGTGTCTTTGGCTAACCCATACCTTGGAGCTAATTTTGGGTTCAAAATCATC 
ATGACTATAGCCCTAAATTGAATTCTAACCTTCGTAGCAGGTACAATCATGACCAAACAACCAAAT 
TC AAAC AAACAG AG AG AGTT ATT AATGTTC CTAC AC AC AAAC CT ACTTTT AGCG ATTTC AAAC CTT 

TATCGGACCAATTATCAGAATCAAT^CGCAACTATTATTTTTATCCTGATTATAAAAAGATGGATG 
ATGAGATGGACCAATTGGTGGAGGAAGTGAACCAAAATTTGGCAGAGCAANGAGAAGCGAGATCAT 
CGGGGTCAGAAAATAGTAGTAGAGCACTGGAAGAACAAGATGGATTTGTATTAATAAATAAAGAGG 
ATACTCTCAAGCAACAATCAACTGTACCTGCTGCTGCTGAAACGGTACCTCCACCATTACCTGTTA 

gaaataatactggagttcacatcccgtcatccgatgaagaaacagaaagtgaagctaatttgggaa 
gtttgtttgattcaacatcaaacttgccgttgcctc 

cttcgaatgtaaactcccctatggaaagtaactttgaaagttcatcagcagacttgaattctggta 
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CAACATTGATATCGAAGGACACAGTTTTG 

TTGGTGATAAAGAATTACAAGCATGGGAAAACATATCGAAT^ 

ATAGAGCTCATTTTGAAAGACAAAGAAAAGCTAAAATTACATTATCTGATTGTC 

GTACCCCTGAAATTTTAGGTGAACATGATTTATGGTATTGTCCACGTTGTACT 

CCACAAAGACAATCCAACTTTGGTCAACGGG 

GTGCTCGTGCATTTAGTGATAAGATTGATGTTTTGGTTGATTTC 

GTTCGTATGTTGCCAATACTGATTTGACACCTGAAGATTC 

ATCATTATGGTGGGTTAGGAGGTGGTCATTACACTGCCTCGGTAAAGAATTTC 

GGTATTATTTTAATGATAGTCGAGTCACTGAAATTAATAATCCTCAAGAAGTCGTAGCTAA 

CGTACCTTTTATTTTACCGTCGAAGAAGTTCGAAAGGAGC^ 

TCGACTTGCTTCAAAAAGGTCGAGAGGAATACTCTO 

AAAATGTTGGCCAAATAGTCAATACGTATGCCAAAATTGAACAAGATATAATTGATAAAGA 
AGAAACAGAAAGAGGAACAAGAACAGGAACAGGAACAGGAACAGGAACAGGAACAAGAGCAAGAGC 
AAGAGCCAGTTCAAGAGCCAGATCAAGAACAAGAGCCAGATCAAGAGCCAGATCAAGATCAAGATC 
AAGAGCCAGATCAAGAGCCAGATCAAGATCAAGAGCAGAATGAAACAATAAAAAAATCTAGACCAT 
TCGATGAACTCAAACCATCAACTAGTGAAACAAATAACCAACAACAAACAACTCAGTTCAACTTTC 
ATGATGAAGATAATGATTACGATTATGAAGCAGAAGTAGAAGATTCCAATATTCGCAAACAAAGAT 
TACTTTCAAAAGAAAATAACAGCAATAAATTGGTGCATATTAAAAGCAATGGTCGCCAAGAAGTCA 
CTTCATCACCAGTACCAATTGAAACTGATGGTGACACTGATGTAACTGATTCCAATTCAACA 

■ 

YJL197WJiomolog 1372aa (SEQ ID NO 390) 
MPDNI EDRS E I PSDAKEI VTTNEI EATDSEHTTN^ 

LHNDHFEEGTERYIIPQNFLHEFLNLPIDNFSDLKDQLGPIDFHSLLNEQGNLYPENEEPVTFCHV 
SPEVFQHLGEWFGILGQPIIRAIIINPDTKEKQIERFPPLFWVHQLGKKTQPTYLRHRHNGSNH^ 
HHHGHHDSPIPVLLSKTSTFHRLMDVIRYNVLKAPRKSTKDFRIWFIVPQDKGLQYLISIQTFMFD 
ISKKTLVSPNMLEDALKDHGIVASSYNIMVEAKEKHQTEFPIDQFILSHSNAYEEVSQGGGHLGLS 
NMGNTCYMNSALQCL LHVPE INYYFFYNI YKKELNFDNPLGY^ S S 

ISPREFKSTIGRYSSMFSGYLQQDSQELLSWLLDALHEDLNRIHQKPYCEKPELKDDEIDDPQAIT 
KLANTCWNQHKARNDSVIIDLFTGLYQSTLICPDC^ 

LSNQGVIPERIMKLEVELNKTSNFDDLLSYLSNFLNVPSTELFAYEIFQNAIYSDFQLDYTKNKFL 
PISDIIRDTDDVIWIVPHNPAVDIIVPVFNAVEDADSSYQMVNFFGIPL^^ 
RKKLLETVSLLSKIDLVDETyEKIKRSNEDYVEKVFYKKSDFPALSQPLETSDCEKNNNNTSDNDDD 
EDADNDEGYDSEVSLANPYI^ANFGFKIMYVHDYSPKLNSNLRSRYN^ 

KPTFSDFKPLSDQLSESKRNYYFYPDYKKMDDEMDQLVEEVNQNLAEQXEARSSGSENSSRASEEQ 
DGFVLINKEDTLKQQSTVPAAAETVPPPLPVRNOTGVM 

PSTYSESTKPSNVNSPMESNFES S S ADLNSGTTLI SKDTVLLCDWDKEI YQKCFGDKELQAWENI S 
NLPNPELEKNRAHFERQRKAKITLSIX^LKSFSTPEILGEHDLWYCPRCTEHKRATKTIQLWSTGDI 
LTIHLKRFHSARAFSDKIDVLVDFPIEGLDISSYVANTDLTPEDCLYDLIAVDNHYGGLGGGHYTA 
SVKNFRDDKWYYFNDSRVTEINNPQEWANSAYLLFYRRRSSKGAGILGG 

SLQKKRLVLQNVGQIVNTYAKIEQDIIDKETEKQKEEQEQEQEQEQEQEQEQEQEPVQEPDQEQEP 

IXJEPDQDQDQEPDQEPDODQEQNETIKKSRPFDELKPSTSETNNQQQTTQFNFDDEDNDYDY 

EDSNIRKQRLLSKENNSNKLVHIKSNGRQEVTSSPVPIETDGDTDVTDSNST 

YJL198W_homolog 2693bp PathoSeq: 1 899/1285 2693 , public: 

900. .1284; CDS: O..2690 (SEQ ID NO 391) 

TTCATTTCCTAAATTCAAATGAATTATCATCACCAATGCCACCATCATTTTC 

GTGAATGGGATTTAGAAATCATTCAAACTAGTTTAGATAATGAAAAAGAATCAGAAACTAAATCAT 

TTACTGGTGAATTAGAATATACTTCAACTTCTTCCAATGGTGAACATGACACCACCACCACTGCCA 

CTAAACATGAATTGATATTACAACAAATTTTGAATTCTAATGATGAATCATATATTAATCCTAAAT 

CATTAACATTTGATCCATTAAAAATTTTCACTAAACAATTAATTGGTC 

AATTTTACAATTCAAAAGAATCGGAAATTTTCAAAATTTATAATAATOT 

ATCAAAATATTAATATTGATGATGTATTTAAATTCACTC 

TAATAAATACTGATGATCATCATCAATATCATTTAAAATCAACTTTATCAAGAACAGTTA 

CTAGTGTATTTGATACCATTAATCATATTGATAATGATTATGATAATAATAATAACAACCAAAAGA 

ATAATTATGATTTGGAGAAAGAAAATAATACTACAGTTGCAA 

ACGATGAAGAAGAAGAGGAAGAAGAAACTCATAGTCATGATTCAGTATTACTTAATCATACACATT 
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TTAATGTTAAACAACAATTAAAAA^ 

CTGAATTAAAATCATTTATTGAATTGAATAGAATTGGATTCACGA 

AAACTTGTGGTTATTCAATTAAACAAGATTTTATTAATGAATTTT^ 

TTGAAAATGATACCATTGAAGAATTAGATTATAAATTGAAT^ 

TATOVAATAAATTAACTACTCAATCAACAACTAAAGAAGATTTGGATA^ 

GATCTTATTTACGTGATCATATTGTATTTGAAAGAAATAC^ 

AAAAGAAATCTTATAATATTGATTTAGATAATTCTGTGGTTCAAAATAATAAAATGGGTGATGAAG 
GTCATATAATTAATTCAATGATGAATTTATCCATGAAAAGAATTAATTC 
AATTGATTAAATATGATCATATTGATATTCCACAATTTTTATTAACTACTCAAATC 
TTATTATTGTCATTGTTTTCATCATATT^ 

GTTGTTTAGCAGTATTAGTTGCTGCTGCCATGCTTTGGGCTTCAGAAG^ 

CAGCTTTATTAATCCCACTTTTGGTTGTTACTTGTAAAGTTTG 

CAATGGATGCCACCAAGGCATCACAATATATTTTTGGGACAATGTGGAA 

TAATTGGTGGGTTTACATTAGCTGCTGCATTATCAAAATATAATCTTC 

ATATTTTAGCATTAGCAGGTACAAATCCAAGAAATGTATTATTGGCAATCATGTGTGTAT 

TTCTTTCCATGTGGATTTCTAATGTTGCTGCCC^ 

TAAGAAGTATCCCCACAGATTCCCCCGTTGCTAAAGCATTAGTGTTAGGGATCGCTTTGGCGTCTG 

ATGTTGCTGGTATGGCTTCACCAATTGCATCTC 

CTAATCCAGGTTGGGGGAAATGGTTTGCTGTGGCATT^ 

TTTGGGTGGAATTATTCATGACGTTTAAAATCAATAATGTTAAAATCAAACAATTC 

AAGAAAAATTAACCATGAAACAATGGTTTGTATTTGCCGTCACTATAACTACTATTC 

GTGTTATGCAAAAAATTGATGGAACATTTGGTGAATCAGGTATAATCACTTGTATCCCAATO 

TATTTTTCGGTACCGGTTTATTAAAAGTTGATGATTTAAATAATTA 

TAGCCATGGGTGGTATTGCATTAGGGAAAGCCGTTACTTCTTCAGGTTTATTGAAAAC 

TAGCATTACAAAAACGAATTATGCATTATGATGCCATTGTTGTATTAATCAT 

TTTTGGTGGTAGCTACATTTGTAAGTCATACTC^ 

AAGTTGGAGATTCATTACCTAAACCTCATCCATTAA 

CAGGGGCAATGGGATTACCAACTTCAGGATTCCCTAATGTGACGGCAATTGGTATGAGAGATGAAG 

TTGGTAAACCTTATTTGACGGTTAATTTATTTAOT 

ATGTTTGTATTATCACCATTGGTTATGGTATTATGTC 

YJL198W_homolog 896aa (SEQ ID NO 392) 

HFLNSNELSSPMPPSFSINYGSEWDLEIIQTSLDNEKESETKSFTGELEYTSTSSNGEHDTTTTAT 
KHELILQQILNSNDESYINPKSLTFDPLKIFTKQLIGELIKINQFYNSKESEIFKIYNI^LIHDLQN 
QNINIDDVFKFTQAYNYSDPNIINTDDHHQYHLKSTLSRTVTNASW 
NYDLEKQNNTTVAIHDDDDSEDDEEEEEEETHSHDSVLI^THFK^ 

ELKSFIELNRIGFTKICKKFDKTCGYSIKQDFINEFLPQYSRVFENDTIEELDYKLNQIIKIYAFL 
SNKLTTQSTTKEDLDNIKFELRSYLMDHIW^ 

HIINSMMNLSMKRINLPQCLKKLIKYDHIDIPQFLLTTQMLKIIIIVIWIILLAVKTFNDPVQGR 
CLAVLVAAAMLWASEAL PLYTTALLI PLLWTCKVCKTPGTDDPMDATKASQYI FGTMWNST IMI L 
IGGFTLAAALSKYNLAKILSSYILALAGTNPRNVLLAIMCVSLFLSMWISNVAA 
RSIPTDSPVAKALVLGIALASDVAGMASPIASPQNVIALESMNPNPGWGKWFAVALPVAIISLILI 
WVELFMTFKINNVKIKQFKPIKEKLTMKQWFWAVTIOT 

FFGTGLLKVDDLNNYPWSIVMLAMGGIALGKAVTSSGLLKTIALALQKRIMHYDAIVVL 
LWATFVSHTVSALII I PLVKEVGDSLPKPHPLMLIMGVALIASGAMGLPTSGFPNVTAIGMRDEV 
GKP YLTVNLF ITRGVPAS I IVYVC 1 1 TIGYGIMS S LNF 

YJR049C_homolog 2279bp PathoSeq: 1..839, public: 840.. 2279; CDS: 
501.. 2276 (SEQ ID NO 393) 
TATAAAGTTTCAAGTATAAAAAGGCGTTTAAAATTAATT 
TTTTTTTTTCTTTGTTAGTTTTTCGCTTTATC 

CCCTCCCCCCTTCCCAGTTCCATGGCCCGCCCCCCCCCTCTCAACAGTTGCTGTCGTTCCTGCCTC 
ATTTTCCACGCCCATTACATTATATGACTAAT^^ 

GAAAGATAGAATAGCAAGCAAGGTGGAAAAAAATTTTTTTTTTTATCACATTCAATA^ 

TAAATTGATAAACAATAGAGTAATTGATACTTTCGAAGGACAATAAAACGATATATATTTATATAT 

TAGAGTGAACAATAGCGATTGCCAATCACAGACAACAGATAATTTATCTTTCTCCTATTCATTTGC 
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ACAATTAAATCCAAAAAAAAAAAAGAATCGAATTC 

CTTCACAAATGAAAAACTTGAATACTCCACCAATAGACTTCAACTCAACTTCAAGTAACAATACCA 

TGCCTTCTGAACCAAATCTGCAACCGCAACAACAACAATCACAACCAGAAGCAAAAA 

AAACCATACGCCCTGCTACTTTTACAACTAGTGGCAATTCATC^ 

CAGCAGATATCATTCAACCACTTCATCAACT^ 

CAGCGCCACAAAGCTCATCGTTTCAACGCCGAAACAATC 

ATGTATACACTGACTTCAATAGTACTACTTCATCTGCTTCAAGCATO 

TCTTCACCAGAGAGCCACCACGGATCCATAGTAAATTGATATGTC 

ATCGAGCTGCTAAAGAGGTTTTATCACGTTTA^ 

CTGAATTAGCTGAAACTGCTAATGGAGTGAGAATGTTAGC 

AATTAGACGTTAGAGCTATTATGATTATCACTAAAGCTAGAGATAATGGACTTATTTATTTAACAA 

AAGAAGTTGTTGAATGGATTTTGGATCAACATCCTCATATAACAATTTATGCTGA 

CAAAGTCGAAAAGATTCAATCCGGAAAGTATTATTGCCAATTATCCAAATGGTTC 

AATATTGGAATAAAAAATTAACTACGAAAAATCCAGAAATTTTCGATTTAGTA 

GTGATGGTACTGTATTATTTGCTTCAAACTTATTTCAAAAAATTC 

CATTGGGCTCATTAGGTTTTTTAACCAATTTTGAATTCA 

GTTTTGATTCTGGAGTTAAAGCAAATTTGCGTATGCGATTCACTTC 

GGAAGTTGATTTGTGAACAACAAGTGTTGAATGAATTGGTAGTTGATAGA^ 

TTACTCATTTGGAATTATACGGCGATGGATCATTC 

TTGCAACTCCAACTGGTTCGACTGCTTATTCATTATCTGCTCGTGGGTCTTTAG 

TGAGTGCCATTAGTGTTACTCCAATTTGTCCTCACACCTTATCGTTCAGACCTATACTATTACCTC 

ATGGGATGTTTTTGAAGGTTAAAGTCCCACTGAGCAGTAGAGCCACTGCGTGGTG 

GTAAAGTGCGTACTGAATTGAAGAAAGGTTATTATGTCACTATTCAAGCTTCACCA 

CTACAGTAATGTCTTCCAAAACAGAATATATTGATO 

GAGAGCAACAAAAACCATTTAGTTCATATTTGAA 

AAAGATTGGATAATTTACATATTTCAAGTGAACAAGATGAATCGAATCATC 

CTGAAGATTTTGATATTAATTATACTGACAATGAACGTGATTCTTCTAGTTCCACTCCTAG 

AAAGCAACGAAGAATGTGCTAATACCACGACATAA 

YJR049C_homolog 592aa (SEQ ID NO 394) 

MSHKTQSQLSSQMKNLNTPPIDFNSTSSNNTMPSEPNSQPQQQQSQPEAKTEPQTIRPATFTTSGN 

SSSSSISTLSADIIQPLHQLSINNNNSTVTQPAPQSSSFQERNNPQRFNRNQM 

SSISSSPKDFFTREPPRIHSKLICEEIASANNRAAKEVLSRLSTDELRSVKSHTELAETANGVRML 

AKNLSRATIQLDVRAIMIITKARDNGLIYLTKEVVEWILDQHPHITIYADEKLAKSKRFNPESIIA 

NYPNGCKKLKYWNKKLTTKOTEIFDLV^^ 

SAFRTVLSKCFDSGVKANLRMRFTCRVHTDEGKLICEQQVLNELVVDRGPSPYW 
TVAQ7U>3LIIATPTGSTAYSLSAGGSLVHPGVSAISWPICPHTLSFRPILIiPDGMFLKVKVPSSS 
RATAWCSFDGKVRTELKKGYYWIQASPFPLPTVMSSKTEYIDSVSRNLHWNIREQQKPFSSYLKP 
ETRQSIAESERLDNLHISSEQDESNHEEPEITEDFDINYTDNERDSSSSTPSEESNEECANTTT 

YLR048W_homolog EMBL_entry 1042bp public: 1..1042; CDS: 28.. 786 
(SEQ ID NO 395) 

ATAGCGGCCGCGCATATAATAGAGAATATGTCATTACCAGCTTCATTTGACTTAACTCCAGAAGAT 

GCTAAATTGTTATTAGCTGCCAACGTCCATTTGGGTGCTAAGAACGTTCAAGTTCACAACAAACCA 

TATGTTTACAAAACCAGACCAGATGGTATGAACATCATCAACATTGGTAAAACTTGGGAAAAAATT 

GTTTTGGCTGCCAGAATTATTGCTGCTGTTCCAAACGCTTCTGATC 

ACTTTCGGTCAAAGAGCTGTTTTGAAATTTGCTGCTCACACTGGTGCTACTG 

TTCACTCCAGGTAACTTTACCAATTATATGACTCGTTCATTCAAAGAACCAAGATTA 

ACTGACCCAAGAACCGATGCTCAAGCCATCAAAGAATCATCTTATGTTAACATTCCAGTTATTGCC 

TTGACTGACATGCAGTCTCCATCTGAATACGTTGATGTTGCCATTCCATGTAACAACAAAGGTAAA 

CACTGTATTGGTTTAATCTGGTGGTTGCTTGCTAGAGAAGTCTTGAGATTAAG 

GACAGAACTACCGAATGGTCAGTTATGCCAGATTTGTACTTCTACAGAGACCCAGAAGAAATTGAA 

CAAAATGCCGTCGAAGAAGCTAAAACTGAAGGAGTTGAAGGAGCTCCAGTTGCTGAAGCTGAAACC 

GAATGGACTGGTGAAACTCAAGATGTTGATTGGGCTGATTCTGGTGCTACCCCCAGCTGCTC 

TGCTGCTGCTTCTATCTGGTAAACACTGAAATCTACCAATAAGAAGTAGAAGTAGAAGTAGAAGAA 

GAAACAATAACAACAATAACAACCAAAATAAAAAAAAGGTTTAATGATGTATATTATCGATAAGGA 
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GAAAGAAGAGATTTTCTTTTTTAATAATGAGGATGCC^ 
GAAAGATTAATAAATATAAAATATATATATATAAGTAAAAAAAAAAAAAAAA 

YLR048W_homolog SWISS- PROT_en try 253aa (SEQ ID NO 396) 

MSLP ASFDLTPEDAKLLLAANVHLGAKI^QVHNKPYVYKTRPDGMNI INIGKTWEKIVLAARI I AA 

VPNASDVAVC S SRTFGQRAVLKFAAHTGATAI AGRFTPGNFTNYITRSFKEPRLVWTDPRTDAQA 

IKESSYVNIPVIALTDMQSPSEYVDVAIPCmKGKHCIGLIWWL^^ 

PDLYFYRDPEEIEQNAVEEAKTEGVEGAPVAEAETEWTGETEDVDWADSGATPSC 

YLR088W_homolog 1335bp public: 1 . . 80/494 776/821 1335 , PathoSeq: 

81. .493/777. .820; CDS: <1..1332 (SEQ ID NO 397) 

TCGGGGCTACAAATTTCGTCCATGAAAATTGGGTTCGCCACCAATACTTTG 

GCTCCTVCGAGGTGAAAATACCGAGGCAATGGCGTTGGTTGTGCC^ 

TACAATGAAGGTGCTATGAGTTTGGCGGTGGCTTTGGCACGGTA 

TCGAAAAACATTATTTTTGTATTTCCTGAGACC^ 

TACCATACGGTGTTGGACGATACTGCGGGGTCGATTGAGGCGGCGATTATTATGGAGTACGGCAA 

AACGGTGATTATTTTGAGTATTACGATATGTTCTACGAAGGGTTGAATGGGCAG 

GACTTGTTGAATACGGCCAATGTAATGACGTATCATGAACAGATC 

TCGGATAGGGTTATCAATTATAGCACCCGGTTGCAGACTTTGTTTAGGGGTATCC 
CTTGTCGGGTTGACTGATGAAGTTCATGGGTGTC 

ACGATCAAGGTAAGGGGGACTGAAGGGAAAGATGTTACGCAGTTTGGCCG 

TTTAGGTCGGTTAACAATTTGCTTGAAAAGTTTCACCAATCGTTTTTCT^ 

CCAAAACACTTTGTGTCTATTGGGACGTACTTGCCGTCGGCGATTTTGTTGGCAGTATC 

TTGAGCTCTGTCAGTGCGGTGGTGGTTGCCGGGTTO 

GTTGAAATTGCGTGTGCTATTTTGGCGTTTGTGCCGGTC 

GCGGTGGTGTTGTTGCCGCGCCAAGCCATCTTTTCCAAGCAGGCGG 

GCGTTGTTGGGAGTGGCATTACTTATTACCGCCCTCTTC 

ATTGGGATTTTAGCCCTTCCATTGACATTTGTCCCGACATTAATGAAGAACAAGTC 
GCTTTTTGTTTGGCGGTGTCGAATCCGTTTTTTGTC 

CCCGAGCTATTTGACCGGTTGGTCACTGCCTGGTCGGACATACAGTGTTGGACATGGTTO 

GTTTTGGGGTGGTTCCCAGCGTGGGTGATTATCACACTAAGCTACTGTGGCTACAAGCCA^ 

GAAAAAAGTGAATAG 

YLR088W_homolog 444aa (SEQ ID NO 398) 

SGLQI SSMKIGFATNTLYAIMHAPRGENTEAMALWPWTOSDNEYNEGAMSIAVALARYFTKMS I W 

SKNIIFVFPETGHRPLRSWVEAYHTVLDDTAGSIEAAIIMEYGKNGDYFEYYDMFYEGLNGQLPNL 

DLLNTANVMTYHEQ I PCAMQGMSDRVINYSTRLQTLFRGI LKLTLVGLTDEVHGCEAFSGWQ IQAF 

TIKVRGTEGKDVTQFGRIVDSTFRSVNNLLEKFHQSFFFYLMLSPKHFVSIGTYLPSAILLAVSYA 

LSSVS AVWAGFDFRKL YFWWE I AC AILAFVPVNQVMLVAI SAWLLPRQAI FSKQAAF S LI S I 

ALLAVALLITALLIVHFALAFSIGILALPLTFW 

PELFDRLVTAWSDIQCWTWFIVVLGWFPAWVIITLSYCGYKPVKEKSE 

YLR167W_homolog 1190bp public: 1..1190; CDS: 501.. 1187 (SEQ ID NO 
399) 

TAGGTCATTCATAACAATTGATAGATGCAAGCTAATTGGAATGAAAAATCCATCTTGTATCAAAAC 
CCTTTGTTCCTCATAGTTAATCCGACTAAAGAAGTGTTTTTTTTTTCTTT^ 
CTAGTTGCCTTAACGACAGTAATAGTTAAAGCGTTGGGAAGT^ 
TGACGCTGACGATTAATAATGTGAATTTCTTT 

TGTCTAAATTAGGAAAATGTCGTGACCTTACGTACAGCACACACATACCACTGTCGTGCACTGACC 
AACAACAATGCGGTGTTAATCGATAACCAAAAGATTATAAATAGGGGGTGGAAGGTCGCCACTGOT 
TGAAATGAATCAACACAGTTTTTTTTCTTCl^GCTTTTO 

CAATCGTCAACTAACATATATATACAAATCTACAAGCAATGCAAATTTTCGTTAAAACTT^ 

GTAAAACCATTACCTTAGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCCAAG 

AGAAAGAAGGTATTCCACCAGACCAACAAAGATTGATTTTCGCCG^ 

GAACCTTGTCTGACTACAACATCCAAAAAGAATCTACTTO 

GTATGCAAATCTTTGTTAAAACTTTAACTGGTAAGACTATCACTTTGGAAGT 
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CCATCGATAACGTCAAATCCAAGATCCAAGACAAAGAAGGTATTCCACCAGACCAACAAAGATTGA 

TTTTCGCCGGTAAACAATTGGAAGACGGTAGAACCTTGTCTGACTACAACATCCAAAAAG 

CTTTACATTTGGTTTTAAGATTGAGAGGTGGTATGCAAATCTTTC 

CTATCACTTTGGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCCAAGACAAAG 
AAGGTATTCCACCAGATCAACAAAGATTGATTTTTGCTGGTAAACAATTAGAAGA 

TGTCTGACTACAACATCCAAAAAGAATCTACCTTGCACTTGGTCTTGAGATTGAGAGGTGG 
AA 

YLR167W_Jiomolog 229aa (SEQ ID NO 400) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYNIQKEST 
LHLVLRLRGGMQIFWTLTGKTITLE^SSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTL 
SDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFA 
GKQLEDGRTLSDYNIQKESTLHLVLRLRGGF 

YLR234W_homolog 23 9 Obp public: 1..2390; CDS: 501.. 2387 (SEQ ID NO 
401) 

TCCAGAATAGTAATTAGGGACTTTAATTTTATTA 

GATACATCTTATTATATTCTTATTCATGGGAAAGCACCAGT^ 

GCACACAACAAACTAGTTTACAAAGTAAAATTCGAAGTTACGTCAAAG 

GTAGTTGTCTACTCTATCAAAAAACCCATAATTTGTCTATATAACGTAAGGATCACTATATGCTC 

TGAGTAAGAAATATGTTGCGAGCCGTACCGACAATGGATTGGCTGAAACTTGTTC 

GCAAAACACTTGGAGACGCGCGCGCGTTTCAACACACAATAAACAACACGAAAAATAAGGTAGAAA 

AC AAAAAAAAAATAAAAGG AACTTTAAAC AAG AAGT AATCC CC ATTAAAAC TTGATCAAC ACTTTT 

AGGGTTTCCGATTTCCCCATTTTCTTGACTAAAATAATATGAGAATACTATGTC 

CATCGATTTCAAAAGAGGTGGCAAACATTTTGGGAGGAGGGCGAAAAAAAGTAAGAAACTCACGAG 

AAAAATTCATCAAAAACTACGATTTCACCTTCACTTTCAACTCTGAAGATGGGCCATGTC 

CCATGACTTCGGTGGCTGGACATATCACAGGACTTGATTTTGGGTCTGCCTT^ 

GTGTTCCCGGGCGACTATTTGAAGCAGACATCAAGACCATTATCACCAAGAAATCTATTTATGAAA 

ATATTGCAGAAGAGGCAAGAAACGCTGATAAGTTGATGATCTGGACAGATTGTGATAGAGAAGGAG 

AATACATTGGATTTGAAATTATGAATGCTGCAAGAAAATACAATAGGAACCTTGGGTTAAACAATA 

TTTGGCGAGCTAGGTTTTCACATCTTGAACGAAATCACATTATTCGAGCAGCAAAAAATCCCG 

ATTTGGATATGAGTGCAGTTTCTGCAGTTTCTTGTCGTATGGAAATCGATCTTCGA 

GTTTTACACGTTTGTTGACTGATCAATTGAGACAAAAGGGGATAATTGAAAAGAATGAACTAGCTT 

CTTATGGTACATGTCAATTCCCGACATTGGGGTTTGTTGTTGATCG 

TTACACCGGAACCATTCTGGTATATTGAGATTGA 

ATTGGGTTCGAGGTCATTTTTTCGACAAGATGTATGTGGTTATGCTTT 

GTGGAGAATTTGGAACCATATCAAAAATAGAATCAAAACGGAAACCAAATTTCCGTC 

TGACAACCGTGGAGTTACAAAAAGATTGTGCTAGATTTTTTAAGATGTCTGCTAAGACGGC 

CAGCTGCTGAAAGACTTTATAACCTAGGGTATTTGTCGTATCCTAGAACTGAAACTGACAGGTT^ 

ccaaagaaaccgatttcaagagcttactagaggtgcacaaacaagatccgcgatggggaagctata 

caacaaagcttttgaacgaaggtttcgaaactcctcgaagcggttctcatgatgataaggcgcatc 

ctccaatccatcctatcaaatatgtttctttggacaccctaaacaccctcgatgaaaagaaagtgt 

atgaatacgttgtgcgacgctttattgcctgttgctccaaagatgctgttggta 

tgactttaaaatggggagatgaattcttcaccgc^^ 

tggaagtgtatacttacaaaaaatgggaaagctctaaacaactaccgaaatttacagagggagaac 
aggtcaagttgtcgagtggaatattgaaagacggtaaaacaagtccacccaatcatatgaccgagc 
ccgagctaattgcattgatggatgccaacggtattggaaccgatgctactatcgctgaacatatta 
acaaaatagagactaggcactatattaataaattgaaaaaggggaaaaatc 

ctcctttaggaatggggcttatagaaggccttgaaaaaatggaatttgaagatgtatcactatcga 
aaccatttttccggaagtcgttggaacgatcacttg^ 

TGGATGTTTTGAATACAACAATAGGCGTATATGTTGACGCTTATAGTGTTTGTTCTCATCAGATAC 

TTGTTTTGTGCAATGAATGTAGGAGAATTATACTTGGAAATAGCAGTAACAACAACAACAACAATA 
ATAATAATACGTAA 

YLR234W_homolog 629aa (SEQ ID NO 402) 
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mrilcvaekpsiskevanilgggrkkvrnsrekfiknydftftfnse 

fgsafswgncvpgrlfeadiktiitkksiyeniaeearnadk^ 

ynrni^lnniwrarfshlernhiiraaknpvnldmsav^ 

giieknelasygtcqfptlgfvvdrykrvksftpepfwyieietrk^ 

vmlydrccksgefgtiskieskrkpnfrpfplttvelqkdcarffkmsakt 

yprtetdrfaketdfksllevhkqdprwgsyttkliinegfetprsgshddkahppihpikwsldt 

lnti^ekkvyeyvvrrfiaccskdavgtqtwtlkwgdefftas 

qlpkftegeqvkls sgilkdgkts ppnhmtepeli almdangigtdat i aeh inki etrhyinklk 

kgkneyilptplgmglieglekmefedvslskpflrkslerslediatc 

aysvcshqilvlcnecrriilgnssnnnnnnnnnt 

YLR241W_homolog 3 098bp public: 1 . . 827/2190 . . 3098 , PathoSeq: 

828.. 2189; CDS: 501. .3095 (SEQ ID NO 403) 

ATATATAGAATTATGGCTTAGTGCCCTTTATTAACTAAA 

AAACAAGGAAACTAAGATCCACGTATAGGGCTTCTTATATTAATATACCTA^ 

ATTGCCTTATATACAGCTTGTAAAAAAAGACATAAGAAAGTTTACATCTCAAGATGA^ 

CTATTGTAAAAAGTACATCGCCTAATGATAGACATCATAGAGTACTGGCGACTCCTTACATGATGG 

TAACGACAACAACTACAAGAAAAAAAAAACATTATC 

CACACGATAAGATTTATCAGTTTCCTTTTCTCGGTTGACCTTAATCTC 

TTTTTTTGTTTTTGACCACACCCACTTTTTA^ 

CAACAATAAC C C AAATACGTTAACCACTTTTATTAC AT ATGATAGACAATATAATC AATAATTTGC 

AAATCATACTACAGCAAAATGATGATAATTTTACATCC^ 

ATTCTGCTCGTGTAGCACGATATCAAGTAATAAT^ 

TATTTTCTATCTTACGATTAAAATATCCCAAAATATATGTGGCAAACTTT 

GTCTACATTCGACCTCAAGAAGGAATTTACCTGAATTG 

CTACAGTTTACAAAATTACTGAGCAAGAAATTTTGGAACATGC 

TGGAATTTTTTAAAATGTGCATTCGAATAATAAGCATATGTTTACT 

CTCCTATCAGATACAAGTTTACAGGGAGAGTAGATGAAGATTATCCCGACGATGATAGTGACAACG 
ATGACGATGATGGAAGTAATAATAATGGTACCACAATAATTAAGCATATAGTGTCAGCTGGAATTC 
TGGTGGCAAGTAAAAATAACGATGGAGAACAGTATCAACAATTTCTTTGGTTATACACTAT^ 
CCTATGTATTTACATTTGTTACTGTTTACTTTCTATTCAAACAAACC 

GTC^GAAGTATCTTGGATCGCAAAATTCAGTCACCGATAGAACGGTAAAAATATCTGGGATACCAG 
GATCATTACGAGATGAAGTGGCACTCGCACGGCACATTGACCGTTTGAATATTGGTGAAGTGGATT 
CTGTGTTGATTGTCAAGGAGTGGCAAAATCTAAACAA^ 

GAAAATTAGAGGAAAGTTGGGTTGAATATTTTGAAAAAAATGGGATAACCAAT 
TATCGTTGCATCCCCAAGTTGGCGAACTGTATC^ 

AATCACCAGACTGGGGATCTCAAAATTCGAACTCTGCACAAGCTTCAATAATAGATCAAGACTCAG 
AATCTGTTGAAGGAGATTCTTCTGACACTTTGAATC 

CAAGTCTTCGGAAAGGTTGGTTCGGATTGTTTGGACCTAAAGTGGATTCAATAAA 

ATAAATTGGAGGTCATAGATAAAGAGATTACCAGGGCCAGAACTAGAGAATATCCCGCCACTTCGA 

CTGCATTTCTCACTATGAAAACCGTGGCTGAAGCACAAAT 

AAGTCAATCATCTTATCACCAACTTGGCCCCTGCTCCTCATGATATCCGATGGGATAATTTGTCAT 

TAACTAGACAAGACAGAAATACAAAGATCCTTGCTGTCACGATATTTATTGGTATAATGAGTTTC 

TGTTGGTTTATCCAGTCAGATTTATGGCTAGTTTTT^ 

CATCATTGGGGAAAGCTATTGAATCGCATAAATGGGCCGAAACTTTGATTACTGGATT^ 
CTTATTTATTTACAATTTTAAATATTGTGATTCCGTTTTTTO 
GTTATTTATCTCATAGTGATGAAGAGTTGTCATCGGTATCC^ 
ACTTATTTTTGGTTTTCACAACTTTTGGTACCGCCTC 

ATTTAGCAAGATCACTCAGAGATTTGTCAATGTTCTATGTTGACTTAATAATTC 

GTATATTCCCATTCAAATTATTATTGGTGGGGAACTTACTTCGCTTTTTAG 

GGTGCAAGACCCCAAGAGATTACTTGAATTTGTACAAACCGCC 

TACCACAACCAATATTGATATTTATTATTACGTTGGTATACTCGGTAATGTCTTCG 

CTGCAGGGTTACTATATTTTATTATTGGTTATT^ 

TTCATCCTCCACACTCAACGGGCAAAGTTTGGCCAATAATTTTCCGAAGAATCATATTAGGGTTAT 

TTCTTTTTCAAATCACAATGGTTGGCACATTAGCATT 

TGGCACCATTGCCGTTTTTGACACTTTACTTTTGGTGGAGTTTCC 
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CAACATTCATTGCCTTGAGAGCAATTGAAAGCAATGAAAATATCAACCCTACTGATTTGGA 
TCATTGAAAACAACAATAATAAAACTCTTGACGAAAGAAGGGAATTGAACACTAAATACGAATAC 
CCAATCTAGTTAATGATTTAGACGGGCCAATGATTGCATTGGATGGTGAAGA 
ATCGAGATGGTACAACTGTACGGAAACCACCTCAATATTTCAGTTCAGAATG 

YLR241W_Jiomolog 865aa (SEQ ID NO 404) 

MIDNI INNLQI ILQQNDDNFTS PHDDVI YRPHSARVARYQVI I ASTLGLTALLLFS I LRLKYPKI Y 
VANFNHLNFSLHSTSRRNLPELPSNSLFGWIPTWKITEQEILE^ 

CLVFAI 1 1 1 SPIRYKFTGRVDEDYPDDDSDNDDDDGSNNNGTTI I KHIVSAGIS VASKNNDGEQ YQ 
QFLWLYTIFTYVFTFVTVYFLFKQTNRI I SMRQKYLGSQNSVTDRTVKI SGI PGSLRDEVALARHI 
DRLNIGEVDSVLIVKEWQNLNKLFKRRRRIVRKLEESWVEYFEKNGITNKSDLI 
SNRYTDDAEESPDWGSQNSNSAQASIIDQDSESVEGDSSDTLNRLLNDESRTRPSLRKGWFGLFGP 
KVDS INYYTDKLEVI DKE ITRARTREYP ATSTAFLTMKTVAEAQMLAQ AVLDPKVNHL ITNLAPAP 
HDIRWDNLSLTRQDRNTKILAVTIFIGIMSLLLVYPVR 

ETLITGLLPTYLFTILNIVIPFFYVWISEKQGYLSHSDEELSSVSKNFFYIFVNLFLVFTTFGTAS 
FVDTTKI AFDLARSLRDLSMFYVDLI I LQGLGIFPFKLLLVGNLLRFLVNSLFRCKTPRDYLNLYK 
PPVFNFGLQLPQPILIFIITLVYSVMSSKILTAGLLYFIIGYFVSKYQLLYACVHPPHSTGKVWPI 
IFRRIILGLFLFQITMVGTLALQDAITCATFLAPLPFLTLYFWWSFHKQYIPLSTFIALRAIESNE 
NINPTDLEQI I ENNNNKTLDERRELNTKYEYPNLVNDLDGPMI ALDGEDVLIVNRDGTTVRKPPQY 
FSSEWDY 

YLR321C_homolog 1559bp public: 1 . .947/1189 .. 1559, PathoSeq: 
948.. 1188; CDS: 501.. 1556 (SEQ ID NO 405) 

TTCCAGAATTAGTAGATATTTCTGATATCAAGTTGGAGATAGGGATATCGAACTGGGATTC 

TTTGTTTTATCTTGGAGAACCTGTGTTGTTGTTGGCGTTCT 

ATTCAATTGAAACATTTGAAGGAAATTCTTTCTTAAAAGCATCTAGTGACACA 

CCAGTCTTTTGATTAAATATTCTTTTAGAATATCAGGTGAAGAAGTGT^ 

GATACTGTGTGGTGTCTGGGATAATAATTATAATGTAAACAAAACAAAGTCGTC 

TTTCTTTTGTCAATTCCATCTTTTTTTT^ 

TGCTTGACAGAGAAATACAGAACACTAAACAAACATTTTTTCATTCCTTTCTTGT^ 

ATACCCCAAAAGTTTGAATAAGTCTTCAGATATCTAGCATGGCAACTTCTCAAGAATTGACAGC 

ACATACAAGCTCTTGCAACTAGTTTCCCCAAGCGATTAGCTAATGATAGTGACAATTCATTACTTA 

TTAATGTTGCACCAACTGGTCGACAAGCCAAAAGACATATTCAACAGATTAATTACTCCGAAGAGT 

TTGGAGATGACCTTGATTTTGATGAATTCCCATCTTCGACACCCGGTACTAGAA 

ATAAAGCTCAAATAGAAGCACAAAGATATTCTCTTGCGAAAAACACACCAACGCCCAAGAGAATCT 

TAGAAAAACCGGTGTTATCTGAGTTGGTTGAAAAACCAGTGGTGCTTATTC 

TTGAGAATTTGAACACAAACCAAAAGTTGATTGATTCCTTTATGTGGAA 

TTACACCAACTGAGTTTGCGKSAAATTGT^ 

AAATAGCAGACTCCATTAATCAACAGATTGAAGAGTATTCCTATGCATCTAATTTACAACTACC^ 
ATAAGGGCCCTTACAATGTTACCATTGATTTATCAGTAAACTTAAATAAACAAT^ 
GATTTGAATGGGATATGAATCAAAATG AAGTT ACAC CAG AAATTTTTGC TGAAATAGTTGTTGCTG 
ATTTGGGGTTATCGTTAGAATTTAAGAATGCCATAT 

TGAAAAAAGAAGTAATAGATGGTACTTTTGACAATGAAATGCACAACTTGCA 
TAATGTTTGAACAAGGAATTAGAATTTTCACTGAAAACAGTGTTCAAA^ 

AACCTTTGGTCGAAGTATTGACTTCTAGTGAAATCGAAAGAAGAGAAAATGAAAGGGTTAGAAACT 

TGAGAAGATTAAAGAGAGAGAATATGAGAAGAGATTACGATGATCATAGTAGGAGAAGGCAAGCAG 
GAAAAAGAAGGTATGATGAGTTAGAAGGAGCCTGGGTATAG 

YLR321C_homolog 352aa (SEQ ID NO 406) 

MATSQELTADIQALATSFPKRLANDSDNSLLINVAPTGRQAKRHIQQINYSEEFGDDLDFDEFPSS 
* TPGTRSLNENKAQIEAQRYSLAKNTPTPKRILEKPVLSELVEKPVVLIP 

FT1WNLNESLITPTEFAEIVCSDLDLPFSMAAQIADSINQQIEEYSYASNLQLPNKGPYNVTIDLSV 
NLNKQLYQDRFEWDMNQNEVTPEI FAEIWADLGLSLEFKNAI SHALHEI I IRVKKEVIDGTFDNE 
MHNLHLVKGIMFEQGIRIFTENSVQNGNDRWEPLVEVLTSSEIERRENERVRNLRRLKRE^ 
DDHSRRRQAGKRRYDELEGAWV 
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YLR325CJiomolog 737bp PathoSeq: 1..737; CDS: 501,. 734 (SEQ ID NO 
407) 

AAGAAAAGTATAGTCAAATTGTTATACAAGCT 

TCGCTCCTGACCATTGTTTACTATATTCAACAAAACGAATTCAACAAGGCAAACGAAAGCT^ 

AAACTAAGTATCGGCAACGTCTGTTGGCCAATTGGGGTGGTCAATGTAGGTATTCATG 

GCAGCACTGAAAATAACCGGTGCCTCTAACGTCAGTAACATAATGCTAAGCGAGTCTACACGAAGA 

TGGATTATAAGTATAAAGAGGTTGATTAGTTTTAAAGAGAGAGTATATAATAATGCACGTGATTAG 

TTTAGTAATTTTTTGCGAGTTAGGGCTATAGCCCTAAGACA 

TCTCACGCACATAACGTGTAACCCACATAAAGAAAGAAAAAAAAAT^ 

TCACGCTTTAACCACTTCAACCTATAACAACTCCAACCATGGCTAGAGAAATCAAGGATATCAAAG 

AATTCGTCGAATTGGCTAGAAGATCAGACATCAAATCTGCTATTGTCAAAGTTAACGCCAAGGTCA 

ATGCTAACGGTAAAAAATTCAAACAAACCAAATTCAAGGTCAGAGGTTCAAGATACCAATACAC^ 

TAGTTGTCAACGATGCTTCTAAAGCTAAAAAATTACAACAATCTTTACCACCAACCTO 

CCAACTTGTAA 

YLR325C_homolog 78aa (SEQ ID NO 408) 

MAREIKDIKEFVELARRSDIKSAIVKVNAKWA 

QSLPPTLKITNL 

YLR344W_homolog 1348bp PathoSeq: 1..1348, exon 1: 501.. 515, intron 
1: 516.. 979, exon 2: 980. .1345 (SEQ ID NO 409) 

ATACCATGACAAGCAAGCTCAGGGTCGCGGGTTCGAGTCCCGCGGGGAGCTAATTATACCCTCATT 
TTTGAACCCACCAAATTTTCTTTCACATTATAATGAAATAAGAGTATTC 
TTTTTTTTGGCAATATAGAGAAGACTGTAATAAGTATAGCTCACTAAAAGTCTT^ 
CGTTTTATATTTTTTTAAGAAATTTGATGTTGA 

GGCTATAGCCCTAATGTACTGTATATGCAGTATCAGAAATACTTTTGTTACGCACAGTOT 
CCAAATACATTATATATATATATTTTTTT^ 

AAAAATTCATCTCTCTATACACTTACTCAATTTGAAGATATTCAAATTTTTTTCAA 

CTTTTGGATCGATACTAGATAGCATATAATCATCAAAAATGGCCAAGATCAGTCAAGGTATGAAAT 

AGATATTCAATTAGATATGGAGAAAGGAAGATAAAAGGAAAAGAAAAAAAAAAAAGAAAGAAATAA 

AGGAATATATACATTGAAAAGGAGATAGAACATCAAACAACAACCATTAAGAATTAAGTTTAATAC 

AGTTTCAATAAAGAGGGTTTTTTTCTCAGAACAAACCATTGACTGAAGTACTACACCAAGAAG^ 

TAATGATTTCACGATTTACCTGAATATAAAGAACATC 

CAATTTGGGGATATTGATGAAATTATGTATAGGAGATTCCATTTTO 

CTTGAAAAATCAAATCAAATCAAATCATAACCCT^CAATATATTCCTTCCTTATCTTA 

ATTAAAACAAAGACTAAGAAACATTCAGTAAAATACTAACAAAAATTCCATTTATATAGACGTTTC 
TTCATCTCGTTCTAAAGCTAGAAAAGCTTATTTCACTCXriTC 

ATCTGCTCCATTATCCAAAGAATTAAGACAACAATACAATGTCAAATCTTTGCCAATTA 
TGATGAAGTTTTAGTTGTTAGAGGTTCTAAAAAAG^ 

ATTGAAATTTGCTATTCAAGTTGATAAATTACAAAAAGAAAAATCAAATGGTC 

CAACATTCATCCATCTAAAGTTGTCATTACTAAATTACATTTGGACAAAGATAGAAAAGCT^ 

TCAAAGAAAAGGTGGTAAAGCTGAATAA 

YLR344W_homolog 127aa (SEQ ID NO 410) 

MAKI S IDVS S SRSKARKAYFTAS SVERRVLLS APLSKELRQQ YNVKSLPI RQNDEVLWRGSKKGS 
EGKVNSVYRLKFAIQVDKLQKEKSNGASVPINIHPSKVVITKLHLDKDRKALIQRKGGKAE 

YLR393W_homolog 1631bp public: 1 .. 1207/1209 .. 1631 , PathoSeq: 1208; 
CDS: 501.. 1628 (SEQ ID NO 411) 
TTCATCTTTCGAAATCTTCCCTCTTGGAAACGACCAAGAGT^ 

AACTTTGTTCAAATCTTTATTGAATAATGCAACACCACGAACCGGTATGGTCGATTTATAT^ 

GAATTTAGATAATGCTTCCTGTGGGTCACCCCATTTCCAAATAAGCGGGCATTTCTC 

TGTACTGAACGTCTTCATCTTCATGCTTTC 

AAACCATTGTGCTTCCTCAATCTGAAACATTATTCTTTCAATGGAAGATAAATCCTCTTCGGGAAC 
ATTCACCACAAATCTAACTAACAAATCTTCCAACACCCGATCTAGAGTTTGATTAGCTAAACCATT 
GCGTAATTGGATCGACATATCTTGTTATTTTCTATGATTAATCTTTCTT^ 
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TGAATATTCGTAATTAAAATTGATTCAA 

GTGAGATCATTCAATGTATTTGCTGGCGGAGAAGGAGGCAAGGACGAACTT^ 
TTTTTTTTTCTCTCTCTCTTTTCTTTCAGTC 

CTGAACCTTGTGGACTGGTAAACGCACGACATAGAGTAATATTTGGAGAAACCAAAAGAA 

AAAACCGTGGTTTGAATTCGACCACAGATTGGTTGGACGACAAAATGCAAAGTC 

CTTTTGCTACCTCAAGAATAGAGTTCCAGCGGTACCAGCCGCGTTTTGTTAATAC 

CGGTCAAATCGGCACAAGAAAAGTCGTACAGTATTACTAGACCATTGGGGTTGTCAAAACCAGTTT 

TGTTAAATCATAAATTGTCAGACACATACTCATTGTCCAATATATACGAGG 

AATCCAAAGAAAGAAGACAGAAACAACTAGACTACGATTTGAAACACTCGCCAATTTATGAAGTCA 
AGTCATTTGAGAATACAAAGGGGAAAATATTTACTCCTC 

CTTTGTATTTCCCGGATTTTATAGCGAAAACATTGGCAGGTAATCAGAGAAGTTTGTACG 

TAGACAATAGATTAAGCATAGTCAAATTGTTTTCTTCTGTTGCTGGTGAGCAG 

ACTTTAAGGTTGAAAACAAAGATTACTATTCCCAGGATTATGATACCTTTGTGGA 

ATACC C AG ATACTTGATGTGAATATGCCGCAAAGTTGGATC AAGGGGTTTGTGAC AAAC TTGAGC A 

CAGGAAATTTAAGAAAGACTTTGAAGCCAGCTCTGAGATACGAGAATTATTTCATC 

ACATAATGTCAGCGGAAATTAGAGAACAGTTGTACTGTGATAATCAATGTTCCGGGTATATTTATA 

TTGTTGATTCGATGGGGAAGATAAGATGGGCGACAAGTGGGTATGCAACTCCTGAGGATTTG 

TGATGTGGAAGGTTGTGAAAGGGGTGCAAAGAGAAATGACCAAGTAA 

YLR393W_homolog 376aa (SEQ ID NO 412) 

MFVYWIIWLCEIIQCICWRRRRQGRTFFPSYFFFSLSLFFQSHCSSVKGWLFCAEPCGSVNARHRV 
I FGETKRI LKNRGLNSTTDWLDDKMQSVF IRTFATSRI EFQRYQPRFVNTI KETVKSAQEKS YS IT 
RPLGLSKPVLLNHKLSDTYSLSNIYEELFGQKSKERRQKQLDYDLK^ 

PVSYFRQDKSLYFPDFIAKTIJVGNQRSLYDSLDNRLSIVKLFSSVAGEQCTRSYFKVENKDYYSQD 

YOTFVEEYPHTQILDVNMPQSWIKGFVTNLSTGNLRKTLKPASRYENYFILPGHIMSAEIREQ 

DNQCSGYIYIVDSMGKIRWATSGYATPEDLKLMWKVVKGVQREMTK 

YML063W_homolog 1271bp PathoSeq: 1..773, public: 774.. 1271; CDS: 
501.. 1268 (SEQ ID NO 413) 

CCAGTGCGTTTTGTTTGTTTCCACATCATACACTTCACTGAAACTAAATAAGTT 

GAGACTTCAGGTACGACCCAGGGTTGCGACAAAGTTTAGGTAGTTTGTCGTCTGAA 

AAATAGGGCTGTAGCCCTAGTCATGTGATGTGAATTAACATAACAAGAAGAATTGCTGGTGCGCAA 

AAAGATTATGTGTATTTTATGTGCGTTGTTATCCTGCACACTAAAATTC 

CATATTGGGCTGTATTTTTATTCTTGTTTTTCTGCTGTTC 

TGTGTGTGCTGTAATAGTGTGTGTGTTCCAAGTCCCAGCTCTCACAGATACTCACGCACGCCCATA 
CTACTGAAAATTTCCTGACTTTCTGTATCTAAAAATTTTTTACTAG^ 

TTTCACTTGTTTCATATAATCACCAACTCAAGTACAACATGGCTGTCGGTAAA^ 
CCAAAGGAAAGAAAGGATTAAAAAAGAAGGTCGTTGACCCATTCACCAGAAAAGATTGGTTTGAC^ 
TCAAAGCTCCAACCACTTTTGAAAACAGAAATGTTGGTAAAACTTTGATCAACAGATC 
TAAAGAATGCCGCTGATGGCTTGAAAGGTAGAGTTTTC 

CCGAAGACCACTCTTACAGAAAAATCAAATTGAGAGTTGATGAAGTTCAAGGTAAAAACTTGTTGA 

CCAACTTCCATGGTTTGGATTTCACTTCTGACAAATTAAGATC^TTGGTC 

TAGTTGAAGCTAATGTCACTGTTAAAACTTCCGACGATT^^ 

TCACCAAAAGACAACCAAACCAAATCAAGAAAACTACTTACGCTCAATCCTCTAAATTGAGAGAAG 
TCAGAAAGAAGATGATTGAAATTATGCAAAGAGAAGTTTCCA 

CCAAATTGATTCCAGAAGTCATTGGCCGTGAAATTGAAAAATCCACCCAAACCATTOT 
AAAATGTCCACATCAGAAAAGTCAAATTGTTGAAACAACCAAAATTCGAC 

CTTTGCACGGTGAAGGTTCAACCGAAGAAAAAGGTAAGAAAGTTTCTTCTGGTTTCAAAGATGTTG 
TTTTAGAATCTGTTTAA 

YML063W_homolog 256aa (SEQ ID NO 414) 

MAVGKNKRLSKGKKGLKKKVVDPFTRKDWFDIKAPTTFENRNVGKTLINRSTG 
EVCLADLQGSEDHSYRKIKLRVDEVQGKNLLTNFHGLDFTSDKLRSL^ 

YVLRWAIAFTKRQPNQIKKTTYAQSSKLREVRKKMIEIMQREVSNCTLAQLTSKLIPEVIGREIE 
KSTQTIFPLQNVHIRKVKLLKQPKFDLGSLLALHGEGSTEEKGKKVSSGFKDVVLESV 
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YMLl28C_homolog 1517bp public: 1..1499, PathoSeq: 1500.. 1517; CDS: 
501.. 1514 (SEQ ID NO 415) 

TGATATGGATTTTTCAAAACTAAGAAACAATACCAACTACAACAACAAGAAAC 
TAATTCAATGACCTCGAGTCATATTCCCACGTTTTAAGTATGA 
TATTTTAAATAAAACAATAATAGTAATAAAAAAAAAAACCTTC^ 
ACATTGTTTCTTTCTTCCCACAGCAACCAAATTTTATT^ 

GTTGCTCAATTATGTATAACAAGGGTAGAAACTCTGTGGGATTCCCTCCTTAAAAATATAGCAATC 

CTTTTTCTTCACAACGATTGCTATATGACCCCCCCCCT^ 

ATAATGTATTTCTCTTGTTCAGGATAATTATCACTATTTGTGACGTTO 

TCTTCTTCTTCCTATTTCAACATTAAAGAACATTTAATATGTATTT 

ATGTATCTATCACTTTTGTGGTTGCCAATTATGGTTTTGATCAATC 

AATTTTTAAAAGAACGTAAAGTTGCATTCAATGATGCC 

CTAATGAAGAAGCTAAGAAATTAGAAAAAGGTTACAAGAAAGTTACTGAAGAATTAAATAACAAOT 

TGAATCCTCCAGATGATTCATTAAATGATTATTTGAATTTTGATO 

AAAATTATTGAATTAAAGAATGGATTTTTGAAAGTTGGCCAG 

CTCAAAATAATATCCAATATAGTGCAAAGGATACCAAAGATGATTTAATCAATAAGGTTAAAGATC 

AATTTGATTCTATTTCTAAGAAAAATCATGGGTCTAGTTTT^ 

CTTGGTCAGAAAATGATTTGAAAGATTGGTTGAAATCTTATGGCATTGAAT^ 

CAAAGGATCAATTGGTTGAAAAATTAAAAGAATTTAGTTATCAAGCCACTCATTCAA 

CCAAAGAATCTTTATTTGATTCATTGGATTTATTTC 

TTGAAGATGAATTTTTCCAAACTTGGTCATATTCTCAATTACGTGAATGG 

TTATTGACACTAAACCAGGAATTTACGTTGAAGATTTGGATAAGGAAAAATTAGTCAAGATTGCCC 
AAAGTTATAAGAAATGTTTGTTGAGTGACATTCATACTTGGTTGGCAAACACTGAAA^ 
AACCTTGGATCACAAAGGGAGAACAAAAGTCTCAGAAAAAGAAGGGTAGTAATTTGATTAATGATA 
CATTCTTTGTTGGTATTAATAATTGGTCCAAGGATAAATTGCGTGAATTG 

YML128C_homolog 338aa (SEQ ID NO 416) 

MYFPI I VWLYVS ITFWANYGFDQWTNDDLKQFLKERKVAFNDALENPKLI SLANEEAKKLEKGYK 
KVTEELNNNLNPPDDSLNDYLNFDYLFGKRKENYSIKEW 

DDLINKVKDQFDSISKKNHGSSFYPGNWLYESWSENDLKDV\nJKSYGIEFNPSSTKDQLVEKL 

YQATHSIRDSKESLFDSLDLFDKTIFDKKGQIEDEFFQTWSYSQLREWLYLHGFIDTKPGIYVEDL 

DKEKLVKIAQSYKKCLLSDIHTWLANTEKKSQPWITKGEQKSQKK^ 

LRELGNLD 

YML130C_homolog 2243bp public: 1..829, PathoSeq: 830.. 2243; CDS: 
501.. 2240 (SEQ ID NO 417) 

ATGAGTTCATAGATGATCTGTTTCACTTTCAAATAACGTGTCAACAAAAATAAAGTTAGAGCATAG 
ATTTTGCCGCCACTTGTACAGATGGATAGAATTGAATGCA 

AACAATTTCCGAAAAAAGAAGAAAATCGAACACATTAGAAAAAGAAACGAACAAAAGAAAAAAAAT 

TTCAAATTGTAGTTGCATGTATATAAAATAATATAAAAGATATATCACCAGCACAACTGATTACTT 

TTTATOTATATCACCTGTCAACAACAAATTTCCAAATAAATACAACTCAGAAAAAACACTO 

CTTTTCTTAGTTTGGTTTCTATAATCTTATTAAACATTCTTGCCTTTCATCCTTGATTATCATAOT 

AGATCTTATCTTTAATTTGTTTGAAAAAATAATACCAATAATCTTCCCATTAGAACTTACAACACA 

ACAACAAAAAAACCCATTCTAAATCACTATTCTCCATC 

TAATCGTACAATTTATCATAAATACCACTGTTGCAGTATCACCTGTGTCAGCAGTTTTACCAAAA^ 

TGAGTTTCAGTCCATTTGATTCACCAGAATTTTGTTCACAGATCATAACTCCCAC 

CTTTCACCTACATTGATGAATTGAATAAAGATATTC 

TGTATTTCCGTTATTTTAAAGTCAATTTAGATAAACAATGTCGTOT 

GTGCTAGTGAAAACTGTGCTGTTGAAATATTGGAAGATTTCAATTGGAGTCAAGT 

GTTTGAAACCTTCAGGATTAGGTAAGATTTCATTACCTGACAAATCATCAATTGATAATTC 

AAACCGAAGAAGTTCAAACTTGTGAAGATTTAGATTATAGTGAAATAGATGATGACCATCATTGTG 

TTTATGTCAACTTGGTAAATAACCCAGAAAGATTTACTGGGTATGGTGGTAATC 

TTTGGAAGGCTATTTACCTGGAAAATTGTTTCCCTAATACTAATCCAATGTCAGTG 

CCGACAATGGTGGTGAACAATGTATCGAAAAGAACTTGTTTTATCGTGTTGTTA 

CTTCAATTGCAGTACATTTATCAAGAGAATATTTGAATTCTGAAACTGGTGAATTTTATCC 

TAAAGGTGTTTATGGAAAGAGTAGGTATGCATAATGACAGATTATCTAATATTTATTTCAATTA 
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CCTTAGTGTCCCAAGCTATAGTTAAATTGAGTC 

GGTATGATGACATTACTCCAGCTCAAAAGCAACATTTATTGGCTAATAATGATGTCGAAT^ 

AAGTTTATGATCGTTTGTTGTTAGATGACA^ 

CTTCCAACTTGTTTGATAATAGCAATTTGAGGGA 

CCATTATGGATTGTGTTGGTTGTGATAGATGCAGAATGTGGGGGAAAATCC 

GTACCGCTCTCAAGATTTTATTTGAAGATGACAACTATGATAATCACAATTTGAAA 

TTGAAATTGTTGCCTTGATTAATACTTTTGATCGTTTATCTAAATC 

TTAAAGAAATGTATTTGCAACACCTTAAAGATATTGCTGAAGGATTAACCCAACC 

ACAAAATACAAAACAACAAACCAGGTAACGGATTTGCCTTCCCATTTGTTAGTCCAT^ 

AAAAACCTGACCAAACCAACACCCCCAAAAATCAACAACAAAAACAACCTCAAGAAACTGACAAAA 

AAAGACTTACATTAGAAGAAATTGCCCACACAAAACCTGAAGATCGAACTTTTATTC 

GATTATCCTTTGATGAAGTTTGGCAAGCATTAAGATTTGTTTO 

CCGTATTGAGTAGATTCACATTGGTTCAATTGAATGAATGGTGGAATAAAT^ 

CAGTTTATGATTACCAAAGTTCTTTTGATGTTGATCCCCTACAATA 

YML130C_homolog 580aa (SEQ ID NO 418) 

MKIFRLFSLLIVQFIINTWAVSPVSAVLPKSSFSPFDSPEFCSQIITPTCNTTFTYIDELNKDIR 
PYLSELVKTSYFRYFKVNLDKQCRFWNAQHFCASENCAVEILEDFNWSQVTNESLKPSGLGKISLP 
DKSSIDNSIETEEVQTCEDLDYSEIDDDHHCVYVNLVNNPERFTGYGGNQSFDVWKAIYSENCFPN 
TNPMSVTNDADNGGEQCI EKNLFYRWSGMHAS I AVHLSREYLNSETGEF YPNLKVFMERVGMHND 
RLSNI YFNYALVSQAI VKLSEI LPLREFIQSGYDDITPAQKQHLLANNDVESVEVYDRLLLDDI I P 
SLEANVVFNTSNLFDNSNLRDEFRSRFRNISAIMDCVGCDRCRMWGKIQTIGYGTALKILFEDDNY 
DNHNLKFRJIIEWALINTFDRLSKSIESINMFKEMYLQHLKDIAEGLTQPGVYDKIQNNKPGNGF^ 
FPFVSPLPQKKPDQTNTPKNQQQKQPQETDKKRLTLEEIAHTKPEDRTFIEDFRLSFDEVWQALRF 
VLTSYQRFPAVLSRFTLVQUm^WNKLI^KPTVYDYQSSFDVDALQYSQVLG 

YMR022W_homolog 1004bp public: 1 .. 507/668 1004 , PathoSeq: 
508.. 667; CDS: 501.. 1001 (SEQ ID NO 419) 
TGTGAAAAAAAATTGTGGTGTGGATGTTGTTGTCG 

AACAATTTCAAAGTTGGGCTTGGAGATCGATTTTTTTTCCCGCGTCTGTC 

AGTCGACCAGTACGTTTTAATTGAATACGAGAGTCGACGCAATTACATCAATCCAACATTCCACTT 

ATTCTATATCAATGTAAAGTCATTTTTTGATAATATCGTAATTTACACATTTCGT^ 

ATAGGGGGGATAAAAAATAGTATTGACTAATTAATATATCTTGTTTATCAAATCAGGAGTATAGAA 

TTCCACCCAACAACTAGATTTTCCGAATGCGAAACGACGAGGACGACACAACAACGACTAAAGAAG 

AAGAAGAAAAAAAATATAAATAAATTGATCACGCACACATTAGAAACACAATATTGGATCACTTTT 

TTCGATAATACTACCACCACACAGCTCATTCACCAOTCATGCCCCGAAGTTCTACTGCTCAAAAGC 

GTTTACTAACAGAGTATCAACAATTATCGAGGGACCCACCACCTGGGATAATCGCAGGACCAGTGA 

GTGAAGATAATTTATACAAATGGGAATGTTTATTAGAAGGACCATCCGATACTCCATATGCAAATC 

GAGTATCCCCAGCAGTATTGACTTTCCCTAAAGATTACCCATTATCACCACCTACATTAAAGTTTG 

ATCCACCATTGTTACATCCAAATATTTATGCTGATG^ 

CTGGTGAAGATCCAAATCAATATGAACGACCAGAGGAAAGATGGTCACCTGTGCAAAGTATTGAAA 
AGATCTTGTTGAGTGTCATGTCTATGCTTGCAGAACCTAATCCTGAAAGTGGGGCTAATATCGATG 
CTTGTAAATTATGGAGAGATAATCGTGCTGAATATGACCGACAAATTAGACAACATGTCAAGGAGT 
CATTAGGATTATGA 

YMR022W_homolog 167aa (SEQ ID NO 420) 

MPRSSTAQKRLLTEYQQLSRDPPPGIIAGPVSEDNLYKWECLLEGPSDTPYANGVSPAVLTFPKDY 
PLSPPTLKFDPPLLHPNIYADGTVCISILHPPGEDPNQYERPEERWSPVQSIEKILLSVMSMLAEP 
NPESGANIDACKLWRDNRAEYDRQIRQHVKESLGL 

YMR118C_homolog 1031bp PathoSeq: 1. .1031; CDS: 501.. 1028 (SEQ ID 
NO 421) 

CTACACAAAGCTTCGAGAGTTTTTTTTCGTTGCAGGGGTGGGACAGGTGAGTAACGAA 
CGATTGTCTTTCCTTTATGATTGTTCTTTAACGGAATTGTGTT^ 
ACGTGATATAATCTCCTATCGCTAGTAGTAAGTTTTAATTTTTTTGATCAAAAGTACA 
TCTATTGTCGTAGATTTCGGATACTTGTGATAATATCTGGTGTC 
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TTGTAAATTACAATTTTTCTATTGGTTAAAATGATAATTGTTAA 
TTGAATCCGGAAACTACCATTAATTCACTCATTCTACT 

ACAATTATATCAACCCAAAAAAAAAAAATCTTCACTACACCAATAACAAAGAACCAATA 

CTAATAAACCATCCTTCCCCCTAGCCTGCCACAACAACATGATTTCTCGTATTGGATO 

GACCTACCGTGTCCACTTTAAACAACTATGTCAAATTACAATCGACATTAGCCCTTAAAAGATACA 

CATCAACCGTACCAGCAACTTCAAATCAAGAACAAGAAATATTGGT^ 

CTACATCACCTCATTTACAAATTTATGAACCACAATTAACTTGGA 

TCACTGGTGTTGCTATGGCCGGTGCCTTTTATG 

TAAATATTCCATTTGATACTACTACTTTAGTATC 

ATGGTATCAAAGCTATTTGTGCTTATCCATTTGTTTATCATATTGG^ 

TTTGGGATTTTGGTAAAGAATTAACCATCCCTGGTGTTTATAGAACTGGG 

CTACTGCTGTCATTGGAAGTTATTTAGCTTTCTTATGGTAA 

YMR118C_homolog 176aa (SEQ ID NO 422) 
MISRIGLLKRPWSTLNNYVKLQSTLALKRYTSWPATSN^ 

TWIMS SFHRITGVAMAGAFYALTCGFAATS I LNI PFDTTTLVSAFTTLPTFAQYGIKAICAYPFVY 
HIGNGIRHLVWDFGKELT I PGVYRTGYAVLAATAVIGS YLAFLW 

YMR230W_homolog 1176bp public: 1..1176; exon 1: 501.. 551, intron 
1: 552.. 870, exon 2: 871.. 1173 (SEQ ID NO 423) 

AAAAGCAAGAAGAGAAGGACTCGTTGGCCAATTTCTTCGGCAATTTCAAGAAGAAAAGAGTAGCTG 
TTTAGAACTATATATATATGTACTCGCGCTTTA 

TATTTAATCAAACTTGGTTGTAACTTATGATTATGGTAGTGATCTAAGAACA 

ATGGTAGTTTCTTTGATTTTGTGTTTCTATTAGATTCCTGTTTCTATT^ 

TTTTTGCAGACATTAAACCTCAGGGCTATAGCCCTAATGGCAAAACATGCACGTC 

ATTTTTCTACACTACTAGTAAAAAAATTTTCTTTCCGCTCACTATTCACACATA 

CACAATTACAGTCTACCAACAGGAAAAGAAAAAAAAAAGGAATCTGGTAATTGAAAAATTCAAGTT 

TGGTTCTTTTAATACTATCAATCAACTAGAGTCACAGCATC 

AGATCCACCAATACCTCTTCCAAGGTATGTAAATATGAATTATAAACTGGAACAGAATATGGCATT 

TCAAGGGATGCACGATAAGTCAAGAGTTCATGAAAAAGCACAGATTATAACAGTCGTAAAGAAAAA 

TTTCACTACCAACAACAATAAGAAGATATCAAAGAGATTCAGTAATCACTACTTACAAGAAACATA 

TAACATCATGGAGAGTTTAATTTGAAATACGAATGAATATACAAATGAACTATACCCTTTT^ 

CCATATCACGTTTCAAGAAATATTTAAACAAAAATAAAATGAAGAATAAAACTTGGATATAC 

ACATGTATTATAGAGGGTGTCGTTGTTGCTAAGAAAGACTTCAACCAACCAAAGCACGATGAAATT 

GATACTAGAAACTTGTTCGTCATCAAAGCTTTACAATC 

CAATTCTCATGGCAATACTACTACTACACCTTGACTGATGAAGGTGTTGAATTCTTCAGAACCGAA 

TTGAACATTCCAGAAGGTATCTTGCCATTGACCAGATTGAAGAATGCTCCAGCTGAAAGACC 

CCATCAAGAGGCGGTCCAAGAAGAGGTGGTTACAGAGGTAGAGCTAGAGACTAA 

YMR230W_homolog 118aa (SEQ ID NO 424) 

MLIPKEDRKKIHQYLFQEGVWAKKDFNQPKHDEIDTRNLFVIKALQSLTSKGYVKTQFSWQYYYY 
TLTDEGVEFLRTELNIPEGILPLTRLKNAPAERPRPSRGGPRRGGYRGRARD 

YNL054W_homolog 2840bp public: 1 .. 2197/2199 2840, PathoSeq: 2198; 
CDS: 501.. 2197 (SEQ ID NO 425) 
TGTTGGGAGTATTCTGGCACAACAAATACTTACTTTTAGG 

AOTAATTATCTAGTTTATATCTATATCCATTATTGTTGAAATCACTATCGTGAGGTAAATAACAAC 

TACAGAGTTGTCACAGTATCCAAAAAAAACTTTGTACCTATCAATACATTTTAAGCAATA 

TTATTGCTGTAATCAAGTGTTACCAGTATCTCTAGTTAATGTTGAGTTTATACCTAAAACATGAAC 

TATATCAACTTTAAATGCCCCTAATCACGTGATACAGCACATGGGAATTTGCTCATC 

TGCACGTACACGGCACATGTACACGACTTTTTTTTCTAAATATTTTTTT^ 

TTAAACAATATTATTTTCATATATATAATTGCTTAGTTTACTTGCTTCTTAC 

TTTTTTTTTTCCTTTTTCTGCCAACTTGATCAAATTC 

ATATGTCTAGCACTGGAAACATGAATGAAAATACAGATGCTCCACCGAAACAGCAGACGAAAAAGA 

AAATATCAAAACAGAATTCAACCAAAACCGATTTTTTTGCTGCACGATTGGCTAG 

ATATAGAAAGCAGTGATAGTGATGAAACGTTTATATATGAGAATAATGATACTGAACTTGATGATA 
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ATGCTAGTAATATTAACAATAACAACAATAACAGCACCAATAACATTATCAATTTAGATAATGCTA 

GTGTTAACGGAAGTATGATTGCTTCATCCAATGCAATGGTG 

CGTTAGGATCGGGCCTTCGATCGCCATCCATACTAGAGGGGGAAGAGCTTC 

CAGTGAGGCAACAACAGTTCAAACTTCCTTCTACCAAGGCTCCGT^ 

GTTCAAATAATATAGATTCAATACTTAAACGACCTGTACA^ 

TGAATGATAATGACCACCGAAATCTTGTGCTACCAAACTCAACTGAAAGGTTTACTGCTTCACCTO 

CGAACAATATTGGTAATGAAAATATACCTCAATACCAGAAAACTAGTAGTGTTGCCCACTCAATCA 

ATGAAGGATACAATGATGATACATTTTCATATAATGAAGTTGAGGATAATTTAATTGAT 

CCACGGACGATGGGGATTTGACAAAAAATACCATTACTAATAACAACAATCCACCAACCACGTCGA 

GCCAACAGCAACCACAACCGCAACCACAGCCGCAACCACAGCAACCACAACTACATACTCTGTCTC 

CTCTAAATCAGATACAAGCAGCGACATCAGCAACACCTTCTGTGTCCACTAAAAACGCGTCTAAAA 

GAAATTACAAAACCTCATCCACTTCCTCAAAATTAAGATCAACTACATCAAAACTTTTCGATAAAA 

AAGGGTCACAACCAAGAAGATACAGTACC^TTCCTGATGATATTGACATTGAAGATTTCGATC 

AGCTTATATACTATGACAACAGAGCTAGGTTCCCAGCGAACGAATCAACT^ 

AC C AAAGAATCCCCC ATT ATAGATC ACTTAATTTGAATTTC C CTCAGGTGAAGCGCC AAAGC AAGC 
GTTATTTGTCAACTGGCCAACCTTTAGAGAGTTCTGATCGTGGCTCT 

ATGGAAACAACAGTGATCACAATATTAATTCTCCTTTGACTGCTAATAATAATAATAATAACGTCA 

ATCACAACGATCATGGTGATAACAAAAAGAGTAATACCAACAACAACAACATTGCTAATAATAGAG 
CATTTCCATTTCCTTATCAAGATCAACAACATCA 

AATCACAAATCAATGGACCCAATTTTGATTTGCCAGACCTCCCTATAAACAGATCAGCTT 
ATTTTAACAACAACAATAACCCGAAAAGATTTGGCGACAGTCAT^ 
ATCAGTATAGTCAAAGAACAAGCTTTCTAAAGTCATGCATTTATACCTTTC 
TGCTTACCATAGGGTTTGTATTGGGGTTTGTTTTGGCCACA^ 

TCACATCCATTGAG/^CCCCATTGTTAGTAAAGATGAGTTAGTTTTCAATGTTGTTATTGAAGCAT 
TT AATC CAGGGTGGTTTTC CGTTGAC ATCAATGAAGTAGAGTTGGATTTATT 
ATCTACCTGATACAGATAATCTGAAAATATCTAACATGGGAGGGTCACAAAAAGTAGAGACGGTTA 
AATTAGGAACGATTTTGAATTTTGAATCGGTTCTCAAT^ 

CGACAATTCAAAAGGGAGGAATCCGATTATTATATCCTGGCAAAAATGTTACTGCCGAGGCTAAAT 
TGGTTGTAAATATGGCTGATATTAAAATAGCTGCTTCCAATAGCATTGCTAAAGAAAGCACTACTA 
GTAATGACACCAACGATAATGACAACTCCAAGAAGTGGGAAATCATATCAAGCAATCCATTTGATT 
TGATTATAACTGGAGTATTGAAGTATGATTTACCATTTTCAAGAACCTCAAGATCAGTCGTGGTTA 
GAAAAACTGGGTATATTGATCCTACCTTATTCGTAATACCACAAGGAGAGAATAATATTTCAATTT 
AG 

YNL054W_homolog 779aa (SEQ ID NO 426) 

MLHPNNSVVDMSSTGNMNENTDAPPKQQTKKKISKQNSTKTDFFAA 

ENNDTELDDNASNINNNNNNSTNNIINLDNASVNGSMIASSNAMVTGPPGT^ 

GEQLQYFHDPVRQQQFKLPSTKAPSISNSISSSNNIDSILKRPVHLREASTYSVNDNDHRNLVLPN 

STERFTASPSNNIGNENIPQYQKTSSVAHSINEGYNDDTFSYNEVEDNLIDEDSTDDGDLTKNTIT 

NNNNPPTTSSQQQPQPQPQPQPQQPQLHTSSPl^QIQAATSATPSVSTKNASKRNYKTSSTSSKLR 

STTSKLFDKKGSQPRRYSTIPDDIDIEDFDDELIYYDNTARFPANESTSLI^QNQRIPHYRSLNLN 

FPQVKRQSKRYLSTGQPLESSDRGSNKDGTDNGNNSDHNINSPLTANNNNN^^ 

NNNNIANNRAFPFPYQDQQHHYYYDYDDFDQESQINGPNFDLPDLPII^ 

SHFFLPRKTDQYSQRTSFLKSCIYTFVCILIVLTIGFVLGFVIATTKDLTDVGITSIENrPIVSKDE 

LVFNWIEAFNPGWFSVDINEVELDLFARSGYLPDTDNSKISNMGGSQKVETVKLGTILNFE 

FKGGFLSREPTIQKGGIRLLYPGKNVTAEAKLVVNMADIKIA 

EI I S SNPFDLI ITGVLKYDLPF S RTSRSVWRKTGYIDPTLFVI PQGENNI S I 

YNL075Wjiomolog 1352bp public: 1 136/138 1352 , PathoSeq: 137; 
CDS: 501.. 1349 (SEQ ID NO 427) 

CCCACAGACCAATAACGTTTTACCAACCAAAACCTCTGATATCAATGATTCGAAAAGATTCATTCA 

ACCCCGGTTAGCTGTTTGAGTATTGGATAGCAACACTTTCAATTAGTGCAACACAATCAAATTACC 

AATACTTGTTTACCTTTCATCTGATTCTAATTGGTTCATAGCAATATAGTCTCTTCTG 

TATTAATATAAATAAAACTTATTTATCACGTTGTTTAGTAGTCTCGCAAATTTGAAA 

AGTAAACTTGTTGTGTTAGATGAGCTCAAATATCTGGTGGAAC 

AATATCCAAGAACAGTCGTGCAAGTTTCAAAATACCATCGCAAAAATCCTAACAAAAAAAAAAAAT 
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taataaagaaaagaaataattctataatagctcatcacaacaattcgtctacacttcccacctgat 

ttgttggtttaaatataataagacaaacctcagaagctatgataagaaaacaggctagagaaagaa 

gagagtatctttatagaaaggctttacagcttcaggaatcttccttaacagaaaa 

tgaaagcagctctagcaagtggaaaatcattatcaaag^agcttgccgaagatgaaaaattacaac 

gtgattttatttacgatgaaagtgaacaaatagaaattgatc 

tatctgatccaaaagttgttattaccacatcccgtgatccatctgtcaagttgcta 

aagaaatcaagttaatgtttccaaatagcttgaagttgaat^ 

tggtaagtacctgtaatagagtgcaagtttccgatatgattttattgcacgagcatc 

catcaagtttaactgtaagccactttcctcatggcccaactgcgattttc 

aactaagacacgatttgccaaacttgggaaacgtctcagagtcctatcctca 

atttcc^tccgacttgggtaagcgtgtggttaaaatattgcaa 

agaaagatagctccagagtaataacatttgtcaataacgatgactacatatcggtgagacaccatg 
tttacgtcaaaactaaggattcagtggagttgagtgagattggcccacgtttcg;^ 
atgaaatcagactaggattacctgacaacaaagatgctgatgtcgagtggcagatgagaagattca 
taagaacagctaatagaaagaattacttgtaa 

YNL075W_homolog 283aa (SEQ ID NO 428) 

MIRKQARERREYLYRKALQLQESSLTEKRQQLKAALASGKSLSKELAEDEKLQRDFIYDESEQIEI 
DDEYSRLSGI SDPKWITTSRDPSVKLLQFSKEIKLMFPNSLKLNRGNYII SDLVSTCNRVQVSDM 
ILLHEHRGVPSSLWSHFPHGPTAIFTLHNVKLRHDLPNLGNVSESYPHLIFEOTQSDLGKRVVKI 
LQHLFPPGVKKDSSRVITFVNNDDYISVRHHVYVKTKDSVEL^ 
DVEWQMRRF I RTANRKNYL 

YNL096C_YOR096W_homolog 1061bp public: 1..1061; CDS: 501.. 1058 
(SEQ ID NO 429) 
TCCTTTTGTTTTTATTTTTGC 

GACTAATATGAG ATGATCGT ATGTGGGTGGGTGGGGAGGAAGGGAC CCGGAATTC TAGGAAC AGGA 

AAAATAAAAACGAATAAACAAAAACCCCCCAATCGGCATGCATCGGAATTCTTTCAGCCCAATTAC 

TTTATTTTTGCCCACTTCTTTTGGATTAGGGCAATAGCCCT 

TGCAGTCTATTTTATTTTTCTCTTTTTTTT^ 

TTGAAAAAAAAATCATTTTTACAGTTTACATTTCTCTAACCTGCAAAAAGC 
GTGAGAGTTACTCGTTCACAATAGTATACTTTACAGGGGAGTTCOT 

AACAGCAAATAGCCAAGGATCAAGCTTCATCATTAATCATGTCCTCTAAGATCTTATCAGAAAACC 
CAACTGAATTAGAATTAAAAGTTGCTCAAGCTTTCGTTGATTTGGAATCTCAAGCTGA 
CTGAATTGAGACCATTACAATTCAAATCTATCAAAGAAATTGATC 
TAGCTGTTTTCGTTCCACCACCAAGTTTACAAGCTTAC 

AATTAGAAAAAAAATTCCCAGATAGACATGTTGTCTTTTTAGCTGAAAGAAGAATCOT 

CAGCTAGAAAAGCTAGAAAACAACAAAAAAGACCAAGATCAAGAACTTTGACTGCTGTTC 

AAATTTTGGAAGATTTAGTTTTCCCAACTGAAATCATTGGTAAAAGAGTTAGATAC 

GTAACAAAATCCAAAAAGTCTTGTTGGATTCTAAAGATTCAACTGCTC 

CTTTCCAACAATTGTACTCAAAATTGACTGGTAAACAAGTTGTTTTTGAAATC 

ATTAG . 

YNL096C_YOR096W_homolog 186aa (SEQ ID NO 430) 

MSSKILSENPTELELKVAQAFVDLESQADLKAELRPLQFKSIKEIDVNGGKKALAVFVPPPSLQAY 
RKVQTRLTRELEKKFPDRHVWLAERRI LPKPARKARKQQKRPRSRTLTAVHDKI LEDLVFPTEI I 
GKRVRYLVGGNKIQKVLLDSKDSTAVDYKLDSFQQLYSKLTGKQVVFEIPGESH 

YNL178W_homolog 12 5 6bp public: 1..1024, PathoSeq: 1025.. 1256; CDS: 
501.. 1253 (SEQ ID NO 431) 

TGTTTTGTTTTTGCAATCAACATAATAGAAGACCAAACAAATAATTTCTATTTTTTTTC 

CGTAGTTTTACACTTCTAGCCTCTCTTGTAAATATACACCTAATTGACAGTACCATTAGGA 

TCTTATTGTTAAGGATAATACTTCTTCTTCTTCTTCT^ 

AAAAAAAAAAAAAAACAAAGCCGCACAAGTTTTCCTAAAATGACTTATTTTG 

GTGATCATAATTTTTTTAAATTCAAAAACTGAACCA 

AGAAAAAGAAAATTTTTTCAATCTTGTTTGAGGAGAGAGAGGTC 
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CTTTCTTTCATTCTCATATACCATAAACTTAAACAACTTC 

CAAACCTCTACAACAGATCCAATTAATTAACAAAAAAAATGGTTAACGCTATCTTATCTAAGAAAA 

AGAAATTAGTAGCTGACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACC 

AACAAGGTTATGCTGGTGTTGAAGTTAGAAAAACTCCATCTAAATTGGAAGTTATTC 

CTAACACTCAAGGTGTTTTAGGTGAACAAGGTAGAAGAATCCATGAATTAACTTCATTC 

AAAGATTCAAATTATCTCCAGAAGGTATTGCCATTTATGCTGAAAGAGTTGAAGAAA 

CTGCTGCTGTTCAAGCTGAAGCTTTGAAAGCCAAATTA^ 

CTTATGGTGTTTTAAGATTTGCTATGGGTGCCGGTGCTA 

AATTAAGAGCTGCTAGAGCTAAATCTCAAAAATATGCTGATGGTTTTATGATTC 

GAACTAGAGATTTCATTGATATTGCCATTAGACATGTTTTAATC 

AAGTTAAAATTATGAAAGATCCAGCTGCTAATAGATTTGGTCCAAGAGCTTTACCAG 

AAATTGCTGAAGCTAAAGATGAAGATGAAGTTATTCCAGCTCCAACTGTTAAATCTTATAAACAAA 

CTGCTGAAGATGAAACTGAAACTGATGCTCCAGTTGAAGCTGAAGCTGAAGTTGAAGCTACTGC 

AA 

YNL178W_homolog 251aa (SEQ ID NO 432) 
MVNAILSKKKKLVATCWYAELNEFFTRELAEQGYAGV 

IHELTSLIVKRFKLSPEGIAIYAERVEERGLSAAVQAEALKAKLLSGLPIRRAAYGVLRFAMGAGA 

KGVEWISGKLRAARAKSQKYAIXSFMIHSGQPTRDFIDIAIRHVLiMRQGV^ 

GPRALPDAVKIAEAKDEDEVIPAPTVKSYKQTAEDETETDAPVEAEAEVEATA 

YNLl82C_homolog 2105bp public: 1..728, PathoSeq: 729.. 2105; CDS: 
501.. 2102 (SEQ ID NO 433) 

AAACTTTCTGATTGAATAAAGTGAACTCAAATCACATTCTTCGGCATATATCAAACCATTATTAGT 
TTTATCACGTAAATCTTCAATATACTCAGCCACCCA 

TAGTTGTGCTCCTCGTTGTCCCAATTCATATGCTATTTGAGCTCCAATACCACTGGTCCCACCAGT 

AATC^TAAACACTTTCCCATGCATGTCTCGCTCCCACGTATTGGTGGCACCATGGAAATAATACOT 

GGCTCCAGCAAGAGTTAATAGAATGGGAAGAACGGTAGGTCCATATTCTTTAATTTGGTCCCAATA 

TGGAATCACCTCTGGCCCATCAAACACAACACTAGTTAAAAAATTCACTGGCATAATTGGTA 

AAGAGTGAAGAAAAATGCTGTATTGGAGGTTGGAATTTGTT^ 

TCTTGTCCTTTTTTTTTTCAGTGCTAACATAATTTGGGATGTATGTATTGAAA 

TACAATTTCTTGTTCTTGTTCTCCCACTCATCTCATCGCTCTCTTATAAATO 

AAGTAGTATTTTACATAGCTCAAGGTGATCCAGCTGATAAACACAGTCAAGAATCATATGGATATG 

TTACATCAATCCATTCTTCCAAACAATATGCATCTTATCGA 

CTGCCATAACTGGTATTGGCCCAGGAGAAAGAATTTTCACTCCTGTTCCT 

ATGTATATTCATGGGGAAAAGAAAGTGTTGATCAACGTATACCGATACCAGAAGCATTGACTTGTA 

TCACGTTGATAAACCATCCAAATGGCAGTAACAACAACAGCGACAATGATGACAACCAGTTATACA 

AATTACCAAATTACCGAGTTCCTTGGTTGTTAGCAGGTGGATCAAAGAGTGGGAAATTC 

GGGAATTAAGTTCAGGCAATTTATTATGTGTCAGAGACGCC 

AGGGTTCAAGCTGTGGAACATTTTTAATTACTGGAGGAGAGGAT 

TAGCAGAATTAATTAGTATTTATGACAAATCAGACCATCAAGTGAAACCATATTGGCAAATCACTG 

ATAACACATTACCACTCACTGATCTTTGTTTAAATGATACTCATAACATTAATGATCTAAAATTAT 

ATACAACTTCAGAAGACAGCACGGTCAGGATTTATGATATAGTCACAAAGAGTTTGTTAACCACAT 

TTATTTTACCCAGTTCCGCTGAATGTATCACCAAGGATCCAGCTAATAGAGCGTTATATGTCGGGT 

TGAATAACGGTCTTGTAAGATCAATTCCTTTATATTCTATAAATAGCCATAGATC 

GTATTGGCGGCATGAATAAGATAATCACGGTTGATGCTGATCAAAATTTAAAAGAGACATTTGTTC 

CACATCAACAAAAGACGAAAACAGGAGACGATAAGCCTGTTGTTGTTACGAAATTGACAATTTCTT 

TTGATGGTACAAGTATAATATCTGGTGATTCTGAA 

AACAAGTTGTGAAATCATTCACACCTTCTAACTCTCCAATAGCTTATATTGCTGTTGAAACTATCC 
CTGATGACTTTGTCAATAACTTAGCTACTAGTACTACCACTAATAAAGCTGACAAGAAACATAGAA 
TGATACCTCAATTTAAACGAGTACTAGCAAGCACCAATTCTGAAGAACATCAGATATTCTTGGACA 
TTCCTGGTAAAACCACCGCAACCACCAACGCAACCGGCAATATTGACTTTGCAACTTGGTTACAAG 
GCAAACAATCTGAAGAATTACAATTCAAAAACCTTTCTGGAATAAACTCTATTGTCAAACAAGTTC 
GCAACGAGAATGTATCGGATCTCGAAGAGAGATTACAAAGAGTTTCTCAAGCATACACTGAATTAA 
GAAACAAACATGAAGAATTAATTAAAGAACATGCCAAATTATTAGATAAATTAGAATAG 
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YNLl82C_homolog 534aa (SEQ ID NO 434) 
MYVLKKKNWQFLVLVLPLISSLSYKFTNMD^ 

RQADSHINGTAITGIGPGERIFTAVPNKALINVYSWGKESVDQRIPIPEALTCITLINHPNGSNNN 
SDl^DNQLYKLPNYRVPWLLAGGSKSGKL YIWELSSGNLLCVM3AHYQGITTI KG S SCGTFL ITGG 
EDARCLVWNIJVELISIYDKSDHQVKPYWQITDNTLPLTDLCLNDTHNINDLKLYTTSED 
IVTKSLLTTFILPSSAECITKDPANRALWGLNNGLVRSIPLYSINSHTSVLESIGGMNKIITVDA 
DQNLKETFVAHQQKTKTGDDKPVWTKLTI SFDGTSI I SGDSEGRVFVSDIVTKQWKSFTPCNSP 
IAYIAVET I PDDFVNNLATSTTTNKADKKHRMI PQFKRVLASTNSEEHQ I FLD I PGKTTATTNATG 
NIDFATWLQGKQSEELQFKNLSGINSIVKQVGNENVSDLEERLQRVSQAYTELRNKHEELIKEHAK 
LLDKLE 

YNL190W_homolog 896bp public: 1..896; CDS: 501.. 893 (SEQ ID NO 
435) 

TTTCTGCAAGTATTGCGTGTGCTGCACAAACTTTTTATATCC 

CGGCAAGAAAAAACAGAAACAATACCACCAGCACGGACAAAAAGATTATAAGCTTTC 

GTTATGTCATCGGGTATTACAGATTGCAGGGCCATCTTGTCTTCATCAGTTATAGCATTTCAATA^ 

AAATAAGCCACATATGTGTACAG^GCTGAGTCTACTCAACATGTGTAAATAGAATAAATCAA 

CACAGTCTTTTGAGATCTGTTATTCTGGCCTATAGCGTO 

GTTTTTCTTTTATCTATTTTCGCACGACTTGGGGTGGTO 

TGTCGGTCTTCGCAGTAAAAATAAAAAATTCAAAAAAAAAAACAAATTGACTTT^ 

CTTTCTTTTCTATCAACAATACTAATCACAAGCCAACCATGAAATTCACTACTGOT 

TTGCTATTTCCTCATTAGCTGCCGCTAAAGGTGG 

CC/^AATATGTCACTGAAACTACCCACAGATACGGTCGTTTTGACAAAACCAGTAGATCTAAAAAGC 

CAAAGGAAACTGGTACTCACAGATACGGTAAATTCAACAAGACTCCACGTCCAGTTACCACAACTG 

TCTTGGTCAAAGAAAGCGACCTTCCAAAGAAAAGAGATGCTGTTGTT 

CTTCTTCCAACTCTACC^CCTCTAGTGGTAACAATGGTGTCGCCACTGGTGTCATC 

CTGGTGTCTTAGCTGTTGGTGCTGCTTTGGTCATCTAA 

YNL190W_homolog 131aa (SEQ ID NO 436) 

MKFTTVATVFAI S SIAAAKGGEKDHGKASTVTKYVTETTHRYGRFDKTS RSKKPKETGTHRYGKFN 
KT PRPVTTTVLVKE SDLPKKRDA WARD SKNAS SNSTT S S GNNGVATGVS LGLAGVLAVGAALVI 

YNL208W_homolog 1076bp PathoSeq: 1..1076; CDS: 501.. 1073 (SEQ ID 
NO 437) 

TTTTTGATCAGGCCTTTTGTTTTTTTTTTTGGGTG 
TTTCGGTTCTACTTGTTCCTTTTTTTTATTC 

TATAGGGAGTTGGAAAATTAAAAGCTTGAAAAGAAAGAAAGAAAGAAATACCAACGTGGAATTTCT 

ATTACGTAAGTCACTATAACTTGCATAGAAATTTCAGGTTTTCAATTTAAGAA^ 

TGAATTAAGCAATTGAAACGAATTGAACCAGCTCAGCATTTAT 

GGGGGTGGGTGAAAGAAAAATCTAAAAATATATAAATACTCC^CTTATCTCCTCTCTTCCTCTCTT 

TCTCTCTCTAACTCAATTTCAATTTTTCCCAAACCAAAATTTCCTTO 

TTTTACTCAATTGAATCAATATTAAAACAATAA^ 

GTGATCAATCCAATTATGATCCAAAAAGATCCTCGAATCAAGGATCATCATCATCAAATGATGAAC 

AACAAGACAGAGGGTTATTATCTACTGTCGCCGGTGGTGTTGCTGGTGGTTATGGTGGTCACAAAT 

TAGGTGAAAAG^CACAACATGGTACTTTGGGTACTGTATTAGGTGCCATTGGGG^ 

CCAATAAACTAGAAGATGCTTATGAAGACCGTAAAGAACATAAAAAACACGAGCAACAATATGGTG 

GTAGTGGTAAACACGAAGGCGGAAGACATGAAGGTGGTTTTGGTGGTGGTAGACCAGATGATCGTT 

ATGAAGGCGATAGAAGAAATGATAATTACGGTGGTGGTTACAATGATAGAAGAGATGACGGTT 

GTGGTGGTTACGGTGGTGGCAGACCAGACGATAGAAGACACGAAGGTGGTTTCGGCGGTGGCAGAC 

CAGATGACCGTTTTGGTGGCGGTAGACCAGATGACCGTTTTGGAG^ 

GAGATGACCGTAGATGGTAA 

YNL208W_homolog 191aa (SEQ ID NO 438) 

MSANDFYS SGDQSNYDPKRS SNQG S S S SNDEQQDRGLL STVAGGVAGGYGGHKLGEKAQHGTLGTV 
LGAIGGAIGANKLEDAYEDRKEHKKHEQQYGGSGKHEGGRHEGGFGGGRPDDRYEGDRRNDNYGGG 
YNDRRDDGYGGGYGGGRPDDRRHEGGFGGGRPDDRFGGGRPDDRFGGDRRDDRRDDRRW 
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YOL031CJiomolog 174 5bp public: 1..1342, PathoSeq: 1343.. 1745; CDS: 
501.. 1742 (SEQ ID NO 439) 

TTGGTATTGAAGACACCGAAGACTTGTTGAAAGATATTGAACAAGCTTC 

TTTGAGGGGATGTTCATTAGCAATGTATATAATTATTGTATATTA 

AACCAGAAAAGTGGTTTATACAGGAATATTTTAATAGAAATATCGCTTATATTC 

TGAAAGACAATCCGAATGTAGTGCTTGTCTTATT 

TGAGGAAATTCCAGATAGCTAACGGTTTTGCGATTACGAATTTCGCA^ 

AGGAATACACTACTGATC^GGTTATTCTTAGTACAATGGAAAAAAAAAAAAAGAAG 

AAACGAGAAATTAATGAACACGACTTCA(^CTACAACCTACTGGGAAAAAAAAGGCAGAGAGTTA 

TTGAAAAAGGATCATATCAAGTTCTTATTGTATATTATATGAAGTTTTCTC 

CCAGTTACTTAGTTGGTGTGAATTCTCTGATTC^ 

CAGAAAACCCTTTAGATTGTTATCCAAAATTGTTTGTTCCAACAAACGAGTG 

CAGGTCAAGATATACCACCTGGGTTAC^CGTTAGATTAAATATAGATACG 

AGCTAATGAGTGCTGACGAAAAAGACGAGCCAGTTCAAGAAGTAGTTGTTGGTGGCGAAT^ 

ATCATTCGAGGGAAGCCATCACTGAGAATCTACAAAAGTTGCATGAGCTGAAACATCCTGAAGTAA 

AACAGGAGCACGCTCATCGTACAAAGGTTAGCCAGGGAGATTTGAGTAATTTTGACGCAGC 

TGGAAATTGAGAGTTTCAAGCCACATGAGAGTGATGTGGAAAGGTTGCATTTGG 

TAGAGGAATTAAGTCATGATATCGAATTTGGGGTGAAATTGACCTCAGACAAAGCCATATTTCAGA 

GTTTTGTCAACATTGCCAATGGTGCTTCTGATCCAAAAATAACCGAAAAGGTATATC 

GGTCTAGTTTGAGAAATAATCCTGAAGCGATTAGTAATATCTTGACCAACTTCGACAAGAGCTATG 

TGGATAATTTGTTTGAGCAATTAGCGAATGAAAATG 

TTCAAGCTTTAGTCCAAAATAGCCATTTTGCAAGACAATAT^^ 

TAAATGATTTAATAGCGATTTTTCCCAAACTTGGTCCAAACTCAAAGTCCAG 

TAGAGGATTTACAATTGTTCCCAGTAACAAACGATAGAAGATCACTTGAAGATCAAGATCC 

CACAGGTTTCAAAATrTATTCAGAATTCCTTTGTTGGAAATAAACTTC 

CTTATTTTGATCAACTAGTAAATTTGCATCAGCTGAATAAGAGTTTGCGACCAAGT^ 

TCAATTGGTTAGCTGAAGAAGTGGAGTCGCGTAAAGAGAATAAAAAAAGAGACGATTATTCACAAG 

AAGACAAAGACTTTGATGAGTACATGTTGCGAGCACGTCATGAAGTATTTC 

TAAGAAAGGCAATTGCCGACGAGTTGTAG 

YOL031C_)iomolog 414aa (SEQ ID NO 440) 
MKFSVLVLLASYLVGWSSIVDTSEELICPDPENP 

NIDTLEKEAKLMSADEKDEPVQEVWGGELQDHSREAITENLQKLHESKHPEVKQEHAHRTKVSQ 

DLSNFDAACSEIESFKPHESDVERLHLALDTLEELSHDIEFGVKLTSDKAIFQSFVNIANGASDPK 

ITEKVYTIWGSSLRNNPEAISNILTNFDKSYVDNLFEQLANE1TO 

YFSFDHSSGLNDLIAIFPKLGPNSKSRASNILEDLQLFPVTNDRRSLEDQDPESQVSKFIQNSFVG 

NKLDEKNFKSYFDQLVNLHQSNKSLRPSGDFLNWI^ 

HEVFGNPMGLRKAIADEL 

YOL048C_homolog 1244bp PathoSeq: 1 27/985 993 , public: 
28. .984/994. .1244; CDS: 501.. 1241 (SEQ ID NO 441) 
ATGATTTTTTCCTTGATTTTAGAGCTGTTA 

TGATTGAAATTAAAAATACTAACTATTCCAGGTCAAAGTAAACACTATAAAACAATATATTTCAAT 

AACAGGAGCAGTAATTAGCTTCAACATC^GGTACTCTTTTATTTTTCTA 

AGTAGCTCTTATCCATAGATCCAAATATTTTAACCTTTTTTTTTTCCTACTCTC^^ 

TTGCAAC^CTTACTGCTCACAACGCCAATGACCATACCATTAATTTCAATAATCAAATCAAGAGCT 

TATTTGTATCCTCTCAAGGTATGTTAATGTATTAACAACACCGATTCTATTTCACCAACTAACACG 

ACAGAAAGGGGTTGTACTATTTTGTAACACATCCCACCGTTTGG 

TACCTCAATTGGTCCTTACACTAGTCATTTACCTGATTATGTTTTCATTG 

CTATTGTATATAGATTGTTAATGGGACCATTAGGGGTG 

AAGCGAGCACATTGTCTATATTTGTTGTCACAATATCCTTAATGCCTCACATACAACGAGTGGCAT 
ATGATGCAATATTGAGTAGAGAGTGTGCAAATGATGTGGTACTAATGGGAAAACTTAGGAGGTATA 
GAAAACTACCCATTAGAGTAAGGGCCAGAGAATACCTTAAGGCCATTCCAGATTTTTCGATC 

CCTTCTCITTGCTCAAGCTACTTGTGTTTTTC 
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TTGTATTGTTTTTCCAATCTTCCAAGCGTC 
. GGTTTCTGCGTAGTGACATAAGAACAATCCACAAGCTAAACAGACCAGCATATATGGGGTACGGAG 
TGGTTGCGCTTTGGCTCGAGCTGTTTCCATTTATCAATATC 

GAGCTGCTTTGTGGGCAGTTGATATTGAACAACAAGAGAAGGCCGTCACAGAGAATC 

CTACTACCACCGCCACAGATACGAATAGCGTCAATCAACAAGGTCTAGTTATACCCGTACACAATG 

AACCAGCAACTAATATACCTGAGGCTACCCCAAAAACTGCTACAAATACCATCTAA 

YOL048C_homolog 247aa (SEQ ID NO 442) 

MFSLFFPPQAIVYTLI^GPLGVIGAWySLISQASTLSIFVVTISIjMPHIQRVAYDAILSRECANDV 
VLMGKLRRYRKLPI RVRAREYLKAI PDFS IF PFSLLKLLVFFGIYF I PFVGPI I VLFFQS SKRGLK 
AHARYFKLKGFSRSDI RTIHKLNRPAYMGYGWALWLESFPFINMF FMFTNTLGAALWAVDI EQQE 
KAVTEWAAATTTATDTNSVNQQGLVIPVHNEPATNIPEATPKTATNTI 

YOR027W_homolog 2270bp PathoSeq: 1 . . 947/1781 1828, public: 
948. .1780/1829. .2270; CDS; 501.. 2267 (SEQ ID NO 443) 
GCATTTTACTTATTTAGATATTACTTCATATTGCTTTTATTTAGA 
AGTTTTTATTTTTTTTTTGTTTAAAGT^ 

TATTTAAATTATAGTAATCATCCTATAAATTTCAAAGTCAAAAGACAGATCTTAAGGTC 
TAACTCTCTATGGCCTTCTGTCTCAAATTGTTGTCGTTTC 
GAAATTAGAAAAGAAAAAAATTACACATGGTAGCAGCTGATGTAT 
AAAGAAAGAATTTTTTTTTCTTCCATTTTTC 

TTAAAAGGGAACCCCTTCCCGAAAAATCCAAAACCAAAACTTCCACCCAAATATCAAATAACTAAC 

TTATCATTCCAACAGATAATATTCCCACTTCAATAACAATGACAACAGCTGACGAATACAAAGCAG 

AAGGTAACAAATATTTTGCTGCTAAAGATTTTGAAAAGGCGATTC 

AAGCATCACCTGAACCAAACCATGTTCTTTATTCAAATCGTTCTGGATCTTATG 

ATTTTAACAACGCATTAAAAGATGCTCAAGAATGTGTCAAGATCAATCCTAGTTGGGCCAAA 

ATAATAGAATTGCTGGGGCTGAATTTGGTTTAGGTAATTTTGATC 

AATGTTTGGAGTTGGATCCAAATAATGCCATGGCTAAAGAAGGTTTAAAATCAGTTGAATCTG 

TATCATCTGGTGGTGGTGATGACAAGGATTTAGGATTTGGTAAAATTTTA 

ATACTAAATTGAAAAATAATCCTAAAACAAGTGAATTTATGAATGATCCTCAATTTC 

TTGAACGTCTTAAAACTAATCCACAATTGGGTAATCCTGATATGTTTAGTGATCCAAGATTA 

CGGCTTTTGCTGCTTTAATGGGTATTGACATGGATTTACCAAATATGGGATTCACTGCT 

AATCACAATCCAATGCATCAGAACCAAAACTGGAACCAAAATCAGTACGAGAATCTAAACCAGAAC 

CAAAAGCAGAACAAAAGGAAGAAGAATCAACCTCAGCCAAAGATGAAGACACTCCAATGACTGATG 

CCCAAGACGACACTAATGATAATGATGCCAAAACCCAAGCTGACAATGCTAAAGCTGAAGGTAATG 

CCTTATAGAAGAAACGTCAATTTGATGAAGCAATTGCCGCCTAT^ 

AGGATATCACTTATTTAAACAATCGTGCTGCTGCCGAATATGAAAAAGGTGATTATG 

TTGCTACATGTGAAAAGGCCATTGATGAAGGTAGAGACATGAGAGCTGATTATAAATTGATTC 

AATCATTTGCT AG ATT AGGT AAT ATTT ATTTGAAAAAAGATG AATT AC C CG AAGC AGTG AAAAATT 

TTGAAAAATCTTTAACTGAACATCGTACCCCTGATGTTTTAAATAAATTAAGATCAACTCAACGTG 

AAATTAAAACTAGAGAATTAAATGCTTATATAGATCCAGAAAAGGCTGAAGAAGCAAGATTACAAG 

GTAAAGAATATTTCACCAAAGGAGATTGGCCAAATGCCGTTAAGGCTTATACTGAAATGATTAA^ 

GAGCACCAGAAGATGCTAGAGGATATTCTAATCGTGCTGCTG 

CTGATGCTATACAAGATTGTAATAAAGCCATTGAAAAAGATCCAAATTTCATTAGAGCTTATATO 

GAAAAGCTAATGCTCAATTGGCAATGAAAGAATATAGTCATGTCATGGATACTTTAACCGAGGCAA 

GAACTAAAGATGTTGAATTGGGTGGTAAATCAATTCATGAAATTGATG 

CTTATCAAAGATTTCAAGCCATTGAAGGTGAAACTCCTGAACAAACTATGGAAAGAGTTTCTAAAG 
ATCCAGAAATTGTTCAAATTTTACAAGATCCAGTAATGCAAGGAATTTTAGCTCAA 
ATCCTGCTGCTTTACAAGATCATATGAAAAATCCTGAAGTTTATAAAAAAATTAAT^ 
CTGCTGGTGTTATTCGTACCAGATAA 

YOR027W_homolog 589aa (SEQ ID NO 444) 

MTTADEYKAEGNKYFAAKDFEKAIEAFTKAIEASPEPNHVLYSNRSGSYASLKDFiraALKDAQEC^ 
KINPSWAKGYNRI AGAEFGLGNFDQAKSNYEKCLELDPNNAMAKEGLKSVESALS SGGGDDKDLGF 
GKILNDPNLYTKLKNNPKTSEFMNDPQFVAKLERLKTNPQLGNPDMFSDPRLLT^ 
PNMGFTAPNESQSNASEPKSEPKSVPESKPEPKAEQKEEESTSAKDEDTPMTDAQDDTNDNDAKTQ 
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ADN AKAEGN AL YKKRQ FD EAI AAYNKAWE LHKD I T YLNNRAAAE YEKGD YD AA I ATC EKA I DEGRD 
MRADYKLIAKSFARI^NIYLKKDELPEAVKNFEKSLTEHRTPDVLNKLRSTQREIKTREI^ 
EKAEEARLQGKEYFTKGDWPNAVKAYTEMIKRAPEDARGYSNRAAALAKL^ EK 
DPNFI RAYI RKANAQLAMKEYSHVMDTLTEARTKDVELGGKS IHEIDELMNKATYQRFQAI EGETP 
EQTMERVSKDPE I VQI LQD PVMQG ILAQARENPAALQDHMKNPEVYKKINML I AAGVI RTR 

YOR312C_homolog 1019bp public: 1..1019; CDS: 501.. 1016 (SEQ ID NO 
445) 

CCACTAACAAACTTTTTTTTGACTATACACCACTC 

TAAGAATTTCAGTTTAGAAGGTATTCAACAACAACCGAAGAGTATGTTCAACATCGTTATAATAGA 
ATAGAATAAGAGCATGACAACAAAGGGATACAAGCTTGAAAAAAGAAAAAGGGTGGGATATCTTAA 
AATTATTAAAGAGTTTTTTTTATAACATGTCATTGAGATTC 

TAAAGTCATTGGATGGGAGAGTTAATTATTCGTTTTATTATTAGGATTACCAATGAATAGT 

AGTGATGGAGAGATAGAATGAAAGTATTCAGAAGAGCATCAAGTCCCTTATAAGTTTGTGAGACAT 

AATATGTCTACCCCCTTGTCAACTTGTCATAAAOT 

AAAGATTTACTAACTTAATTTCAATTATTTATAGAA 

TTGGTCGTAATTTACCAACTGAATCCGTTCGAGAACCAAAGT^ 

CAAACACCGTTGTTGCCAAATCAAGATATTGGTATTTCTTGCAAAAATTGCATAAAGT^ 
CTTCTGGTGAAATTGTATCTGTCAACATTATTTCTGAAGCT 

GTATTTGGTTAAGATATGAATCCAGATCTGGTATTCATAACATGTACAAAGAATACAGAGATGTTA 

CTAGAGT1HMTGCTGTTGAAACCATGTACCAAGATTTAGCTGCTAGACACAGAGCTAG 

GTATCCATATTTTGAAAGTTGTTGAATTAGAAAAAACTGATGATGTTAAAAGACAATAC 

AATTTTTGACTAAAGATTTGAAATTCCCATTACCACACAGAGTCCAAAAATCTAAGAAATTC 

AAGCTACTGCTCCAACCACTTTCTACTAA 

YOR312C_homolog 172aa (SEQ ID NO 446) 
MSRLNEYQVIGRNLPTESVPEPKLFRMRIFAPNTWAKSRYWYFLQ^ 
AKPTKVKTFGIWLRYESRSGIHNMYKEYRDVTRVGAVETMYQDL^^ 
DDVKRQYVKQFLTKDLKF PLPHRVQKSKKLFQATAPTTFY 

YOR369C_homolog 932bp PathoSeq: 1..228, public: 229.. 932; CDS: 
501.. 929 (SEQ ID NO 447) 

tgtttactttttctgtagttttaaagtttcctaatttaacttc 
ttaacatacctttgtcacaagcaattatattgaagttttttgatacaa 
tacatgtgagatatataattgtgtatatacagtcacgtgaatagagcagaaaaattacgaagtaga 
aatattggtagcgcgttagggctatagccctatt^^ 

TTTTTTTCTTTCTTAGAATCCTTGAGGCACTGACACTGTACTCTC 
TAGGTAGTGAAAAATTTCCACTAGTCTTCCCATAACCCA 

GAGCAGTAAATCAATTTACTTGACGAAGAAGTCTATACATAAATATAAACTTGTCCCCTCCCCCCC 

CTTTTTTTTTAACTAACTAAGAAGAAAAAATTAAAAAAATGTCTGA 

TTGAAGAAGTTGTTGTTGAAGAACAATCCGGTGCCATCACCATTGAAGATGCTTT 

TAAGAACTTCTTTAGTCCATGATGGTTTAGCTAGAGGTTTAAGAGAAGCTTCTAAA 

AAAGAGAAGCTCAATTATGTGTTTTGTGTGACTCTCTTACTGAAGAATCAATCATCAAA^ 

AAGCTTTATGTAATGAACCAGAAGAAAAAATCCCATTGATTAAAGTTTCCGATGCTAAATTATTGG 

GTGAATGGGCTGGTTTATGTCAATTAGATAGAGATGGTAATGCTAG 

GTGTTGTTGTCAAAAACTGGGGTGCTGATTCTGATGAAAGAAACATCTTGT^ 

AACAATAA 

YOR369C_homolog 143aa (SEQ ID NO 448) 

MSDVEQEQIVEEVVVEEQSGAITIEDALKVVLRTSLVHDGUVRGLREASKALSKREAQLa/LCDSV 

TEESIIKLVEALCNEPEEKIPLIKVSDAKLLGEWAGLCQLDRDGNARKWGASCVVVKNW 

RNILLEHFSQQ 

YPL047W_homolog 881bp public: 1..811, PathoSeq: 812.. 881; CDS: 
501. .878 (SEQ ID NO 449) 
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AAAATTTCCAATCTTGAATTT^ 

CATTATCGTTGTCATTTTCATTGTGATTGTCAA 

TCTTTGACTCTAGCTGTTCATCTGTCATTACCCTTGGCTTGGTTTGTC 

ACAAACTTTTTGATTGATTGCAACTGAACAAAAAAAAATAC^ 

ACACAATTTTCAGCTCCTTCCAAGTCGTGTTTTTTTGGAAGAAAAAAAA^ 

AACTCTATGCTCTAACCGACAACATTAGATTACTTTGATAACTCACAACCTTTAATTAACACTATC 
TACAAAATATGACAAGTACACCAATAACGTACAAGACACTAGTATGAAAGGCAAGCACAAACTTGC 
AAACAAAAAACCCCTAACTTTTATTATAGTTTTGTTC 
TCTGTTTTTTTTTTTTTTCAAAGGCCGATTCTATA 

AACATACATTAACCAGTTTAACCAATATTAAAGATCATTCCTCATTATTAAATTCATCTAATAGCA 

ATACTAATAGCAATACCAACGGTACAATTGCCAGTAATGGTGGAAATGGGACTACAAGTGATGAAA 

ATAATGAAATTGAAAATTCAACAATTCAAGATAAATCAAAATT 

ATTTCCGATGTCTTAATTGTGGTAGAAATATTGCCGGTGGAAGATTTGCATCT 

GTTTAGAACGGAAACGGAAATGA 

YPL047W_homolog 126aa (SEQ ID NO 450) 

MLFCFILTKICFFFFSKADSIFNDLINNIIKQHTLTSLTNIKDHSSLLNSSNSNTNSNTNGTIASN 
GGNGTTSDENNEIENSTIQDKSKLKQLETSRYFRCLNCGRNIAGGRFASHISKCLERKRK 

YPLl37C_homolog 5344bp public: 1..3342, PathoSeq: 3343.. 5344; CDS: 
1250. .5341 (SEQ ID NO 451) 

CTCTAGAAGTAGGACATCGTATAGTGTATAAACACTCAATAAGTAATGAAGAAACACGTTTTGTTG 
TGCAATGTTAGCTGGCGAGCTCAATATTGGGTCTCTCCGCCGTCTGTCTGCCTTGCATTCTACTTT 
TTTTCTCCTTATGGAAAACATTAGTACTAGTAGTGGTGGTAGTAGTTGCTGTTGTTTG 
ACGTAGTTGTTTTCCCCTCATTCTTTCATCTGATTATTCTGTCTTTGTT 

GGGGAAGAAGAAACAACAAAAGGGGAATTTGAATATACGTCAATCTTTTAATCCTACTACCACGGG 

GGGGGGGGGGGTCATACTTCTTGGTGTAAATAATGTATGGAGATTGAGGTTATTAGAC 

AGAGGTCTTGGTTGAGTAAGGCGGGATAGCACAAATAATGCGTGTCTAATTGGTCAGAGAATAATA 

TGCTTTGGGGAACAATAGAAAGATGTAGCGAGAGAAATAGAATTNCAAGGGTAAGGATGATTAACT 

TTTTTTTTTTTTAATGCTTGGAGTACTTO 

AAAAGAAAAGTATATAACITTAGTAATCGGAGAACAATTGAAATCAATATTTTC 

TATAGAGTAACCTGGGTCGAGGTGAACCCGAATTCAATATTGGTTTTCGGTTGTTATATGCTACAT 

AACCATCCTCATCTTGAATGAAACAAGGATAATAGAAATGAGTATATTAAACAAACAACATTATGT 

TGTTACTGTTGTATTCTGTTTTTTGGTCATTGCCATGGTAAT 

TTCATCGTAAGTCTCTCCTTCTCTGGGAGATGTTCTCTCTCTCTTTCTC 

TGTTAATTGTTAATTGTTGATTATTGATTGTTCCCCAATTAA 

ATTGTCATCATAT^ATTTTTTTTTAGAAAATCACTCCATAAATO 

TAAATCGGAACTTCCGTCAATTGGATTCGGTTTTT 

tttattttctttttgcttcctacttctcttttattto 

cttgaaactggttaattttaaatcaacttcgtgatttttttccggaaatctaa 

cagtaatctgccaccacttggttctacaactaacgatcagagactaccccaaagcggagtttcatc 

catacccacaaataaattgcctttacctaatgccaatgaagattttgccacgggtgtc 

agatgttgactggctatttcgaggtaaatcaaagaaattggggaaaaagatggctaacaacaatgc^ 

caataaggatgaacgaaagaatagtcatggtaacatcaaaaactcggaaaaaactaccgcaaaacc 

caatgaaactaaacatgagtctaatggtgagaagttagaattcaatgttccaaaatctgtaatgcc 

aacaaagcatacatcgtctgggaacccaaaagcacctaccaatggacaaatctcaaatgtaacacc 

aagtcaaccaagtccgaaacagaccacttctgggtcaacaaatgcaaatgatatacctccaatttc 

tcctaaacaaccagaaaaggcatcaaagttgaataaactaaaaattgggcgttcaagatcgtcttc 

tgcatcaacagtcgtaccttcatctacaacagcttcaactactactaatcctggagatcctaaaag 

tcaaccaaaaagacgk;agcagtagttttaactttgttactccttccttgacgagtgatto 

tgacgatcctgcattggtatctcaattatcaaacaattcaaattctctgaactcatcctcgcctaa 

tgtttctcgttcaaatagcaaaaaaggtgggttattcagtt^ 

' ctcggcttcatctaaacaaccacaactgcattcatcgtctacaccatcaaccacaacgacaaatgg 
tggcggtaactcgtccgctgctccaaaatcatcccatcactcccccaaatttaatccttca 
tggtccagtatcaaagcacaatcgagaagctgaagatttggtgtctcto 
tgggagtggaataccaattaaacgtaaaccatcaatatcgggaaattcaattttcaaagattcatt 
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TCTCGATGATGCAAGTTCTTCACCGTCATCTTCATTAAACTCTGATC 

GAGACGTTCCTCTGTGGCATCTACACCATCAACACACGCGTCAACACCTCGAGTG 

AAACCCC^TAGGAGAAAAGTACCCATTGAAGAAATATCTGAAGTTCGATTGCGTCGGGTTACCTT 

TTCTGTTGATAAACTCGAGCACGATCCGCAACAGCAGATTCCTTCAAGAAGACCTAAACGAGGTAA 

TGTTTTAATTCCACAGGACATCAATGCACCACCTC 

ACCAAATAATAAAGATGACGGTAAATCACACAACCATTCCAAATATAGTGATCATGAAATTGCATT 

AGCTGAAGATGCTCAACGCCGAGCAATTATTGAAGCAGAAAAACATGCTCAAGAAGCTCATCGAC^ 

AGCCAAAAAGATTGCTCAAGAAGTTTCTGGGTATAGATCACATAGATTCATATCCA 

TGGTAGTGTTGGTAATTCTAACACCAACGGCAACGACAATGACGAAGATGA 

AGCAGTTGATAAGAAATTGGCAAATGATGTTTCTGTGGATGGACCGTTGCATC 

TTTCGAAGAAGAAATTGAAAGCAAAACAGGTGAAAAGACCATTTCATTGGAA^ 

ATGTTGTCATTTACGAGAAATTTTACCAATCCCAGCAACATTGAAACAATTC 

ACCGTTGGAAGTGTTAAAGATGCTCAACCCAAAACCAACTTTAATTGATGTC 

TTTTATTGCCATTACACCTATTAA 

GAAAAACTTTCTTGGATCGTTGACATATAATAAACAATTGGAAAAGTTATCGTTC 
CATTGATGAGTTGGGATGGAAGTATTTGTGTGAATTTTTGGCA^ 

GGATATATCACAACAACGTATCAAGCCAGATACCCCAGACACAAGCATTCGTGGTAATATGAACTG 
GGACTTATTTATTCGATCATTAATTTTGCGTGGTGGAATAG 

ACTATCCGATGCAATATTTGAAAAGTTCATCAATCAAGCGGTTAAGAAGTCAACCTATCGA 

TATTGCTGGTATTGATTTGAATGTTAAAAAATCAGAAATGGTCACATCGTGGOT 

TTCTCAATGTGTTGGTGTTGATATTGCTTTTAATGATTTGAG 

TAATGCGTTTAACACTGGCAAAGTGAACAATTT 

GAACATTGAAGAAACTTCTGACTTGATCAAGTCATTAATT 

TTTAAGTTCCATACCTAATATCTTCCCGAAAATAATTACCCATTTGGACAAATACTTGC 

TCCTAATCTTCGAAGAATACATTTTGATCTTAATGAATTAACCGCACAAGCTATTGGGTCATTGGC 

GGGGTGTTTACTGAAAATGCCCCAATTAGTTCATGTCTCGOT 

TACGTCA6CAGCTACATTATACGGAGCAGTTAAACAATCCAAGACCTTGTTTGCTCTTC 

CTACGATTTAATACCTGATCAATTATCACAACGTATTGCCTTTTATTTGATGAGAAAC 

CACTTTGAAGCCATCTCATGGCGGCAATATTGAAAGCAATCGAGAAAAACCAGAGGATTTGATGTA 

TGATGGATCGTTATTAATGGAAACAGCTGAAAAATTATTAGTTGAAATAGAAAAGGGTAAGAAA 

GGATATCAAAATGCAAAGAATTATATCCGATTCAGTATTGGAAAGAACAAGATCGATTCGTAAGGA 

TATTCACAAAACCATTGATACATTATTCGAACAAAGA 

AGAGAATTTAGTTCGATTTTGTTTATTAGATTC^ 

AC^TGCCAACGGATTATTATTAACACCAACGACCTCCACGGACGATCTCAGAAGTAGAGCCATGTC 
GCCATCGGTCACTGTTGATACAATCCATGAAAGTGCAAATGAGT^ 
ATCACCACATGTGAATAGGAAAGCAGAACAAAGCTCGTATTTCCCAGTGTT^ 
TTTGACCCCTCATCAAGTTGTCGTTGAGTCAAATCATGAAGGTA 

GACAGGACGACCAGTTTTGATTCGATCAATTAGTCAAACTTCTGTGCATGCAAAAGAGCAAGAAAT 

TGAAGAAGGGGAGCTTCATAAATTTGGATTCTTTATTCAACAAAAAGAGAGA 

ACAACAACAACAACAACAGAACTCACACCACCAGCACCAACCGGCCCAGCTGATCCAACAAGAAAA 

CCAGCTGCCGCTGCCACAACAAGGAAAATATGAAGATTTACCGATATTAAATACATTACCGTCAGG 

ACCAGAGTTGAGAGATGCTATAATGGCAGCTAAGGGAGTAGCAAATGTTACTGAATTAATTGATCG 

AATTAATAATCATCGTGTTAAAATCGATG C AC CATCGACAAAAC ACC ATC ATGAATTGAAC AAACC 

AAATTCTGACAAAGTAGTTGAGGATGAAGTTGAAGTTTCTGATAATGCCTCTATTGATTCTACT^ 

TGGTGACGATTTACATCAACTTGGTGACGGTAAACATAATGGTAATGGTACGGTTGATC 

TAGTGAAGTTTATGAOVAGTTGTTAAATGATGCTGAACGAGTCAGACTGAATAGAGATATATAA 

YPL137C_homolog 1364aa (SEQ ID NO 452) 

MTSNSPPLGSTTNDQRLPQSGVSSIPTNKLPLPNANEOT 

NANKDERKNSHGNIKNSEKTTAKPNETKHESNGEKLEFNVP 

TPSQPSPKQTTSGSTNANDIPPISPKQPEKASKLNKLKIGRSRSSSASTWPSSTTASTTTNPGDP 
KSQPKRRSSSFNFVTPSLTSDLAYDDPALVSQLSNNSNSSNSSSPNVSRSNSKKGGLFSSLSSKFR 
SSSASSKQPQSHSSSTPSTTTTNGGGNSSAAPKSSHHSPKFNPSLVGPVSKHNREAEDLVSLTOT 
PAGSGIPIKRKPSISGNSIFKDSFLDDASSSPSSSLNSDGGLKFFRRRSSVASTPSTHASTPRVIL 
NKNPNRRKVPI EEI SEVRLRRVTFSVDKLEHDPQQQI P S RRPKRGNVL I PQDINAPP PRLCLGI SV 
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NEPNNKDDGKSHNHSKYSDHEIAI^EDAQRRAIIEAEKHAQEAHRQAKKIAQEVSGYRSHRFISIK 

EGGSVGNSNTNGNDNDEDDDEVEEAVDKKIJVNDVSVDGPL^ 

TRCCHLREILPIPATLKQLKNKTAPLEVLKMI^PKPTLIDVLSFSDFI^ 

MLKNFLGSLTYNKQLEKLSLRWSIDELGWKYLCEFLATNKTVKKLDISQQRIKP 

NWDLF I RSLI LRGGI EELVINGCKL SDAI FEKF INQAVKKSTYRLGI AGIDLNVKKSEMVTS WLTD 

GNSQCVGVDIAFNDLSKGQLRPFINAFNTGKVNNLVFFSL^ 

U5LSSIPNIFPKIITHLDKYLPRYPNLRRIHFDLNELTAQAIGSLAGCLSKMPQLVHVSLLGNRNL 
STTSAATLYGAVKQSKTLFALDLDYDLIPDQLSQRIAFYLMRNLEYTLKPSHGGNIESNPEKPEDL 
MYDGSLLMETAEKLLVEIEKGKKEDIKMQRII^^ 
GKENLVRFCLLDSSLEKLVVMVEEHANGLLLTPTTSTDDLRS 

I L S PHVNRKAEQS SYF P VF ANNDNLTPHQ VWE SNDEGRDVP I DKMTGRP VL I RS I SQTS VHAKEQ 
EIEEGELHKFGFFIQQKERQKQQQQQQQQQNSHHQHQPAQSIQQENQSPSPQQGKYEDLPILNTLP 
SGPELRDAIMAAKGVANWELIDRINNHRVKIDAPSTKHHHELNKPNSDKVVEDEVEVSDNA^ 
TNGDDLHQLGDGKHNGNGTVDPMVSEVYDKLLNDAERVRSNRDI 

YPL175W_homolog 1859bp public: 1 .. 393/395 . . 1859 , PathoSeq: 
394;CDS: 501.. 1856 <SEQ ID NO 453) 

ACGGAATAATGTTATGCGAACAGAGTAACTGGGATTATCAACAAGCATCAGTCAATTO 
CGGCTGCTTCTTTGCCTAGTGATGCATTTGTACAATAGAATTATAATTAAAA 
AATTCAATGTAGGTGATATCACTTTCTGAGAGTTCTTATTACGATATATAAAATACATAGCCAAAA 
TTATAATGAAGTAAAAACATGTAACTGTGTAATTTTATTCAAGTCCAAAGGTATTC 

TAGAGTGTTGAGCATTTAAAATATGAAGGAAGACCGATAACCTAAAGTTTTCCTCAGGGTC 

GGCTAGGAGGAATAAAATCTGAGTAGAGAACTTTCGTTTATATCAGTTTTTTGCAA 

AAAACAAAACAAAATAACACCACAAACGAATTACACAAGCACATCCTAAACACCACTCTGTTGGAG 

GACCAATCAACCTGAGAAATGCAAACTTGTAATAAAATATGGGATACAATATAGCAATGGTAACAG 

ATTTTTTTTACCCTCAACCTGGAGGAGTAGAGTT 

AACTAGGACACTCAGTGGTTATCATAACTCATAATTATTCATCAAGAAATGGTGTACGAGTATTAA 
CGAATGGTTTGAAAGTGTATTATGTACCACTT^ 

TATTTCTGTGCTTCCC/^TATTGAGGAATATCTTCATACGAGAAAACATTGAGATTATTCACG 

ATGGTTCCTTCAGCACATTATGCCACGAAGCTATATTACATGGCCGAACAATGGGATTAAAAACAG 

TCTTCACTGATCATTCACTTTTTGGATTTGCCGAGATTGGATCAATTATGGGGAATAAAG 

AGTTCACTTTCAGTGATGTTGGCCATGTTATCTGTGTCAGTCACACCTGTAAAGAAAACAC 

TAAGAGGATCAATAGACCCCATAAAAGTGAGTGTGATACCGAATGCAGTTATTCTGAAAGATTTCA 

AGCCCAAATCGCATTGTGTTAACAAGAACTATACTAAAGAGATCACCATTGTGGTGATCACGAGAT 

TGTTTCCAAATAAAGGAGCCGATCTATTAACGGCTGTTATCCCCAAAATTTGCCAGTTGAAACC 

AAGTG AAATTTCTAATTGCTGGTGACGGC CC C AAGTTTTTAG ATTTAGAAC AAATC 

ACTTTCTTCAGGAAAGGGTTACATTAGTAGGCGCTATAAAACACGAAGAAGTAAGAGATGTAATGG 

TCCAAGGTGACATATACTTACATCCTTCATTAACAGAGGCGTTTGGTACAGTTATTGTGGAAGCTG 

CATCATGTGGGTTATATGTTGTCACTACAAAAGTTGGAGGCATACCCGAAGTCTTACCAAACGAAA 

TGACAAGCTTTGCTGAACCGGAAGAAAACTCACTTATTGATGCTGCTATAGATGCTATAAATAAAA 

TTGAAAGTAATGAAATCGATACCTCAAAATTTCACGATGCGGTTGCAAAGATGTACAGTTGGAA 

ATATTGCAAGAAGAACAGAAAATGTTTATAATTCACTTGATTTAGACAAACTAAACGAGTCTTTAC 

TTCACCGATTACAAAGATACTATTGTTGTGGTATAATAGCAGGCAAACT1TATGCTTTATGTGTAA 

TAGTGGATATTTTTATTTTCGTGATACTAGAATGGTTGTA 

CAAAATGGCCACTGGCTATCAAGGAAGAAGACGAGCTGGAAGAAGAAACATTTATTTTTCCGAAC^ 
AAGTAAATTAG 

YPL175W_homolog 452aa (SEQ ID NO 454) 

MGYNIAMVTDFFYPQPGGVEFHVYHLSQKLIELGHSWIITHNYSSRNGWVLTNGLKVYWPLW 

IYRSSVFPTVFSCFPILRNIFIRENIEIIHGHGSFSTLCHEAILHGRTMGLKTVFTDHSLFGFAEI 

GSIMGNKALKFTFSDVGHVXCVSHTCKENTVLRGSIDPIKVSVI PNAVI SKDFKPKSHCVNKNYTK 

EITIWITRLFPNKGADLLTAVIPKICQLKPKVKFLIAGDGPKFLDLEQMREKYFLQERVTLVGAI 

KHEEVRDVMVQGDIYLHPSLTEAFGTVIVEAASCGLYVVTTKVGGIPEVLPNEMTSFAE 

DAAIDAINKIESNEIDTSKFHDAVAKMYSWNDIARRTENVYNSLDLDKLNESLLHRLQRW 

AGKLYALCVIVDIFIFVILEWLYPADHIDKATKWPSAIKEEDESEEETFIFPNKVN 
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YPL218W_homolog 1231bp PathoSeq: 1..407, public: 408. .1231; exon 
1: 501.. 518, intron 1: 519.. 676, exon 2: 677-1228 (SEQ ID NO 455) 
GATACAATTCACGACCTCTAATTTCCTC 
AATAATTGAATAATGATATAAATATAATGTTGTGAA 

TCAAGTGTTGTTACACTCTTGTTATTATTATTATTATATCGTTTACAAGTAGA 

ACAGCAAATACTGTCGTTAATAGGAATCAGAGGCAGAAAGAAAGAGAGAGAAAAAAAAAAAGGACA 

CATTTACACGTACACCCTTAACTTGAAGGAAAAAAACAAAACAAGAGAGACAAAGAAAGAGACAAA 

GAAAATACTTTCAACAACGAAAGATTGAGATATTGGTGATTTTCA 

ACAACTTGTAGATTAACAGAATTTGAACATTTCTAGAGTTTCTTATATTC 

TTAATAATAACATTTGATTATACAAGAACATTTCAATCATGTGGAT^^ 

GATTTATCTTTACCGAATCAATACTTTATTTATGAGTGATTGGTO 

TTTATTCTATTAACCAAGTTTGATCTAATTACTGATC 

CACTTAATTATTTACAGTTCAAGATATATTATCATCATTAGGATTATGGAA 

ATTATTTTTAGGGTTAGATAATGCTGGTAAAACTACTCTTTTAC 

GGCCACTTTACAACCAACATTACATCCAACTTCAGAAGAATTGGCCATTGGATCAGT^ 

TACTTTTGATTTAGGTGGACATCAACAAGCTAGAAGATTATGGAAAGATTAl^ 

TGGTATTGTCTTTTTAGTCGATGCTGCTGATACCGAAAGATTTGCTC 

AAGTTTATTTAGAATTGAAGAATTGAGTCAAGTTCCATTTGT^ 

TCCTACTGCAGTAGGGGAAATGGAATTGAAAAATGCCCTTGGATTATATAATACTACTGGTAAAG 

TACTGGTAAATTGCCTGAAGGTACTAGACCAATTGAAGTGTTTATGGTTTCCGTTGTTATGAGATC 

TGGATATGGTGAAGCCTTCAAATGGTTATCACAATACATTTAA 

YPL218W_homolog 190aa* (SEQ ID NO 456) 
Ml/TC FDWQDI LS SLGLWNKHAKLL^ 
TTFDLGGHQQARRLWKDYFPEWGIVF^ 

VPTAVGEMELKNALGLYNTTGKDTGKLPEGTRPIEVFMVSVVMRSGYGE1AFKWLS 

YOL127W_homolog 429 bp, public: 1..429, CDS: <1..429 {SEQ ID NO 
475) 

CTTATAGCAACTACTAAAGCTTCAGCTGCTAAAAAAGCTGCTTTGAAAGGTGTTAAC 

GCTTTAAAAGTTAGAACTAGTACTACTTTCAGATTACCAAAAACCTO 

AAATACCAAAGAAAATCAGTCCCACACTACAACAGATTGGATC 

ATTGCCACTGAAACTGCTATGAAAAAAGTCGAAGATGGTAACACTTTG 

AAATCCAACAAACACCAAATCAAATCTGCTGTTAAAGAATTATACGATGTTGATGCCTTA 

AACACTTTGATCAGACCTAACGGTACCAAGAAAGCTTACATCAGATTAACCTCTGACTACGATGCT 

TTGGATATTGCTAACAGAATCGGTTACATCTAA 

YOL127W_homolog 142 aa (SEQ ID NO 476) 
LIATTKASAAKKAALKGVNGKKALKVRTSTTF 

I ATETAMKKVEDGNTLWQVDI KSNKHQI KS AVKELYDVDALYVNTL IRPNGTKKAYI RLTSDYDA 
LDIANRIGYI 

YJL188C_homolog 117 bp public: 1..117, CDS: <1..>117 (SEQ ID NO 
477) 

TTAGATACCCAACTTAGTTCTTCTCCAGTGTCTTCTTTTAGCATTGTATCTGATTTTGTTGTCAGT 
TCTCAATCTGATCCATTGTGGCAATGGTCTGTTTTGCTTTTGAGCCTTAGC 

YJLl88C_homolog 39 aa (SEQ ID NO 478) 
LDTQLSSSPVSSFSIVSDFWSSQSDPLWQWSVLLLSLS 

YGR183C_homolog 198 bp public: 1..198, CDS: 1..198 (SEQ ID NO 
479) 

ATGTTGACAGTCCTTGGTCGTTTACTTGAAAGAAACTCAATCTACGTTGCCACTATC 
GCTTTTGCTTTCCAAGGTTTTTTCGATGTTGCAGTGAACAAA 

AAATTATGGAAAAACGTCAAAGGAAAATTCCTTGAAGGTGAAGGTGAAGAAGAAGATGACGAATAA 
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YGR183C_homolog 65 aa (SEQ ID NO 480) 
MLTVLGRLLERNSIWATIFGGAFAFQGFFDVAVNK^ 

YDR529C_homolog 457 bp Pathoseq: 1..457, CDS: 1. .457 (SEQ ID NO 
481) 

ATGGTTCAATCTATGACATCTGTCGTTAAGGCAGCTAATTTCATTTTAGCAAGA 

AAAATCATTACACCACTTGCTCAAAAATTCACTGCTTATGCAGGGTATAGAGAAATGGGAOT 

TTCAATGATTTACTTCTTGAAGAAACCCCAATTATGCAAACTGCTAOT 

TTAAATTATTCAAGAAATTTTAGAATTCTTACTGCTCATCAATTAGCTTTA 

CCAGCTGAAAAAGCTGTTAAACCTGAAGAAGATGATAATTATTTGATTCCTT 

GAAAAGGAAGCTTTTGAAAAAGCTGTATTGGGGAATATTGACGCTAGTGCGATTGTAATO 

ACGAATAAGAAACGGACGAGGAAGAGGAAGAAGATGAGAAGGTCAAACATTGAAATATGAA 

YDR529C_homolog 151 aa (SEQ ID NO 482) 

MVQSMTSWKAANF ILARPTLSKI ITPLAQKFTAYAGYREMGLKFNDLLLEETPIMQTAIKRLPSE 
LNYSRNFRILTAHQLALSHQLLPAEKAVKPEEDDNYLIPYILEAEKEAFEKAVLGNIDASAIVTNT 
TNKKRTRKRKKMRRSNI EI 

YBL003C_YDR225W_homolog 399 bp public: 1..399, CDS: 1..399 (SEQ 
ID NO 483) 

CTACAATTCTTGAGAAGCCTTAACACCACCTTTACCTGA 

GTTTGGTAACACACCACCTTGGGCGATGGTGACATCACCCAACAATTTGTTO 

TCTGATGGCCAATTGTAAGTGTCTTGGGATTATTCTGGATTTCTTGTTG 

AGCTAATTCCAAAATTTCAGCAGCTAAATATTCCAAGACTGAAGTCAAGTACACTGGAGCACCAGA 

ACCGATTCTCTGAGCGTAGTTACCTTTTCTTAACAATCTGTGGACTCTACCGACTGGGAAAGTCAA 

ACCAGCTTTGGCTGATCTTGAAGTTGAAGCTTTTTCGGAAGTTC 

CAT 

YBL003C_YDR225W_homolog 132 aa (SEQ ID NO 484) 

MSGGKGKAGTSEKASTSRSAKAGLTFPVGRVHRLLRKGNYAQRIGSGAPVYLTSVLEYLAAEILEL 
AGNAARDNKKSRIIPRHLQLAIRNDEELNKLLGDVTIAQGGVLPNIHQNLLPKKSGKGGVKASQEL 
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